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Cys 


Ser 


Asp 
195 


Thr 


Ser 


Leu 


Asn 


Glu 
200 


Leu 


Leu 


Leu 


Phe 


Ala 
205 


He 


Cys 


Glv 


Phe 


He 
210 


Gin 


Thr 


Ala 


Thr 


Val 
215 


Leu 


Ala 


He 


Thr 


Val 
220 


Ser 


Tvr 


Glv 


Phe 


He 


Ala 


Gly Ala 


Val 


He 


His 


Met 


Arg 


Ser 


Val 


Glu 


Glv 


Ser 


Arg 


Arg 


225 










230 










235 










240 


Ala 


Ala 


Ser 


Thr 


Glv 
245 


Glv 


Ser 


His 


Leu 


Thr 
250 


Ala 


Val 


Ala 


Met 


Met 
255 


Tvr 


Gly Thr 


Leu 


He 


Phe 


Met 


Tvr 


Leu 


Arg 


Pro 


Ser 


Ser 


Ser 




Ala 


Leu 








260 










265 










270 






Asp 


Thr 


Asp 
275 


Lys 


Met 


Ala 


Ser 


Val 
280 


Phe 


Tyr 


Thr 


Leu 


Val 
285 


He 


Pro 


Ser 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu Arg Asn 


Lys 


Glu 


Val 


Lys 


Glu 


Ala 




290 










295 










300 










Leu 


Arg 


Gin 


Thr 


Trp 


Ser 


Arg 


Phe 


His 


Cys 


Pro Gly Gin 








305 










310 










315 













<210> 1912 
<211> 316 
<212> PRT 

<213> Unknown (H38g830 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 



<400> 1912 

Met Val He Leu Ser Trp Glu Asn Gin Thr Met Arg Val Glu Phe Val 

15 10 15 

Leu Gin Gly Phe Ser Ser He Arg Gin Leu Asn He Phe Leu Phe Met 

20 25 30 

He He Leu Val Phe Tyr He Leu Thr Val Ser Gly Asn He Leu He 

35 40 45 

Val Leu Leu Val Leu Val Arg His His Leu His Thr Pro Met Tyr Phe 

50 55 60 

Leu Leu Val Asn Leu Ser Cys Leu Glu He Trp Tyr Thr Ser Asn He 
65 70 75 80 

He Pro Lys Met Leu Leu He He He Ala Glu Xaa Lys Thr He Ser 

85 90 95 

Val Ala Gly Trp Leu Ala Gin Phe Tyr Phe Phe Gly Ser Leu Ala Ala 

100 105 110 

Thr Glu Cys Leu Leu Leu Thr Val Met Ser Tyr Asp Arg Tyr Leu Ala 

115 120 125 

He Cys Gin Pro Leu Cys Tyr Arg Val Leu Met Thr Gly Pro Leu Cys 

130 135 140 

He Arg Leu Ala Ala Gly Ser Trp Phe Cys Cys Phe Leu Leu Thr Ala 
145 150 155 160 

He Thr Met Val Leu Leu Cys Arg Leu Thr Phe Cys Gly Pro Tyr Glu 

165 170 175 

Thr Asp His Phe Phe Cys Asp Phe Thr Pro Leu Val His Leu Ser Cys 

180 185 190 

Met Asp Thr Ser Val Thr Glu Thr He Ala Phe Ala Thr Ser Ser Ala 

195 200 205 

Val Thr Leu He Pro Phe Leu Leu He Val Ala Ser Tyr Ser Cys Val 

210 215 220 

Leu Ser Ala He Leu Arg He Pro Ser Cys Thr Gly Gin Lys Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Thr Val Val He Val Phe Tyr Gly 
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245 



250 



255 



Thr Leu He Ala Thr Tyr Leu Val Pro Ser Ala Asn Ser Ser Gin Leu 

260 265 270 

Leu Cys Lys Gly Ser Ser Leu Leu Tyr He He Leu Thr Pro Met Phe 

275 280 285 

Asn Pro He He Tyr Ser Leu Arg Asn Arg Asp He His Glu Ala Leu 

290 295 300 

Lys Lys Cys Leu Arg Lys Lys Ser Gly Val Cys Leu 



<210> 1913 
<211> 309 
<212> PRT 

<213> Unknown (H38g831 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <1)...(309) 

<223> Xaa = Any Amino Acid 

<400> 1913 

Glu Xaa Met Gly Thr Ser Asn Asn Val Thr Glu Phe Val Leu Pro Gly 

15 10 15 

Leu Ser Gin Asp Pro Asp Val Gin Lys Ala Leu Phe Val Met Phe Leu 

20 25 30 

Leu Thr Tyr Asn Val Thr Met Val Gly Asn Leu Leu He Val Val Thr 

35 40 45 

He He Ala He Ala Ser Leu Asp Ser Pro Val Ser Phe Phe Leu Ala 

50 55 60 

Cys Leu Ser Phe He Asp Ala Val Tyr Ser Thr Ser Phe Ser Pro Lys 
65 70 75 80 

Leu Met He Asp Leu Leu Cys Asp Lys Lys Thr Val Ser Phe Leu Ala 

85 90 95 

Cys Met Gly Gin Leu Phe He Asn Tyx Pro Phe Gly Gly He Glu Val 

100 105 " 110 

Phe Leu Leu Val Gly Met Ala Cys Asp His Tyr Val Asp He Cys Lys 

115 120 125 

Leu Leu His Tyr Leu Thr He Met Asn Trp Gin Val Cys He Leu Leu 

130 135 140 

Phe Met Val Ala Val Thr Gly Gly Phe Leu His Ser Met Phe Gin He 
145 150 155 160 

Val Val Val Tyr Ser Leu Pro Phe Cys Gly Pro Asn Val He Asp His 

165 170 175 

Phe Cys Asp Met Tyr Pro Leu Leu Glu Met Val Cys Thr Asp Thr Tyr 

180 185 190 

Phe He Gly Leu Thr Val He Ala Asn Gly Gly Ala Val Cys Met Val 

195 200 205 

He Phe He Leu Leu Leu He Ser Tyr Gly Val He Leu Asn Ser Leu 

210 215 220 

Lys Thr Tyr Ser Gin Glu Gly Gly His Lys Ala Leu Ser Thr Cys Ser 
225 230 235 240 

Ser Asn He Thr Val Val Ser Leu Phe Phe Asp Pro Cys He Phe He 

245 250 255 

Tyr Val Arg Pro Asp Ser Asn Phe Pro He Asp Lys Phe Met Thr Val 

260 265 270 

Phe Tyr Thr lie He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu 

275 280 285 

Arg Asn Leu Glu Val Arg He Ala Val Lys Asn Leu Trp Cys Lys Asn 
290 295 300 



305 



310 



315 
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Xaa Thr lie Val Arg 
305 

<210> 1914 
<211> 318 
<212> PRT 

<213> Unknown (H38g832 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <1) . . . (318) 

<223> Xaa = Any Amino Acid 

<400> 1914 



Met 


Asp 


Arg 


Val 


Asn 


Asn 


Ser 


Ala 


Val 


Ser 


Lys 


Phe 


Val 


Leu 


He Gly 


1 






5 










10 










15 




Leu 


Ser 


Ser 


Ser 


Trp 


Glu 


Met 


His 


Pro 


Phe 


Leu 


Phe 


Trp 


Phe 


Phe 


Ser 








20 










25 










30 






Val 


Phe 


Tyr Met 


Gly 


He 


He 


Leu 


Glu 


Asn 


Leu 


Phe 


He 


Val 


Phe 


Thr 






35 










40 










45 








Val 


lie 


lie 


Asp 


Ser 


His 


Leu 


Asn 


Ser 


Pro 


Val 


Tyr 


Cys 


Leu 


Leu 


Ala 




50 










55 










60 










Asn 


lie 


Tyr 


Leu 


Leu 


Asp 


Leu 


Val 


Phe 


Ser 


Tyr 


Ser 


Ser 


Asp 


Phe 


Phe 


65 








70 










75 










80 


Thr 


Asn 


Cys 


Ser 


He 


He 


Ser 


Phe 


Pro 


Arg 


Cys 


Met 


He 


Gin 


He 


Phe 








85 










90 










95 




Phe 


He 


Cys 


Val 


Met 


Arg 


Lys 


He 


Glu 


Met 


Val 


Leu 


Leu 


He 


Thr 


Met 








100 










105 










110 






Ala 


Xaa 


Ser 


Arg 


Tyr 


Thr 


Ala 


He 


Cys 


Lys 


Pro 


Pro 


His 


Tyr 


Leu 


Thr 






115 










120 










125 








Thr 


Met 


Asn 


Pro 


Lys 


Met 


Cys 


Val 


Ser 


Leu 


Leu 


Glu 


Ala 


Ser 


Trp 


He 




130 










135 










140 










Val 


Arg 


He 


He 


His 


Ala 


Val 


Ser 


Gin 


Phe 


Val 


Phe 


Ala 


He 


Asn 


Leu 


145 








150 










155 










160 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Arg 


Val 


Gly 


Ser 


Phe 


His 


Cys 


Asp 


Phe 


Pro 










165 










170 










175 




Tyr 


Val 


Met 


Lys 


Leu 


Ala 


Cys 


Val 


Asp 


Thr 


Tyr 


Lys 


Leu 


Glu 


Val 


Val 






180 










185 










190 






Val 


Thr 


Ala 


Asn 


Ser 


Gly 


Leu 


He 


Ser 


He 


Ala 


Thr Cys 


Phe 


Leu 


Leu 






195 










200 










205 








lie 


He 


Ser 


Tyr 


He 


Phe 


He 


Ser 


Val 


Thr 


Val 


Xaa 


Asn 


Pro 


Ser 


Ser 




210 








215 










220 










Gly 


Asp 


Leu 


Ser 


Lys 


Ala 


Phe 


Val 


Ser 


Cys 


Ser 


Asp 


His 


He 


Thr 


Val 


225 








230 










235 










240 


Gly 


He 


Leu 


Phe 


Phe 


Met 


Pro 


Cys 


He 


Phe 


Leu 


Tyr 


Val 


Xaa 


Pro 


Leu 








245 










250 










255 




Pro 


Lys 


Thr 


Thr 


His 


Asp 


Xaa 


Tyr 


Leu 


Phe 


He 


Val 


Pro 


Leu 


Leu 


Ser 






260 










265 










270 






Pro 


Leu 


Ser 


Arg 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Asn 


Val 


Ser 






275 










280 










285 








Met 


Glu 


Arg Leu Gly 


Lys 


Trp 


He Ala Gly 


Ser 


Ser 


Arg 


Met 


Ser 


Xaa 




290 










295 










300 










Xaa 


Met 


Val 


Leu 


Ser 


Arg 


Val 


Gin Asp Asp Ser 


Val 


Ser 


Pro 






305 










310 










315 













<210> 1915 
<211> 309 
<212> PRT 

<213> Unknown (H38g833 protein) 
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<220> 

<223> Synthetic construct 



<400> 1915 



Met 


Glu 


Gly 


He 


Asn 


Lys 


Thr 


Ala 


Lys 


Met 


Gin 


Phe 


Phe 


Phe 


Arg 


Pro 


± 






5 










10 










15 




Phe 






20 


Pro 


Glu 


Val 


Gin 


Met 
25 


Leu 


He 


Phe 


Val 


Val 
30 


Phe 


Leu 


Met 


Met 


Tyr 


Leu 


Thr 


Ser 


Leu 


Gly 


Gly Asn Ala Thr 


He 


Ala 


Val 


He 
















40 










45 








Val 


uin 


Tip 

X lc 


Asn 


His 


Ser 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ala 


Val 


Leu 


Glu 


He 


Phe 


Tyr 


Thr 


Ser 


Ser 


He 


Thr 


Pro 


Leu 


OJ 










70 










75 










80 


Aid 


Leu 


Ala 


Asn 


Leu 


Leu 


Ser 


Met 


Gly Lys 


Thr 


Pro 


Val 


Ser 


He 


Thr 










oc 

OJ 










90 










95 




biy 


Cys 




1 I IX 


O XII 


Met 


Phe 


Phe 


Phe 


Val 


Phe Leu Gly Gly Ala Asp 


1UU 










105 










110 






Cys 


Val 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Tyr Asp Arg 


Phe 


He 


Ala 


He 


Cys 




lib 










1 90 

X A \J 










125 








His 


Pro 

13 0 


Leu 


Arg 


Tyr 


Arg 


Leu 

1 -ic 

X J J 


lie 


Met 


Ser 


Trp 


Ser 
140 


Leu 


Cys 


Val 


Glu 


Leu 


Leu 


Val 


Gly 


ber 


Leu 


Val 


Leu 


Gly 


Phe 


Leu 


Leu 


Ser 


Leu 


Pro 


Leu 


145 








lDU 










155 










160 


Thr 


He 


Leu 


He 


Phe 
lob 


His 


Leu 


Pro 


Phe 


Cys 
170 


His 


Asn 


Asp 


Glu 


He 
175 


Tyr 


His 


Pne 


Tyr 


Cys 


Asp 




.c X 


nia 


Val 


Met 


Arg 


Leu 


Ala 


Cys 


Ala 


Asp 






ion 
loU 










185 










190 






Thr 


Arg 


Val 


His 


Lys 


Thr 


Ala 


Leu 


Tyr 


He 


He 


Ser 


Phe 


He 


Val 


Leu 














200 










205 








OCX 


He 
210 


Pro 


Leu 


Ser 


Leu 


He 
215 


Ser 


He 


Ser 


Tyr 


Val 
220 


Phe 


He 


Val 


Val 


Ala 


He 


Leu 


Arg 


He 


Arg 


Ser 


Ala 


Glu Gly Arg 


Gin 


Gin 


Ala 


Tyr 


Ser 


225 








230 










235 










240 


Thr 


Cys 


Ser 


Ser 


His 


He 


Leu 


Val 


Val 


Leu 


Leu Gin Tyr 


Gly Cys 


Thr 








245 










250 










255 




Ser 


Phe 


He 


Tyr 
260 


Leu 


Ser 


Pro 


Ser 


Ser 
265 


Ser 


Tyr 


Ser 


Pro 


Glu 
270 


Met 


Gly 


Arg 


Val 


Val 


Ser 


Val 


Ala 


Tyr 


Thr 


Phe 


He 


Thr 


Pro 


He 


Leu 


Asn 


Pro 




275 










280 










285 








Leu 


He 
290 


Tyr 


Ser 


Leu 


Arg 


Asn 
295 


Lys 


Glu 


Leu 


Lys 


Asp 
300 


Ala 


Leu 


Arg 


Lys 


Ala 


Leu 


Arg 


Lys 


Phe 

























305 



<210> 1916 
<211> 329 
<212> PRT 

<213> Unknown (H38g834 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (329) 

<223> Xaa = Any Amino Acid 

<400> 1916 

Asp Ser Val Asp Gin Val Asn Asp Ser Leu Val Thr Glu Phe Val Leu 
15 10 15 
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Leu Gly 


Leu 


Ala 


Gin 


Ser 


Leu 


Glu 


Met 


Gin 


Phe 


Phe 


Leu 


Phe 


Leu 


Phe 




20 










25 










30 






Phe Ser 


Leu 


Phe 


Tyr 


Val 


Gly 


He 


He 


Leu 


Gly 


Asn 


Leu 


Phe 


He 


Val 




35 










40 










45 








Phe Thr 


Val 


He 


Phe 


Asp 


Pro 


His 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


He 


Leu 


50 










55 










60 










Leu Ala 


Asn 


Leu 


Ser 


Leu 


He 


Asp 


Leu 


Ser 


Leu 


Ser 


Ser 


Thr 


Thr 


Val 


65 








70 










75 










80 


Pro Arg 


Leu 


He 


Tyr 


Asp 


Leu 


Phe 


Thr 


Asp 


Cys 


Lys 


Val 


He 


Ser 


Phe 








85 










90 










95 




His Asn 


Cys 


Met 


He 


Gin 


Lys 


Phe 


Phe 


He 


His 


Val 


Thr 


Gly 


Gly 


Val 




100 










105 










110 






Glu Met 


val 


Leu 


Leu 


He 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Thr 


Ala 


He 




115 










120 










125 








Cys Lys 


Pro 


Leu 


His 


Tyr 


Pro 


Thr 


He 


Met 


Asn 


Pro 


Lys 


Met 


Cys 


Met 


130 










135 










140 










Phe Leu 


Val 


Ala 


Ala 


Ala 


Trp 


Val 


He 


Gly 


Val 


He 


His 


Ala 


Met 


Ser 


145 








150 










155 










160 


Gin Phe 


Val 


Phe 


Val 


He 


Asn 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Asn 


Val 








165 










170 










175 




Gly Ser 


Phe Tyr 


Cys 


Asp 


Phe 


Pro 


Arg 


Val 


He 


Lys 


Leu 


Ala 


Cys 


Met 






180 










185 










190 






Asp Thr 


Tyr 


Gly 


Leu 


Glu 


Phe 


Val 


Val 


Thr 


Ala 


Asn 


Ser 


Gly 


Phe 


He 


195 










200 










205 








Ser Met 


Gly Thr 


Phe 


Phe 


Phe 


Leu 


He 


Val 


Ser 


Tyr 


He 


Phe 


He 


Leu 


210 










215 










220 










Val Thr 


Val 


Gin 


Arg 


His 


Ser 


Ser 


Asn 


Asp 


Leu 


Ser 


Lys 


Ala 


Phe 


Phe 


225 








230 










235 










240 


Thr Ser 


Xaa 


Ala 


His 


He 


Thr 


Val 


Val 


Val 


Leu 


Phe 


Phe 


Ala 


Pro 


Cys 








245 










250 










255 




Met Phe 


Leu Tyr 


Val 


Trp 


Pro 


Phe 


Pro 


Thr 


Lys 


Ser 


Leu 


Asp 


Lys 


Phe 






260 










265 










270 






Phe Ala 


lie 


Met 


Asn 


Fne 


Val 


Val 


inr 


p rrt 
rro 


VOX 




Asn 


Pro 


Ala 


He 




275 










280 










285 








Tyr Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Phe 


Ala 


Met 


Arg 


Arg 


Leu 


Asn 


290 










295 










300 










Gin His 


He 


Leu 


Asn 


Ser 


Met 


Glu 


Met 


Thr 


Xaa 


His 


He 


Trp 


Leu 


Met 


305 








310 










315 










320 


Arg Ala 


Gin Asp 


Lys 


Cys 


His 


Gly 


Pro 






















325 
























<210> 1917 




























<211> 257 




























<212> PRT 




























<213> Unknown (H38g835 protein) 


















<220> 






























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1) . . . 


. (257) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 1917 




























Ser Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


Asn 


Phe 


Ala 


Gly 


Leu 


Glu 


He 


Phe 


Tyr 


1 






5 










10 










15 




Phe Phe 


Thr 


He 


Ala 


Pro 


Leu 


Thr 


Leu 


Ala 


Asn 


Val 


Leu 


Pro 


Met 


Gly 






20 










25 










30 






Arg Asn 


Leu 


He 


Ser 


Leu 


Pro 


Gly 


Cys 


Gly 


Gly 


Gin 


Met 


Phe 


Phe 


Phe 




35 










40 










45 








lie Phe 


Leu 


Gly Arg 


Ala 


Asp 


Cys 


He 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Phe 
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50 55 60 



Asp 


Trp 


Phe 


Val 


Ala 


He Cys 


Cys 


Pro 


Leu 


Cys 


Tyr 


Gly Leu 


He 


Met 










70 










75 










80 


Ser 


Trp 


Arg 


Leu 


Cys 


Val 


Gin 


Lieu 


Thr 


Leu Gly 


Ser 


Leu 


Leu 


Leu Gly 






o D 










on 










95 




Pne 


Phe 


Leu 


Ala 
Ala 

1UU 


KlCL 


Gin 


Leu 




Val 

X W -J 


Leu 


lie 


Phe 


v»in 


Leu 

-LAV/ 


rx u 




Cys 


Ser 


Ser 


Lys 


ulll 


He 


Ser 


Thr 


Phe 


Tyr 


Cys 


Asp 


vax 


Leu 


rxO 


v ctx 




113 










120 










125 








Met 


Arg 
130 


Leu 


Ala 


Cys 


Ala 


Asp 
135 


Thr 


Trp 


Wis 1 

vai 


MIS 


Glu 
140 


Aia 


xnr 


Mot- 
net 


OCX 


Met 


val 


Ser 


mVi -v~ 

i nr 


X I1X 


Phe 


Leu 


Thr 


Val 


Pro 


-fne 


Leu 


Leu 


lie 


X 111. 


Leu 


145 










150 










Ijj 










160 


Ser 


Tyr 


Val 


Ser 


lie 


Met 


Ala 


Ala 


He 


Leu 


Lys 


He 


Cys 


Car 
OCX 


Ala 
Ala 


fZl ii 








JIDD 










170 










175 




Gly 


Arg 


His 


Lys 


Aia 


Phe 


Ser 


Thr Cys 


Ser 


Ser 


His 


Leu 


XXXX 


Val 


Val 




loU 










185 










190 






Leu 


Leu 


Gin 
195 


Asp 


Xaa 


Cys 


Thr 


Arg 
200 


Leu 


Ala 


Phe 


Leu 


Cys 
205 


Pro 


Ser 


Ser 


Ser 


Tyr 


Tyr 


Pro 


Glu 


Arg Gly 


Gin 


Ala 


Val 


Ser 


Val 


Val 


Tyr 


Thr 


Phe 




210 










215 










220 










He 


Thr 


Pro 


Val 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Met 


Arg 


Asn 


Thr 


Glu 


225 










230 










235 










240 


Leu 


Lys 


Asp 


Ala 


Leu 


Lys 


Arg 


Ala 


Met 


Thr 


Arg 


Val 


Pro 


Leu 


Leu 


Xaa 






245 










250 










255 





Thr 



<210> 1918 
<211> 305 
<212> PRT 

<213> Unknown (H38g836 protein) 
<220> 

<223> Synthetic construct 



<400> 1918 



Met 


Val 


Thr 


Glu 


Phe 


He 


Phe 


Leu 


Gly Leu 


Ser 


Asp 


Ser 


Gin 


Glu 


Leu 


1 








5 










10 










15 




Gin 


Thr 


Phe 


Leu 


Phe 


Met 


Leu 


Phe 


Phe 


Val 


Phe 


Tyr 


Gly Gly 


He 


Val 






20 










25 










30 






Phe 


Gly 


Asn 


Leu 


Leu 


He 


Val 


He 


Thr 


Val 


Val 


Ser 


Asp 


Ser 


His 


Leu 




35 










40 










45 








His 


Ser 
50 


Pro 


Met 


Tyr 


Phe 


Leu 
55 


Leu 


Ala 


Asn 


Leu 


Ser 
60 


Leu 


He 


Asp 


Leu 


Ser 


Leu 


Ser 


Ser 


Val 


Thr 


Ala 


Pro 


Lys 


Met 


He 


Thr 


Asp 


Phe 


Phe 


Ser 


65 










70 










75 










80 


Gin 


Arg 


Lys 


Val 


He 


Ser 


Phe 


Lys 


Gly Cys 


Leu 


Val 


Gin 


He 


Phe 


Leu 
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<210> 1920 
<211> 328 
<212> PRT 

<213> Unknown (H38g838 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (I).., (328) 

<223> Xaa = Any Amino Acid 
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<210> 1921 
<211> 338 
<212> PRT 

<213> Unknown {H38g839 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
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<223> Xaa = Any Amino Acid 
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<210> 1922 
<211> 329 
<212> PRT 

<213> Unknown (H38g840 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (329) 

<223> Xaa = Any Amino Acid 
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<213> Unknown (H38g841 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(245) 

<223> Xaa = Any Amino Acid 
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Asp 


Ser 


Gin 


Cys 


Phe 


He 


Tyr 


Phe 


Leu 


Asn 


Met 


Met 


He 






195 










200 










205 








Thr 


He 


Asn 


Leu 


Phe 


Val 


Arg 


Phe 


Lys 


Asn 


He 


Phe 


Met 


His 


Ser 


Ser 




210 










215 










220 










He 


Ser 


He 


Asn 


Tyr 


Asn 


Tyr 


Tyr 


Phe 


Lys 


Lys 


Xaa 


Asn 


Lys 


Gly Gly 


225 










230 










235 










240 


He 


Tyr 


Glu 


He 


Tyr 

























245 



<210> 1924 
<211> 305 
<212> PRT 

<213> Unknown (H38g842 protein) 



<220> 

<223> Synthetic construct 
<400> 1924 

Met Val Thr Glu Phe He Phe Leu 

1 5 
Gin Thr Phe Leu Phe Met Leu Phe 
20 

Phe Gly Asn Leu Leu He Val He 

35 40 
His Ser Pro Met Tyr Phe Leu Leu 

50 55 
Ser Leu Ser Ser Val Thr Ala Pro 



Gly Leu Ser Asp Ser Gin Glu Leu 

10 15 
Phe Val Phe Tyr Gly Gly He Val 
25 30 
Thr Val Val Ser Asp Ser His Leu 
45 

Ala Asn Leu Ser Leu He Asp Leu 

, 60 

Lys Met lie Thr Asp Phe Phe Ser 
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65 








70 










75 










80 


Gin A*rcr 


Lys 


Val 


He 


Ser 


Phe 


Lys 


Gly 


Cys 


Leu 


Val 


Gin 


He 


Phe 


Leu 








85 










90 










95 




XJtU 1 i X o 


Phe 


Phe 


Gly Gly 


Ser 


Glu 


Met 


Val 


He 


Leu 


He 


Ala 


Met 


Gly 






100 










105 










110 






rue 


Arg 


Tyr 


He 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 




115 










120 










125 








I lC I— V- Jf O 


Gly Asn 


Ala 


Cys 


wax 


Gly He Met Ala Val Ala Trp Gly He 












135 










JL 4t u 










vj i jr rue 


T *-%i t 

Leu 


nlS 


Ser 


Val 


Ser 


bin 


T a, a 

Leu 


Ala 


rfie 


Ala 


val 


HIS 


Leu 


Pro 


145 








150 










1 c c 
Ijj 










i cn 

lou 


Phe Cys 




Pro 


Asn 


Glu 


Val 


Asp 


Ser 


pne 


Tyr 


cys 


ASp 


Leu 


Pro 


Arg 








165 










170 










1 / D 




Va 1 T1p 

VOX -Lie 


Lys 


Leu 


Ala 


Cys 


X 11X7 


Asp 


Thr 


Tyr 


Arg 


Leu 


Asp 


He 


Met 


Val 






180 










185 










190 






Tl p Ala 

-LXC Ala 


Asn 


Ser 


Gly Val 




Thr 


Val 


Cys 


Ser 


Phe 


Val 


Leu 


Leu 


He 




195 










200 










205 








Tin Q<a>- 
11c utrl 


Tyr 


Thr 


He 


He 


Leu 


Met 


Thr 


He 


Gin 


His 


Arg 


Pro 


Leu 


Asp 


Zlw 










91 R 










220 












Ser 


Lys 


Ala 


Leu 


Ser 


Thr 


Leu 


Thr 


Ala 


His 


He 


Thr 


Val 


Val 


±j £t \j 








230 










235 










240 


T an T ^&«i 

Leu bcU 


Phe 


Phe 


Gly 


Pro 


Cys 


Val 


Phe 


He 


Tyr 


Ala 


Trp 


Pro 


Phe 


Pro 








245 










250 










255 




He Lys 


Ser 


Leu 


Asp 


Lys 


Phe 


Leu 


Ala 


Val 


Phe 


Tyr 


Ser 


Val 


He 


Thr 






260 










265 










270 






Pro Leu 


Leu 


Asn 


Pro 


He 


Tl « 

lie 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 




275 










280 










285 








Thr Ala 


He 


Arg 


Arg 


Leu 


Arg 


Lys 


Trp Asp 


Ala 


His 


Ser 


Ser 


Val 


Lys 


290 










295 










300 










Phe 






























305 






























<210> 1925 




























<211> 309 




























<212> PRT 




























<213> Unknown (H38g843 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1925 




























Met Ala 


Ala 


Gly Asn His 


Ser 


Thr 


Val 


Thr 


blU 


Pne 


lie 


Leu 


Lys 


Gly 


1 






5 










10 










lb 




Leu Thr 


Lys 


Arg 


Ala 


Asp 


Leu 


Gin 


Leu 


Pro 


Leu 


rfie 


Leu 


Leu 


Pne 


Leu 






20 










25 










J u 






Gly He 


Tyr 


Leu 


Val 


Thr 


He 


Val 


Gly Asn 


T ("Ml 

Lieu 


biy 


Mec 


lie 


lnr 


Leu 




35 










40 










45 








He Cys 


Leu 


Asn 


Ser 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Ser 


50 










55 










60 










Asn Leu 


Ser 


Leu 


Met 


Asp 


Leu 


Cys 


Tyr 


Ser 


Ser 


Val 


He 


Thr 


Pro 


Lys 


65 








70 










75 










80 


Met Leu 


Val 


Asn 


Phe 


Val 


Ser 


Glu 


Lys 


Asn 


He 


He 


Ser 


Tyr 


Ala 


Gly 








85 










90 










95 




Cys Met 


Ser 


Gin 


Leu 


Tyr 


Phe 


Phe 


Leu 


Val 


Phe 


Val 


He 


Ala 


Glu 


Cys 






100 










105 










110 






Tyr Met 


Leu 


Thr 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 




115 










120 










125 








Pro Leu 


Leu 


Tyr 


Asn 


He 


He 


Met 


Ser 


His 


His 


Thr 


Cys 


Leu 


Leu 


Leu 


130 










135 










140 










Val Ala 


Val 


Val 


Tyr 


Ala 


He 


Gly 


Leu 


He 


Gly 


Ser 


Thr 


He 


Glu 


Thr 


145 








150 










155 










160 
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Gly 


Leu 


Met 


Leu 


Lys 


Leu 


Pro 


Tyr 


Cys 


Glu 


His 


Leu 


He 


Ser 


His 


Tyr 








165 










170 










175 




Phe 


Cys 


Asp 


He 
180 


Leu 


Pro 


Leu 


Met 


Lys 
185 


Leu 


Ser 


Cys 


Ser 


Ser 
190 


Thr 


Tyr 


Asp 


Val 


Glu 


Met 


Thr 


Val 


Phe 


Phe 


Ser 


Ala 


Gly 


Phe 


Asn 


He 


He 


Val 




195 










200 










205 








Thr 


Ser 
210 


Leu 


Thr 


Val 


Leu 


Val 
215 


Ser 


Tyr 


Thr 


Phe 


He 
220 


Leu 


Ser 


Ser 


He 


Leu 


Gly 


He 


Ser 


Thr 


Thr 


Glu 


Gly 


Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ser 


Ser 


His 


Leu 


Ala 


Ala 


Val 


Gly 


Met 


Phe 


Tyr Gly 


Ser 


Thr 


Ala 


Phe 










245 










250 










255 




Met 


Tyr 


Leu 


Lys 
260 


Pro 


Ser 


Thr 


He 


Ser 
265 


Ser 


Leu 


Thr 


Gin 


Glu 
270 


Asn 


Val 


Ala 


Ser 


Val 
275 


Phe 


Tyr 


Thr 


Thr 


Val 
280 


He 


Pro 


Met 


Leu 


Asn 
285 


Pro 


Leu 


He 


Tyr 


Ser 
290 


Leu 


Arg 


Asn 


Lys 


Glu 
295 


Val 


Lys 


Ala 


Ala 


Val 
300 


Gin 


Lys 


Thr 


Leu 


Arg 


Gly 


Lys 


Leu 


Phe 

























305 



<210> 1926 
<211> 310 
<212> PRT 

<213> Unknown (H38g844 protein) 
<220> 

<223> Synthetic construct 



<400> 1926 



Met 


Ala 


Ala 


Lys 


Asn 


Ser 


Ser 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Glu 


Gly 


Leu 


1 








5 










10 










15 




Thr 


His 


Gin 


Pro 


Gly 


Leu 


Arg 


He 


Pro 


Leu 


Phe 


Phe 


Leu 


Phe 


Leu 


Gly 








20 










25 










30 






Phe 


Tyr 


Thr 


Val 


Thr 


Val 


Val 


Gly 


Asn 


Leu 


Gly 


Leu 


He 


Thr 


Leu 


He 






35 










40 










45 








Gly 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Phe 


Asn 




50 










55 










60 










Leu 


Ser 


Leu 


He 


Asp 


Phe 


Cys 


Phe 


Ser 


Thr 


Thr 


He 


Thr 


Pro 


Lys 


Met 


65 










70 










75 










80 


Leu 


Met 


Ser 


Phe 


Val 


Ser 


Arg 


Lys 


Asn 


He 


He 


Ser 


Phe 


Thr 


Gly 


Cys 










85 










90 










95 




Met 


Thr 


Gin 


Leu 


Phe 


Phe 


Phe 


Cys 


Phe 


Phe 


Val 


Val 


Ser 


Glu 


Ser 


Phe 








100 










105 










110 






He 


Leu 


Ser 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 


Pro 






115 










120 










125 








Leu 


Leu 


Tyr 


Thr 


Val 


Thr 


Met 


Ser 


Cys 


Gin 


Val 


Cys 


Leu 


Leu 


Leu 


Leu 




130 










135 










140 










Leu 


Gly 


Ala 


Tyr 


Gly 


Met 


Gly 


Phe 


Ala Gly Ala Met 


Ala 


His 


Thr 


Gly 


145 










150 










155 










160 


Ser 


He 


Met 


Asn 


Leu 


Thr 


Phe 


Cys 


Ala 


Asp 


Asn 


Leu 


Val 


Asn 


His 


Phe 










165 










170 










175 




Met 


Cys 


Asp 


He 


Leu 


Pro 


Leu 


Leu 


Glu 


Leu 


Ser 


Cys 


Asn 


Ser 


Ser 


Tyr 








180 










185 










190 






Met 


Asn 


Glu 


Leu 


Val 


Val 


Phe 


He 


Val 


Val 


Ala 


Val 


Asp 


Val 


Gly 


Met 






195 










200 










205 








Pro 


He 


Val 


Thr 


Val 


Phe 


He 


Ser 


Tyr 


Ala 


Leu 


He 


Leu 


Ser 


Ser 


He 




210 










215 










220 










Leu 


His 


Asn 


Ser 


Ser 


Thr 


Glu 


Gly 


Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ser 


Ser 


His 


He 


He 


Val 


Val 


Ser 


Leu 


Phe 


Phe Gly 


Ser 


Gly 


Ala 


Phe 
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245 

Met Tyr Leu Lys Pro Leu Ser lie 
260 

Ser Ser Leu Phe Tyr Thr lie lie 
275 280 
Tyr Ser Leu Arg Asn Lys Asp Val 

290 295 
Gly Arg Lys He Phe Ser 
305 310 



250 255 
Leu Pro Leu Glu Gin Gly Lys Val 
265 270 
Val Pro Val Leu Asn Pro Leu He 
285 

Lys Val Ala Leu Arg Arg Thr Leu 
300 



<210> 1927 
<211> 157 
<212> PRT 

<213> Unknown (H38g845 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...<157) 

<223> Xaa = Any Amino Acid 



<400> 1927 

Met Gly Glu Ala Arg Asn Arg Thr Val Val Gin Glu Phe He Leu Glu 

15 10 15 

Gly Phe Pro Ala Val Gin His Leu Gly Asn Val Leu Phe Leu Val His 

20 25 30 

Leu Leu Ala Tyr Leu Ala Ser He Met Ala Asn Met Leu He He Thr 

35 40 45 

He Thr Trp Ala Asp His His Leu Gin Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Ser Phe Ser Phe Cys Glu Cys Cys Phe He Thr Thr Val He Pro 
65 70 75 80 

Lys Leu Leu Val He Leu Leu Ser Gly Arg Ala Lys He Pro Leu Ser 

85 90 95 

Thr Thr Leu Ser His Ala Val Pro Phe Ser Phe Leu Tyr Ser Trp Val 

100 105 110 

Asn Ser Phe Ser Ser Leu Asn Gly Cys Asp Val Pro Leu Asp Xaa Tyr 

115 120 125 

Leu Ala He Cys Lys Pro Leu His Tyr Ser Thr He Met Ser Leu Arg 

130 135 140 

Thr Ser Phe His Lys Val Thr Ala Trp Leu Cys Pro Gly 
145 150 155 



<210> 1928 
<211> 333 
<212> PRT 

<213> Unknown <H3 8g846 protein) 
<220> 

<223> Synthetic construct 



<221> VARIANT 

<222> (1) . . . (333) 

<223> Xaa = Any Amino Acid 



<400> 1928 

Thr Asp Pro Gin Asn Leu Thr Thr 

1 5 
Glu Leu Ser Glu Asp Pro Glu Leu 
20 



Asp Val Ser He Phe Leu Val Leu 

10 15 
Gin Pro Val Leu Ala Gly Leu Phe 
25 30 
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Leu 


Ser 


Met 
35 


Cys 


Leu 


Val 


Met 


Val 
40 


Leu 


Gly 


Asn 


Leu 


Leu 
45 


He 


He 


Leu 


Ala 


Val 
50 


Ser 


Pro 


Asp 


Ser 


His 
55 


Leu 


His 


Thr 


Pro 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Met 


Val 


Pro 


65 










70 










75 










80 


Lys 


Met 


He 


Val 


Asp 
85 


He 


Gin 


Ser 


His 


Ser 
90 


Arg 


Leu 


lie 


Ser 


Tyr 
95 


Ala 


Gly 


Cys 


Leu 


Thr 
100 


Gin 


Met 


Ser 


Leu 


Phe 
105 


Ala 


He 


Phe 


Gly 


Gly 
110 


Met 


Glu 


Glu 


Asn 


Met 
115 


Leu 


Leu 


Ser 


Val 


Met 
120 


Ala 


Tyr 


Asp 


Arg 


Phe 
125 


Val 


Ala 


He 


Cys 


His 
130 


Pro 


Leu 


Tyr 


Tyr 


Ser 
135 


Ala 


He 


Met 


Asn 


Pro 
140 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Leu 


Leu 


Ser 


Cys 


Cys 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


145 










150 










155 










160 


His 


Asn 


Leu 


He 


Ala 
165 


Leu 


Gin 


He 


Thr 


Cys 
170 


Phe 


Lys 


Asp 


Val 


Glu 
175 


He 


Pro 


Asn 


Phe 


Phe 
180 


Trp 


Asp 


Pro 


Ser 


Gin 
185 


Leu 


Pro 


His 


His 


Ala 
190 


Cys 


Cys 


Asp 


Thr 


Phe 
195 


Thr 


Asn 


Asn 


He 


Val 
200 


Met 


Tyr 


Phe 


Pro 


Ala 
205 


Ala 


He 


Phe 


Gly 


Phe 
210 


Leu 


Pro 


Thr 


Ser 


Gly 
215 


He 


Leu 


Phe 


Ser 


Tyr 
220 


Tyr 


Lys 


He 


Val 


Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly 


Gly 


Asn 


Tyr 


Lys 


Ala 


Leu 


225 










230 










235 










240 


Ser 


Ala 


Cys 


Gly 


Ser 
245 


His 


Leu 


Ser 


Val 


Val 
250 


Cys 


Leu 


Phe 


Tyr 


Gly 
255 


Thr 


Gly 


Val 


Gly Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 


Lys 








260 










265 










270 






Gly 


Ala 


Val 
275 


Ala 


Ser 


Val 


Met 


Tyr 
280 


Thr 


Val 


Val 


Thr 


Pro 
285 


Met 


Leu 


Asn 


Pro 


Phe 
290 


He 


Tyr 


Ser 


Leu 


Arg 
295 


Asn 


Arg 


Asp 


He 


Lys 
300 


Ser 


Val 


Leu 


Arg 


Arg 


Leu 


His 


Gly 


Arg 


Thr 


Val 


Xaa 


Ser 


Gin 


Tyr 


Leu 


He 


He 


Cys 


Ser 


305 










310 










315 










320 


He 


Pro 


Phe 


Val 


Val 

325 


Trp 


Val 


Xaa 


Lys 


Gly 
330 


Ser 


Lys 


Val 









<210> 1929 
<211> 222 
<212> PRT 

<213> Unknown (H38g847 protein) 
<220> 

<223> Synthetic construct 



<400> 1929 



Ser 


Gin 


Leu 


Ser 


Leu 


Met 


Asp 


Leu 


Met 


Leu 


He 


Cys 


Thr 


Thr 


Leu 


Pro 


1 








5 










10 










15 




Lys 


Met 


He 


Phe 


Ser 


Tyr 


Leu 


Ser 


Gly 


Lys 


Lys 


Ser 


He 


Ser 


Leu 


Ala 








20 










25 










30 






Gly 


Cys 


Gly 


Thr 


Gin 


He 


Phe 


Phe 


Tyr 


Val 


Ser 


Leu 


Leu 


Gly 


Ala 


Glu 






35 










40 










45 








Cys 


Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 




50 










55 










60 










His 


Pro 


Leu 


Gin 


Tyr 


Thr 


He 


Leu 


Met 


Asn 


Pro 


Glu 


Leu 


Cys 


Val 


Phe 


65 










70 










75 










80 


Met 


Thr 


Val 


Ala 


Ser 


Trp 


Thr 


Leu 


Gly 


Ser 


Leu 


Asp 


Gly 


He 


He 


Val 










85 










90 










95 




Leu 


Ala 


Ala 


Val 


Leu 


Ser 


Phe 


Ser 


Tyr 


Cys 


Ser 


Ser 


Leu 


Glu 


He 


His 
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100 105 HO 





Phe 


rue 




Asp 


Val 


Ala 


Ala Leu 


Leu 


Pro 


Leu 


Ser 


Cys 


Thr 


Glu 
















120 








125 










Cor 


Ala 


Phe 


Glu 


Arcr 


Leu. 


Leu Val 


He 


Cys 


Cys 


Val 


Val 


Met 


Leu 




1 "?0 










135 








140 










He 


Phe 


Pro 


Val 


Ser 


Val 


He 


He Leu 


Ser 


Tyr 


Ser 


His 


Val 


Leu 


Arg 


145 










150 








155 










160 


Ala 


Val 


He 


His 


Met 


Gly 


Ser 


Gly Glu 


Ser 


Arg 


Arg 


Lys 


Ala 


Phe 


Thr 










165 








170 










175 




Thr 


Cys 


Ser 


Ser 


His 


Pro 


Ser 


Val Val Gly Leu Tyr Tyr Gly Ala Ala 






180 








185 










190 






Met 


Phe 


Met 


Tyr 


Met 


Arg 


Pro 


Ala Ser 


Lys 


His 


Thr 


Pro 


Asp 


Gin 


Asp 






195 










200 








205 








Lys 


Met 


Val 


Ser 


Ala 


Phe 


Tyr 


Thr Asn 


Leu 


Thr 


Pro 


Met 


Leu 






210 










215 








220 











<210> 1930 
<211> 114 
<212> PRT 

<213> Unknown (H38g848 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(114) 

<223> Xaa = Any Amino Acid 



<400> 1930 



Leu 


Ala 


Cys 


He 


Val 


Gly 


Xaa 


Lys 


Phe 


Ala 


Phe 


He 


He 


Ser 


Pro 


Asn 


1 






5 










10 










15 




His 


His 


Phe 


Met 


He 


Met 


Val 


Thr 


Phe 


He 


Leu 


Val 


Asn 


He 


Xaa 


Lys 








20 










25 










30 






His 


Ser 


Ser 


Gly 


Asn 


Leu 


Ser 


Ser 


Ala 


Leu 


He 


He 


Leu 


Phe 


He 


Phe 






35 








40 










45 








He 


Pro 


Val 


Val 


Ser 


Leu 


Phe 


Phe 


Thr 


Pro 


Cys 


Val 


Val 


Leu 


Tyr 


Val 




50 










55 










60 










Trp 


Pro 


Thr 


Leu 


Pro 


Pro 


Ser 


Leu 


Asp 


Lys 


Asn 


Met 


Phe 


He 


Val 


Asp 


65 










70 










75 










80 


Phe 


Val 


Val 


Asn 


Pro 


Val 


Leu 


Lys 


Pro 


Ala 


Thr 


Tyr 


He 


Leu 


Gin 


Asn 










85 










90 










95 




Lys 


Asp 


He 


Lys 


Val 


Ala 


Leu 


Xaa 


Asn 


Leu 


His 


Glu 


Lys 


Arg 


Thr 


Tyr 




100 










105 










110 






Ser 


Ser 































<210> 1931 
<211> 305 
<212> PRT 

<213> Unknown (H3 8g849 protein) 
<220> 

<223> Synthetic construct 
<400> 1931 

Met Val Thr Glu Phe He Phe Leu Gly Leu Ser Asp Ser Gin Gly Leu 

15 10 15 

Gin Thr Phe Leu Phe Met Leu Phe Phe Val Phe Tyr Gly Gly He Val 

20 25 30 

Phe Gly Asn Leu Leu He Val He Thr Val Val Ser Asp Ser His Leu 
35 40 45 
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His 


Ser 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 




50 










55 




Ser 


Leu 


Ser 


Ser 


Val 


Thr 


Ala 


Pro 


65 










70 






Gin 


Arg 


Lys 


Val 


He 


Ser 


Phe 


Lys 










85 








Leu 


His 


Phe 


Phe Gly Gly Ser 


Glu 








100 










Phe 


Asp 


Arg 


Tyr 


He 


Ala 


He 


Cys 






115 










120 


Met 


Cys 


Gly 


Asn 


Ala 


Cys 


Val 


Gly 




130 










135 




Gly 


Phe 


Leu 


His 


Ser 


Val 


Ser 


Gin 


145 










150 






Phe 


Cys 


Gly 


Pro 


Asn 


Glu 


Val 


Asp 










165 








Val 


He 


Lys 


Leu 


Ala 


Cys 


Thr 


Asp 








180 










lie 


Ala 


Asn 


Ser Gly Val 


Leu 


Thr 






195 










200 


lie 


Ser 


Tyr 


Thr 


He 


He 


Leu 


Met 




210 










215 




Lys 


Ser 


Ser 


Lys 


Ala 


Leu 


Ser 


Thr 


225 










230 






Leu 


Leu 


Phe 


Phe Gly Pro Cys 


Val 










245 








lie 


Lys 


Ser 


Leu 


Asp 


Lys 


Phe 


Leu 








260 










Pro 


Leu 


Leu 


Asn 


Pro 


He 


He 


Tyr 






275 










280 


Thr 


Ala 


He 


Arg 


Gin 


Leu 


Arg 


Lys 




290 










295 





Phe 
305 



<210> 1932 
<211> 223 
<212> PRT 

<213> Unknown (H38g850 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(223) 

<223> Xaa = Any Amino Acid 



<400> 1932 



Ser 


Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He 


1 








5 








Lys 


Met 


Val 


Val 


Asp 


He 


Gin 


Ser 








20 










Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 






35 










40 


Glu 


Thr 


Leu 


Leu 


Leu 


Asn 


Val 


Met 




50 










55 




Cys 


His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


65 










70 






Phe 


Leu 


Leu 


Leu 


Leu 


Ser 


Phe 


Phe 










85 








Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 



Ala 


Asn 


Leu 


Ser 


Leu 


He 


Asp 


Leu 








60 










Lys 


Met 


He 


Thr 


Asp 


Phe 


Phe 


Ser 






75 










80 


Gly 


Cys 


Leu 


Val 


Gin 


He 


Phe 


Leu 




90 










95 




Met 


Val 


He 


Leu 


He 


Ala 


Met 


Gly 


105 










110 






Lys 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 










125 








He 


Met 


Ala 


Val 


Ala 


Trp 


Gly 


He 








140 










Leu 


Ala 


Phe 


Ala 


Val 


His 


Leu 


Pro 






155 










160 


Ser 


Phe 


Tyr 


Cys 


Asp 


Leu 


Pro 


Arg 




170 










175 




Thr 


Tyr 


Arg 


Leu 


Asp 


He 


Met 


Val 


185 










190 






Val 


Cys 


Ser 


Phe 


Val 


Leu 


Leu 


He 










205 








Thr 


He 


Gin 


His 


Arg 


Pro 


Leu 


Asp 








220 










Leu 


Thr 


Ala 


His 


He 


Thr 


Val 


Val 






235 










240 


Phe 


He 


Tyr 


Ala 


Trp 


Pro 


Phe 


Pro 




250 










255 




Ala 


Val 


Phe Tyr 


Ser 


Val 


He 


Thr 


265 










270 






Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 










285 








Trp Asp Ala 


His 


Ser 


Ser 


Val 


Lys 



300 



Gly 


Phe 


Pro 


Ser 


Pro 


Thr 


Val 


Pro 




10 










15 




His 


Ser 


Arg 


Ser 


Phe 


Ser 


Tyr 


Ala 


25 










30 






Phe 


Ala 


He 


Phe 


Gly 


Gly 


Met 


Glu 










45 








Ala 


Tyr 


Val 


Arg 


Phe 


Val 


Ala 


He 








60 










He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 






75 










80 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ala 


Gin 




90 










95 




Met 


Thr 


Cys 


Phe 


Lys 


Asp 


Val 


Glu 



mi 
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100 










105 










110 






lie 


Prr» 
nu 


115 


" lie 




Cys 


Asp 


Pro 
120 


Ser 


Pro 


Leu 


Pro 


His 
125 


Leu 


-rvx d 


*~y£» 


V— _y o 


Asp 
130 


J. XIX 




X XXX 


Asn 


Asn 
135 


He 


He 




Tyr 


Phe 
140 


Pro 


AT Pt 

nla 


AT a 


Tip 
lie 


xr xxtr 


uxy 


XrXXc? 


Leu 


Pro 


He 


Ser Gly Thr 


Xjtr U 


Phe 


Ser 


Tyr 


ryr 


Lys 


Tip, 
X 1c 


145 










150 










155 










160 




Ser* 


OCX 


He 


Leu 


Arg Val 


Ser 


Ser 


Ser 


Gly Gly Lys 


Tyr 


Lys 


Ala 










165 










170 










175 




Phe 


Ser 


Thr 


Cys 
180 


Gly 


Ser 


His 


Leu 


Ser 
185 


Val 


Val 


Cys 


Xaa 


Phe 
190 


Tyr 


Gly 


Thr 


Gly 


Val 


Gly Gly 


Tyr 


Leu 


Gly 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 






195 










200 










205 








Lys 


Ser 
210 


Ala 


Val 


Ala 


Ser 


Val 
215 


Met 


Tyr 


Thr 


Val 


Val 
220 


Thr 


Pro 


Met 





<210> 1933 
<211> 329 
<212> PRT 

<213> Un3cnown (H38g851 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (329) 

<223> Xaa = Any Amino Acid 



<400> 1933 

Asp Ser Val Asp Gin Val Asn Asp Ser Leu Val Thr Glu Phe Val Leu 

15 10 15 

Leu Gly Leu Ala Gin Ser Leu Glu Met Gin Phe Phe Leu Phe Leu Phe 

20 25 30 

Phe Ser Leu Phe Tyr Val Gly He He Leu Gly Asn Leu Phe He Val 

35 40 45 

Phe Thr Val He Phe Asp Pro His Leu His Ser Pro Met Tyr He Leu 

50 55 60 

Leu Ala Asn Leu Ser Leu He Asp Leu Ser Leu Ser Ser Thr Thr Val 
65 70 75 80 

Pro Arg Leu He Tyr Asp Leu Phe Thr Asp Cys Lys Val He Ser Phe 

85 90 95 

His Asn Cys Met He Gin Lys Phe Phe He His Val Thr Gly Gly Val 

100 105 110 

Glu Met Val Leu Leu He Val Met Glu Tyr Asp Arg Tyr Thr Ala He 

115 120 125 

Cys Lys Pro Leu His Tyr Pro Thr He Met Asn Pro Lys Met Cys Met 

130 135 140 

Phe Leu Val Ala Ala Ala Trp Val He Gly Val He His Ala Met Ser 
145 150 155 160 

Gin Phe Val Phe Val He Asn Xaa Pro Phe Cys Gly Pro Asn Asn Val 

165 170 175 

Gly Ser Phe Tyr Cys Asp Phe Pro Arg Val He Lys Leu Ala Cys Met 

180 185 190 

Asp Thr Tyr Gly Leu Glu Phe Val Val Thr Ala Asn Ser Gly Phe He 

195 200 205 

Ser Met Gly Thr Phe Phe Phe Leu He Val Ser Tyr He Phe He Leu 

210 215 220 

Val Thr Val Gin Arg His Ser Ser Asn Asp Leu Ser Lys Ala Phe Phe 
225 230 235 240 

Thr Ser Xaa Ala His He Thr Val Val Val Leu Phe Phe Ala Pro Cys 
245 250 255 
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Met Phe Leu Tyr Val Trp Pro Phe Pro Thr Lys Ser Leu Asp Lys Phe 

260 265 270 

Phe Ala He Met Asn Phe Val Val Thr Pro Val Leu Asn Pro Ala He 

275 280 285 

Tyr Thr Leu Arg Asn Lys Asp Met Lys Phe Ala Met Arg Arg Leu Asn 

290 295 300 

Gin His He Leu Asn Ser Met Glu Thr Thr Xaa His He Trp Leu Met 
305 310 315 " 320 

Arg Ala Gin Asp Lys Cys His Gly Pro 
325 

<210> 1934 
<211> 220 
<212> PRT 

<213> Unknown (H3 8g852 protein) 
<220> 

<223> Synthetic construct 



<400> 1934 



Ser 


Val 


Leu 


Ser 


He 


Ser 


Glu 


Thr 


Tyr 


Tyr 


Thr 


Val 


Ala 


He 


Asn 


Pro 


1 








5 










10 










15 




Gin 


Met 


Leu 


Ser 


Gly Leu 


Leu 


Ser 


Pro 


Gin 


Gin 


Thr 


He 


Ser 


He 


Pro 








20 










25 










30 






Gly Cys 


Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Tyr 


Leu 


Thr 


Phe 


Gly Val 


Asn 


Lys 






35 










40 










45 








Cys 


Phe 


Leu 


Leu 


Thr 


Ala 


Met 


Gly Tyr Asp His 


Tyr 


Val 


Ala 


He 


Cys 




50 










55 










60 










Asn 


Pro 


Leu 


Gin 


Tyr 


Ser 


Val 


He 


Met 


Gly Lys 


Lys 


Ala 


Cys 


He 


Gin 


65 










70 










75 










80 


Leu 


Val 


Ser Gly 


Ser 


Trp 


Asn 


He 


Gly 


Leu 


Ser 


Thr 


Ala 


He 


He 


Gin 










85 










90 










95 




Val 


Ser 


Ser 


Val 
100 


Phe 


Ser 


Leu 


Pro 


Phe 
105 


Cys 


Asp 


Ala 


Asn 


Leu 
110 


He 


Ser 


His 


Phe 


Phe 
115 


Cys 


Asp 


He 


Arg 


Pro 
120 


He 


Met 


Lys 


Leu 


Ala 
125 


Cys 


Ala 


Asp 


Thr 


Thr 
130 


He 


Lys 


Glu 


Phe 


He 
135 


Thr 


Leu 


Leu 


He 


Ser 
140 


Leu 


Cys 


Val 


Leu 


Val 


Leu 


Pro 


Met 


Val 


Leu 


He 


Phe 


He 


Ser 


Tyr 


Val 


Leu 


He 


Val 


Thr 


145 










150 










155 










160 


Thr 


He 


Leu 


Lys 


He 


Ala 


Ser 


Ala 


Glu 


Gly Arg Arg 


Lys 


Ala 


Phe 


Ala 










165 










170 










175 




Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


His 


Tyr Gly Arg Thr 








180 










185 










190 






Ser 


Phe 


He 
195 


Tyr 


Leu 


Lys 


Pro 


Lys 
200 


Ser 


Gin 


Asn 


Ser 


Leu 

205 


Gin 


Asp 


Arg 


Leu 


He 
210 


Ser 


Val 


Thr 


Tyr 


Thr 
215 


Val 


He 


Thr 


Pro 


Leu 
220 











<210> 1935 
<211> 313 
<212> PRT 

<213> Unknown (H38g853 protein) 
<220> 

<223> Synthetic construct 
<400> 1935 

Met Ser Thr Ser Asn His Thr Gin Phe His Pro Ser Ser Phe Leu Leu 

1 5 10 15 

Leu Gly He Pro Gly Leu Glu Asp Val His He Trp He Gly Val Pro 
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20 25 30 



Phe 


Phe 


Phe 


Val 


Tyr 


Leu 


Val 


Ala 


Leu 


Leu 


Gly Asn 


Thr 


Ala 


Leu 


Leu 






35 










40 










45 








Phe 


Val 
50 


He 


Gin 


Thr 


Glu 


Gin 

c c 


Ser 


Leu 


His 


f 1 mm 

GlU 


Pro 
60 


Met 


Tyr 


Tyr 


Phe 


Leu 


Ala 


Met 


Leu Asp 


Ser 


He 


Asp 


Leu Gly 


Leu 


Ser 


Thr 


Ala 


Thr 


He 


65 










70 










"7 C 

7b 










80 


Pro 


Lys 


Met 


Leu Gly 


He 


Phe 


Trp 


Phe 


Asn 


Thr 


Lys 


Glu 


lie 


Ser 


Phe 










85 










90 










95 




Gly 


Gly 


Cys 


Leu 
100 


Ser 


His 


Met 


Phe 


Phe 
105 


He 


His 


Phe 


Phe 


Thr 
110 


Ala 


Met 


Glu 


Ser 


He 
115 


Val 


Leu 


Val 


Ala 


Met 
120 


Ala 


Phe 


Asp 


Arg 


Tyr 
125 


He 


Ala 


He 


Cys 


Lys 
130 


Pro 


Leu 


Arg 


Tyr 


Thr 
135 


Met 


He 


Leu 


Thr 


Ser 
140 


Lys 


He 


He 


Ser 


Leu 


He 


Ala 


Gly 


He 


Ala 


Val 


Leu 


Arg 


Ser 


Leu 


Tyr 


Met 


Val 


Val 


Pro 


145 










150 










155 










160 


Leu 


Val 


Phe 


Leu 


Leu 
165 


Leu 


Arg 


Leu 


Pro 


Phe 
170 


Cys 


Gly 


His 


Arg 


He 
175 


He 


Pro 


His 


Thr 


Tyr 
180 


Cys 


Glu 


His 


Met 


Gly 
185 


He 


Ala 


Arg 


Leu 


Ala 
190 


Cys 


Ala 


Ser 


He 


Lys 


Val 


Asn 


He 


Arg 


Phe 


Gly Leu 


Gly Asn 


He 


Ser 


Leu 


Leu 






195 










200 










205 








Leu 


Leu 
210 


Asp 


Val 


He 


Leu 


He 
215 


He 


Leu 


Ser 


Tyr 


Val 
220 


Arg 


He 


Leu 


Tyr 


Ala 


Val 


Phe 


Cys 


Leu 


Pro 


Ser 


Trp 


Glu 


Ala 


Arg 


Leu 


Lys 


Ala 


Leu 


Asn 


225 










230 










235 










240 


Thr 


Cys 


Gly 


Ser 


His 


He 


Gly Val 


He 


Leu 


Ala 


Phe 


Phe 


Thr 


Pro 


Ala 










245 










250 










255 




Phe 


Phe 


Ser 


Phe 


Leu 


Thr 


His 


Arg 


Phe Gly His 


Asn 


He 


Pro 


Gin 


Tyr 








260 










265 










270 






He 


His 


He 
275 


He 


Leu 


Ala 


Asn 


Leu 
280 


Tyr 


Val 


Val 


Val 


Pro 
285 


Pro 


Ala 


Leu 


Asn 


Pro 


Val 


He Tyr Gly 


Val 


Arg 


Thr 


Lys 


Gin 


He 


Arg 


Glu 


Arg 


Val 




290 










295 










300 










Leu 


Arg 


He 


Phe 


Leu 


Lys 


Thr 


Asn 


His 
















305 










310 























<210> 1936 

<211> 295 

<212> PRT 

<213> Unknown (H38g854 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (295) 

<223> Xaa = Any Amino Acid 



<400> 1936 

Tyr Met He Thr He Leu Trp Glu 

1 5 
Phe Leu Thr Leu Ser Val Arg Tyr 
20 

Xaa Leu Xaa Met Lys Ser He He 

35 40 
Tyr Leu Met Ser Xaa Lys He Trp 

• 50 55 
He Asn Met Asp Lys Val Ser Glu 
65 70 



He Ser Lys Pro Val Asn Asn He 

10 15 
Gin Met Leu He Thr Thr Val Ser 
25 30 
Xaa He Tyr Xaa Ser Phe Ser Glu 
45 

Glu His Met Xaa Tyr Cys Ala Cys 
60 

Val Phe Ser Glu His Leu Phe Gly 
75 80 
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Ala 


Ala 


Glu He 


He 
85 


Pro 


Leu 


Met 


Gly 


Thr 


He 


Cys Thr 
100 


Ala 


Xaa 


Asn 


He 


Met 
105 


Leu 


Ala 


Gly Met 


Ala Cys 


Thr 


Gly 


Arg 






115 








120 




He 


Leu 
130 


Ser Pro 


Val 


Xaa 


Leu 
135 


Pro 


Phe 


Xaa 


He 


Ala His 


Phe 


He 


Cys 


Asp 


Leu 


145 








150 








Cys 


He 


Gly Ser 


His 
165 


Asp 


Thr 


Leu 


Gly 


Gly 


Phe 


Asn Cys 
180 


Leu 


Leu 


Asn 


He 


He 
185 


Ala 


He 


Leu Tyr 
195 


Thr 


Leu 


Lys 


Ser 
200 


His 


Ala 


Leu 
210 


Ser Thr 


Cys 


Val 


Ser 
215 


His 


Thr 


Val 


Phe 


Cys He 


Leu 


Val 


Tyr 


Leu 


Cys 


225 








230 








Ser 


Lys 


Ala Val 


Ala 
245 


Val 


Leu 


Tyr 


Thr 


Pro 


Leu 


Val Tyr 
260 


Thr 


Leu 


Arg 


Asn 


Ala 
265 


Leu 


Leu 


Gly Gin 
275 


Lys 


Met 


Thr 


Xaa 
280 


Arg 


Met 


He 
290 


Leu Leu 


Phe 


Gin 


Trp 
295 







<210> 1937 
<211> 309 
<212> PRT 

<213> Unknown (H38g855 protein) 
<220> 

<223> Synthetic construct 



<400> 1937 



Met 


Glu 


Lys 


Lys 


Lys 


Asn 


Val 


Thr 


Glu 


1 








5 










Gin 


Asn 


Pro 


He 


Met 


Glu 


Lys 


Val 


Thr 








20 










25 


Tyr 


Met 


He 


Thr 


Leu 


Ser 


Gly 


Asn 


Leu 






35 










40 




Thr 


Ser 


Gin 


Ala 


Leu 


Ser 


Ser 


Pro 


Met 




50 










55 






Ser 


Leu 


He 


Asp 


Thr 


Val 


Tyr 


Ser 


Ser 


65 










70 








Val 


Asp 


Ser 


Phe 


Gin 


Glu 


Lys 


Lys 


He 










85 










Ala 


Gin 


Ala 


Tyr 


Ala 


Glu 


His 


He 


Phe 








100 










105 


Leu 


Thr 


Val 


Met 


Ala 


Cys 


Asp 


Cys 


Tyr 






115 










120 




Asn 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


His 


Ser 




130 










135 






Val 


Ala 


Trp 


Val 


Gly 


Gly 


Phe 


Leu 


His 


145 










150 








Thr 


Val 


Trp 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 










165 










Cys 


Asp 


Leu 


Tyr 


Pro 


Leu 


Leu 


Lys 


Leu 
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Met 


Val 


His 


Gly 


Cys 


Tyr 


Val 


90 










95 




Thr 


Gin 


Tyr 


Arg 


Cys 


Gly 


His 










110 






Phe 


He 


His 


Gly 


Thr 


Val 


Xaa 








125 








Tyr 


Asn 


Ser 


Asn 


Val 


Thr 


He 






140 










Asn 


Thr 


Leu 


Leu 


Lys 


Leu 


Leu 




155 










160 


Leu 


Phe 


Val 


Ala 


Ala 


Asn 


Asp 


170 










175 




Phe 


Leu 


Met 


Val 


Ser 


Xaa 


Val 










190 






Ser 


Leu 


Glu 


Glu 


Arg 


Tyr 


Lys 








205 








Thr 


Val 


Ala 


He 


Xaa 


Phe 


Phe 






220 










Pro 


Val 


Thr 


Leu 


Leu 


Pro 


Val 




235 










240 


Met 


He 


Thr 


Pro 


Thr 


Leu 


Asn 


250 










255 




Glu 


Val 


Lys 


Ser 


Val 


Glu 


Lys 










270 






Glu 


Lys 


Xaa 


Ser 


Lys 


His 


Lys 








285 








Phe 


He 


Leu 


He 


Gly 


Leu 


Thr 


10 










15 




Phe 


Val 


Val 


Phe 


Leu 


Val 


Leu 










30 






Leu 


He 


Val 


Val 


Thr 


He 


Thr 








45 








Tyr 


Phe 


Phe 


Leu 


Thr 


His 


Leu 






60 










Ser 


Ser 


Ala 


Pro 


Lys 


Leu 


He 




75 










80 


He 


Ser 


Phe 


Asn 


Gly 


Cys 


Met 


90 










95 




Gly 


Ala 


Thr 


Glu 


He 


He 


Leu 










110 






Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 








125 








Leu 


Cys 


He 


Leu 


Leu 


Val 


Ala 






140 










Ala 


Thr 


He 


Gin 


He 


Leu 


Phe 




155 










160 


Asn 


Val 


He 


Gly 


His 


Phe 


Met 


170 










175 




Val 


Cys 


He 


Asp 


Thr 


His 


Thr 
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180 










185 






190 






Leu 


Gly 


Leu 


Phe 


Val 


Ala 


Val 


Asn 


Ser Gly Phe 


lie 


Cys 


Leu 


Leu 


Asn 






195 










200 






205 








Phe 


Leu 


lie 


Leu 


Val 


Val 


Ser 


Tyr 


Val lie lie 


Leu 


Arg 


Ser 


Leu 


Lys 




210 










215 






220 










Asn 


Asn 


Ser 


Leu 


Glu 


Gly 


Arg 


Cys 


Lys Ala Leu 


Ser 


Thr 


Cys 


lie 


Ser 


225 










230 






235 










240 


His 


lie 


lie 


Val 


Val 


Val 


Leu 


Phe 


Phe Val Pro 


Cys 


lie 


Phe 


Val 


Tyr 










245 








250 








ICC 




Leu 


Arg 


Ser 


Val 


Thr 


Thr 


Leu 


Pro 


lie Asp Lys 


Ala 


Val 


Ala 


Val 


Phe 








260 










265 






270 






Tyr 


Thr 


Met 


Val 


Val 


Pro 


Met 


Leu 


Asn Pro Val 


Val 


Tyr 


Thr 


Leu 


Arg 






275 










280 






285 








Asn 


Ala 


Glu 


Val 


Lys 


Ser 


Ala 


lie Arg Lys Leu 


Trp Arg 


Lys 


Lys 


Val 




290 










295 






300 










Thr 


Ser 


Asp 


Asn 


Asp 
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<210> 1938 
<211> 246 
<212> PRT 

<213> Unknown (H3 8g856 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (246) 

<223> Xaa = Any Amino Acid 



<400> 1938 



Cys 


He 


Gin 


Gin 


His 


Xaa 


Ser 


Pro 


Leu 


Cys Leu 


Cys Met Phe Ser 


Phe 


1 








5 










10 


15 




Tyr 


Phe 


Asn 


Leu 


Tyr 


His 


Phe 


Phe 


Pro Lys Xaa 


Lys Tyr Leu His 


Ser 








20 










25 




30 




Leu 


Arg 


Asp Ala Glu 


He 


Asn 


Xaa 


Leu 


Val Xaa 


Ser Lys Val Leu 


He 






35 










40 






45 




Asn 


Gin 


He 


Tyr 


Thr 


Lys 


Ala 


Asn 


Trp 


Pro Phe 


His Gly Leu Xaa 


His 




50 










55 








60 




Tyr 


Ala 


Gin 


Pro 


Leu 


His 


Thr 


Gin 


Thr 


Cys He 


Ser Phe Ser Asn 


Val 


65 










70 








75 




80 


lie 


Xaa 


Cys 


Ser 


Thr 


Xaa 


Leu 


Phe Thr Gly His 


Phe Phe Leu Gly 


Gly 










85 










90 


95 




Ser 


Gin 


He 


Phe 


Leu 


Leu 


Leu 


Val 


Met Ala Tyr 


Gly His Tyr Arg 


Ala 








100 










105 




110 




He 


Cys 


Lys 


Ser 


Leu 


Gin 


Tyr 


Leu 


Val 


Val Met 


Lys Gin Trp Leu 


Cys 






115 










120 






125 




Val 


Val 


Leu 


Leu 


Val 


Val 


Ser 


Trp Ala Gly Gly 


Phe Leu His He 


Val 




130 










135 








140 




He 


Gin 


Leu Gly Leu 


He 


Tyr 


Gly 


Leu 


Pro Ser 


Tyr Asp Pro Asn 


Val 


145 










150 








155 




160 


He 


Gly 


His 


Phe 


He 


Cys 


Asp 


Met 


Asp 


Pro Leu 


Met Lys Leu Val 


Cys 










165 










170 


175 




Asp 


Tyr 


Thr 


Leu 


Asn 


Arg 


Phe 


Ala 


Tyr 


Phe Ala 


Gly His Asp Xaa 


He 








180 










185 




190 




Leu 


Gly 


Phe 


Met 


Tyr 


Phe 


Thr 


Tyr 


Ala 


Gin Thr 


Gly Leu Phe Pro 


Phe 






195 










200 






205 




Gly 


Asp 


Ser 


Thr 


Ser 


Leu 


Phe 


Phe 


Cys 


His Phe 


Phe Pro Arg Gly 


Leu 




210 










215 








220 




Gly 


Ser 


He 


Asn 


Leu 


Ala 


He 


His 


Ser 


Tyr Tyr 


Pro Cys Gly He 


Ser 


225 










230 








235 




240 
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Arg Asp Thr Glu Pro Thr 
245 

<210> 1939 
<211> 262 
<212> PRT 

<213> Unknown (H38g857 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...{262) 

<223> Xaa = Any Amino Acid 



<400> 1939 



Leu 


He 


Val 


Val 


Thr 


Val 


Thr 


Val 


Ser 


Glu 


Thr 


Leu 


Gly Ser 


Pro 


Met 


1 








5 










10 










15 




Tyr 


Phe 


Phe 


Leu 
20 


Ala 


Gly 


Leu 


Ser 


Phe 
25 


He 


Asp 


He 


He 


Tyr 
30 


Ser 


Ser 


Ser 


He 


Ser 


His 


Arg 


Leu 


He 


Ser 


Asp 


Leu 


Phe 


Phe Gly Asn Asn 


Ser 






35 










40 










45 








lie 


Ser 
50 


Phe 


Pro 


Ser 


Cys 


Leu 
55 


Ala 


Gin 


Leu 


Phe 


Thr 
60 


Glu 


His 


Leu 


Phe 


Gly 


Gly 


Ser 


Glu 


Val 


Phe 


Leu 


Leu 


Leu 


Val 


Met 


Ala 


Tyr Asp 


Leu 


His 


65 










70 










75 










80 


Tyr 


Leu 


Val 


He 


Met 


Arg 


Gin 


Trp Val 


Cys 


Val 


Leu 


Leu 


Leu 


Val 


Ala 










85 










90 










95 




Ser 


Trp 


Val 


Gly 
100 


Gly 


Phe 


Leu 


His 


Ser 
105 


Val 


Phe 


Gin 


Leu 


Ser 
110 


Val 


He 


Tyr 


Gly 


Leu 
115 


Pro 


Phe 


Cys 


Asp 


Leu 
120 


Asn 


Val 


He 


Asp 


His 
125 


Phe 


Phe 


Cys 


Asp 


Met 
130 


His 


Pro 


Leu 


Leu 


Lys 
135 


Leu 


Val 


Cys 


Thr 


Asp 
140 


Thr 


His 


Val 


He 


Gly 


Leu 


Leu 


Val 


Val 


Ala 


Asn 


Gly Gly Leu 


Gly Cys 


Thr 


He 


Val 


Phe 


145 










150 










155 










160 


Leu 


Leu 


Leu 


Leu 


He 


Ser 


Tyr 


Gly Val 


He 


Leu 


His 


Ser 


Leu 


Lys 


Asn 










165 










170 










175 




Leu 


Ser 


Gin 


Lys 
180 


Gly 


Arg 


Xaa 


Lys 


Ala 
185 


Leu 


Ser 


Thr 


Cys 


Ser 
190 


Ser 


His 


He 


Thr 


Val 
195 


Val 


Val 


Phe 


Phe 


Phe 
200 


Val 


Pro 


Cys 


He 


Phe 
205 


Met 


Tyr 


Ala 


Arg 


Pro 
210 


Ala 


Arg 


Thr 


Phe 


Pro 
215 


He 


Asp 


Lys 


Ser 


Val 
220 


Ser 


Val 


Phe 


Tyr 


Thr 


Val 


He 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He Tyr Thr Leu Arg Asn 


225 










230 










235 










240 


Ser 


Glu 


Met 


Thr 


Ser 


Ala 


Met 


Lys 


Lys 


Leu 


Trp 


Arg Arg Asp 


Phe 


He 










245 










250 










255 




Ser 


Ser 


Ser 


Thr 


Xaa 


Val 























260 

<210> 1940 
<211> 309 
<212> PRT 

<213> Unknown (H38g858 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
<222> (1)...(309) 
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<223> Xaa » Any Amino Acid 



<400> 1940 



Met 


Arg 


Gin 


Asn 


Asn 


Asn 


He 


Thr 


Glu 


Phe 


Val 


Leu 


Leu 


Gly 


Phe 


Ser 


1 






5 










10 










15 




Gin 


Asp 


Leu 


Asp 


Val 


Gin 


Lys 


Ala 


Leu 


Phe 


Val 


He 


Phe 


Leu 


Leu 


Thr 






20 










25 










30 






Tyr 


Leu 


Val 


Thr 


Val 


Val 


Gly 


Asn 


Leu 


Leu 


He 


Val 


Val 


Thr 


He 


He 




35 










40 










45 








Ala 


Ser 
50 


Pro 


Ser 


Leu 


Gly 


Ser 
55 


Ser 


Met 


Tyr 


Phe 


Phe 
60 


Leu 


Ala 


Cys 


Leu 


Ser 


Phe 


lie 


Asp 


Ala 


Ala 


Tyr 


Ser 


Thr 


Thr 


He 


Ser 


Pro 


Lys 


Leu 


He 


65 








70 










75 










80 


Val 


Asp 


Leu 


Leu 


Cys 


Asp 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Pro 


Ala 


Cys 


Met 








85 










90 










95 




Gly 


Gin 


Leu 


Phe 


He 


Asp 


His 


Leu Asp Gly Gly 


Ala 


Glu 


Val 


Val 


Leu 






100 










105 










110 






Leu 


Val 


Val 
115 


Lys 


Ala 


Cys 


Asp 


His 
120 


His 


Val 


Asp 


He 


Trp 
125 


Lys 


Pro 


Leu 


Arg 


Tyr 


Leu 


Thr 


He 


Met 


Asn 


Arg Gin Gly Xaa 


Met 


Arg 


Leu 


Leu 


Val 




130 










135 










140 










Ala 


Val 


Val 


Thr Gly 


Gly 


Val 


Leu 


His 


Ser 


Leu 


Ser 


His 


He 


Val 


Ser 


145 










150 










155 










160 


Val 


Val 


Tyr 


Ser 


Leu 


Ala 


Tyr 


Cys 


Gly 


Pro 


Asn 


Val 


He 


Asp 


Tyr 


Phe 








165 










170 










175 




Val 


Cys 


Asp 


Met 


Tyr 


Pro 


Leu 


Leu 


Glu 


Leu 


Val 


Cys 


Thr 


Asp 


Thr 


Tyr 






180 










185 










190 






Phe 


lie 


Gly Leu 


Thr 


Val 


Phe 


Val Asn Gly Gly 


Thr 


He 


Cys 


He 


Val 






195 










200 










205 








Val 


Phe 


Thr 


Leu 


Leu 


Leu 


He 


Ser 


Tyr 


Gly Val 


He 


Leu 


Asn 


Ser 


Leu 




210 










215 










220 










Lys 


Thr 


Tyr 


Ser 


Gin 


Glu 


Gly 


Arg 


His 


Lys 


Val 


Leu 


Phe 


Thr 


Cys 


Ser 


225 










230 










235 










240 


Ser 


His 


He 


He 


Val 
245 


Phe 


Ala 


Leu 


Phe 


Phe 
250 


Val 


Pro 


Cys 


He 


Phe 

255 


Met 


Tyr 


Val 


Arg 


Pro 


Val 


Ser 


Asn 


Tyr 


Pro 


Phe Asp 


Lys 


Phe 


Leu 


Thr 


Val 






260 










265 










270 






Phe 


Tyr 


Thr 
275 


Val 


He 


Thr 


Pro 


Met 
280 


Leu 


Asn 


Pro 


Leu 


He 
285 


Tyr 


Thr 


Leu 


Arg 


Asn 


Ser 


Glu 


Met 


Arg 


Asn 


Ser 


Val 


Glu 


Thr 


Leu 


Leu 


Cys 


Lys 


Lys 


290 










295 










300 










Leu 


Thr 


Val 


Leu 


Glu 
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<210> 1941 
<211> 305 
<212> PRT 

<213> Unknown (H38g859 protein) 



<220> 

<223> Synthetic construct 



<400> 1941 



Met 


Gin Arg 


Ser Asn 


His 


Thr 


Val Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Phe 


1 


5 








10 










15 




Thr 


Thr Asp 


Pro Gly 
20 


Met 


Gin 


Leu Gly 
25 


Leu 


Phe 


Val 


Val 


Phe 
30 


Leu 


Gly 


Val 


Tyr Ser 
35 


Leu Thr 


Val 


Val 


Gly Asn 
40 


Ser 


Thr 


Leu 


He 
45 


Val 


Leu 


He 


Cys 


Asn Asp 
50 


Ser His 


Leu 


His 
55 


Thr Pro 


Met 


Tyr 


Phe 
60 


Val 


Val 


Gly 


Asn 
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Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Trp 


Tyr 


Ser 


Ser 


Val 


Tyr 


Thr 


Pro 


Lys 


He 


65 










70 










75 










80 


Leu 


Val 


He 


Cys 


He 
85 


Ser 


Glu 


Asp 


Lys 


Ser 
90 


He 


Ser 


Phe 


Ala 


Gly 
95 


Cys 


Leu 


Cys 


Gin 


Phe 


Phe 


Phe 


Ser 


Ala 


Gly Leu Ala 


Tyr 


Ser 


Glu 


Cys 


Cys 






100 










105 










110 






Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg Tyr Val 


Ala 


He 


Ser 


Lys 


Pro 






115 










120 










125 








Leu 


Leu 
130 


Tyr 


Ala 


Gin 


Ala 


Met 
135 


Ser 


He 


Lys 


Leu 


Cys 
140 


Ala 


Leu 


Leu 


Val 


Ala 


Val 


Ser 


Tyr 


Cys 


Gly Gly 


Phe 


He 


Asn 


Ser 


Ser 


He 


He 


Thr 


Lys 


145 










150 










155 










160 


Lys 


Thr 


Phe 


Ser 


Phe 


Asn 


Phe 


Cys 


Arg 


Glu 


Asn 


He 


He 


Asp 


Asp 


Phe 










165 










170 










175 


Gly 


Phe 


Cys 


Asp 


Leu 
180 


Leu 


Pro 


Leu 


Val 


Glu 
185 


Leu 


Ala 


Cys 


Gly 


Glu 
190 


Lys 


Gly 


Tyr 


Lys 
195 


He 


Met 


Met 


Tyr 


Phe 
200 


Leu 


Leu 


Ala 


Ser 


Asn 
205 


Val 


He 


Cys 


Pro 


Ala 
210 


Val 


Leu 


He 


Leu 


Ala 
215 


Ser 


Tyr 


Leu 


Phe 


He 
220 


He 


Thr 


Ser 


Val 


Leu 


Arg 


He 


Ser 


Ser 


Ser 


Lys 


Gly 


Tyr 


Leu 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ser 


Ser 


His 


Leu 


Thr 
245 


Ser 


Val 


Thr 


Leu 


Tyr 
250 


Tyr 


Gly 


Ser 


He 


Leu 
255 


Tyr 


lie 


Tyr 


Ala 


Leu 
260 


Pro 


Arg 


Ser 


Ser 


Tyr 
265 


Ser 


Phe 


Asp 


Met 


Asp 
270 


Lys 


He 


Val 


Ser 


Thr 
275 


Phe 


Tyr 


Thr 


Val 


Val 
280 


Phe 


Pro 


Met 


Leu 


Asn 
285 


Leu 


Met 


He 


Tyr 


Ser 
290 


Leu 


Arg 


Asn 


Lys 


Asp 
295 


Val 


Lys 


Glu 


Ala 


Leu 
300 


Lys 


Lys 


Leu 


Leu 



Pro 
305 



<210> 1942 
<211> 316 
<212> PRT 

<213> Unknown (H38g860 protein) 
<220> 

<223> Synthetic construct 



<400> 1942 



Met 


He 


Cys 


Glu 


Asn 


His 


Thr 


Arg 


Val Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


1 






5 








10 










15 




Phe 


Thr 


Asn 


Asn 
20 


Pro 


Glu 


Met 


Gin 


Val Ser 
25 


Leu 


Phe 


He 


Phe 
30 


Phe 


Leu 


Ala 


He 


Tyr 


Thr 


Val 


Thr 


Leu 


Leu 


Gly Asn Phe Leu 


He 


Val 


Thr 


Val 






35 










40 








45 








Thr 


Ser 
50 


Val 


Asp 


Leu 


Ala 


Leu 
55 


Gin 


Thr Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Gin 


Asn 


Leu 


Ser 


Leu 


Leu 


Glu 


Val 


Cys 


Phe Thr 


Leu 


Val 


Met 


Val 


Pro 


Lys 


65 










70 








75 










80 


Met 


Leu 


Val 


Asp 


Leu 
85 


Val 


Ser 


Pro 


Arg Lys 
90 


He 


He 


Ser 


Phe 


Val 
95 


Gly 


Cys 


Gly 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Phe Phe 


Phe Gly 


Ser 


Ser 


Glu 


Cys 








100 










105 








110 






Phe 


Leu 


Leu 
115 


Ser 


Met 


Met 


Ala 


Tyr 
120 


Asp Arg 


Phe 


Val 


Ala 
125 


He 


Cys 


Asn 


Pro 


Leu 
130 


His 


Tyr 


Ser 


Val 


He 
135 


Met 


Asn Arg 


Ser 


Leu 
140 


Cys 


Leu 


Trp 


Met 


Ala 


He 


Gly 


Ser 


Trp 


Met 


Ser 


Gly 


Val Pro 


Val 


Ser 


Met 


Leu 


Gin 


Thr 
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145 










150 










155 










160 


> i _ 
Ala 


Trp 


Met 


Met 


Ala 
165 


Leu 


Pro 


pne 


Cys 


vjiy 
170 


Pro 


Asn 


Ala 
nld 


Val 


Asp 
i / _> 


H -i C 
nis 


rne 


Pne 


Cys 


Asp Gly Pro 


Pro 


vai 


Leu 


Lys 


Leu 


VaJ. 


inr 


Val 


Asp 


1 111 








180 










185 










190 






inr 


Met 


Tyr 
195 


Glu 


Met 


bin 


Ala 


Leu 
200 


Ala 


Ser 


inr 


Leu 


Leu 
205 


xrilG 


Tip 

lie 




Fne 


Pro 
210 


Pne 


Cys 


Leu 


lie 


Leu 
215 


vai 


Ser 


Tyr 


inr 


Arg 
220 


lie 


Tip 

i ie 


Tip 

lie 


X III 


lie 


Leu 


Arg 


Met 


Ser 


Ser 


Aid 


i nr 


Gly Arg 


oin 


Lys 


Ala 


rile 


Ser 


1 ill 


225 










230 










235 










240 


cys 


Ser 


Ser 


His 


Leu 
245 


He 


vai 


vai 


Ser 


Leu 
250 


rne 


Ty r 


uiy 


i nr 


nla 

255 


oer 


Leu 


Thr 


Tyr 


Leu 
260 


Arg 


Pro 


Lys 


Ser 


Asn 
265 


Gin 


Ser 


Pro 


Glu 


Ser 
270 


Lys 


Lys 


Leu 


Val 


Ser 
275 


Leu 


Ser 


Tyr 


Thr 


Val 
280 


He 


Thr 


Pro 


Met 


Leu 
285 


Asn 


Pro 


He 


He 


Tyr 
290 


Gly 


Leu 


Arg 


Asn 


Asn 
295 


Glu 


Val 


Lys 


Gly 


Ala 
300 


Val 


Lys 


Arg 


Thr 


He 


Thr 


Gin 


Lys 


Val 


Leu 


Gin 


Lys 


Leu 


Asp 


Val 


Phe 











305 310 315 



<210> 1943 
<211> 309 
<212> PRT 

<213> Unknown (H38g861 protein) 
<220> 

<223> Synthetic construct 



<400> 1943 



Met 


Ala 


Asn 


Arg 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Leu 


Thr 


1 








5 










10 










15 




Glu 


Asn 


Pro 


Lys 


Met 


Gin 


Lys 


He 


He 


Phe 


Val 


Val 


Phe 


Ser 


Val 


He 








20 










25 










30 






Tyr 


He 


Asn 


Ala 


Met 


He 


Gly 


Asn 


Val 


Leu 


He 


Val 


Val 


Thr 


He 


Thr 






35 










40 










45 








Ala 


Ser 


Pro 


Ser 


Leu 


Arg 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 


Tyr 


Leu 




50 










55 










60 










Ser 


Phe 


He 


Asp Ala 


Cys 


Tyr 


Ser 


Ser 


Val 


Asn 


Thr 


Pro 


Lys 


Leu 


He 


65 










70 










75 










80 


Thr 


Asp 


Ser 


Leu 


Tyr 


Glu 


Asn 


Lys 


Thr 


He 


Leu 


Phe 


Asn 


Gly 


Cys 


Met 










85 










90 










95 




Thr 


Gin 


Val 


Phe Gly Glu 


His 


Phe 


Phe 


Arg 


Gly 


Val 


Glu 


Val 


He 


Leu 








100 










105 










110 






Leu 


Thr 


Val 


Met 


Ala 


Tyr 


Asp 


His 


Tyr 


Val 


Ala 


lie 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Thr 


Thr 


He 


Met 


Lys 


Gin 


His 


Val 


Cys 


Ser 


Leu 


Leu 


Val 


Gly 




130 










135 










140 










Val 


Ser 


Trp 


Val 


Gly 


Gly 


Phe 


Leu 


His 


Ala 


Thr 


He 


Gin 


He 


Leu 


Phe 


145 










150 










155 










160 


He 


Cys 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 


He 


Asp 


His 


Phe 


Met 










165 










170 










175 




Cys 


Asp 


Leu 


Tyr 


Thr 


Leu 


He 


Asn 


Leu 


Ala 


Cys 


Thr 


Asn 


Thr 


His 


Thr 








180 










185 










190 






Leu 


Gly 


Leu 


Phe 


He 


Ala 


Ala 


Asn 


Ser 


Gly 


Phe 


He 


Cys 


Leu 


Leu 


Asn 






195 










200 










205 








Cys 


Leu 


Leu 


Leu 


Leu 


Val 


Ser 


Cys 


Val 


Val 


He 


Leu 


Tyr 


Ser 


Leu 


Lys 




210 










215 










220 










Thr 


His 


Ser 


Leu 


Glu 


Ala 


Arg 


His 


Glu 


Ala 


Leu 


Ser 


Thr 


Cys 


Val 


Ser 


225 










230 










235 










240 
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His lie Thr Val Val He Leu Ser 
245 

Met Arg Pro Pro Ala Thr Leu Pro 
260 

Tyr Thr Met He Thr Ser Met Leu 
275 280 
Asn Ala Gin Met Lys Asn Ala He 

290 295 
He Ser Ser Val Lys 
305 



Phe He Pro Cys He Phe Val Tyr 

250 255 
He Asp Lys Ala Val Ala Val Phe 
265 270 
Asn Pro Leu He Tyr Thr Leu Arg 
285 

Arg Lys Leu Cys Ser Arg Lys Ala 
300 



<210> 1944 
<211> 164 
<212> PRT 

<213> Unknown (H38g862 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(164) 

<223> Xaa = Any Amino Acid 



<400> 1944 












Trp 


Lys 


Asn 


His 


Phe 


Thr 


Ser 


Val 


1 








5 








Ala 


Glu 


Cys 


Xaa 


Pro 


Xaa 


Pro 


Lys 








20 










Xaa 


Asn 


He 


Asn 


Glu 


Thr 


Leu 


Xaa 






35 










40 


Met 


Val 


Ser 


Val 


Asp 


Val 


Leu 


He 




50 










55 




Ser 


Tyr 


Phe 


Phe 


He 


Val 


Ala 


Ala 


65 










70 






Gly Arg His 


Lys 


Ala 


Phe 


Pro 


Thr 










85 








Leu 


Leu 


Gin 


His 


Asn 


Ala 


Thr 


Ser 








100 










He 


Phe 


Ser 


Tyr 


Glu 


Arg Gly 


Lys 






115 










120 


He 


Thr 


Pro 


Val 


Pro 


Asn 


Pro 


Leu 




130 










135 




Leu 


Lys 


His 


Ala 


Leu 


Lys 


Lys 


Lys 


145 










150 






Leu 


Arg 


Thr 


His 











Asn 


Cys 


Gly Phe Ala 


He 


Cys 


Arg 




10 








15 




He 


Leu 


Ser 


He He 


Gly 


Leu 


Lys 


25 








30 






Met 


Leu 


Asn 


Tyr Asn 
45 


Thr 


Asn 


His 


Val 


Pro 


Asn 


Ser Leu 
60 


He 


Thr 


Leu 


He 


Leu 


His 
75 


He Arg 


Ser 


Ala 


Glu 
80 


Cys 


Ser 
90 


Phe 


His Leu 


Val 


Val 
95 


He 


Leu 


Thr 


Tyr 


Leu Cys 


Pro 


Ser 


Ser 


105 








110 






Val 


Val 


Ser 


Thr Val 
125 


Tyr 


Thr 


Cys 


He 


Cys 


Ser 


Met Arg 
140 


Lys 


Lys 


Glu 


Glu 


Glu 


He 
155 


Ala Arg 


Phe 


Leu 


Leu 
160 



<210> 1945 
<211> 318 
<212> PRT 

<213> Unknown (H38g863 protein) 
<220> 

<223> Synthetic construct 
<400> 1945 

Met Phe Ser Ser Glu Pro Thr He 

1 5 
Lys Phe Thr Phe Val Ala Phe Ser 
20 

Leu Phe He Val Phe Leu He He 



Asp Gly Asn Gin Ser Leu Cys Ala 

10 15 
Ser He Glu Glu Leu Gin Leu Val 
25 30 
Tyr Leu Cys Thr He Gly Gly Asn 
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35 40 45 

He He He lie Ser Leu He Trp He Thr Pro Ala Leu His Thr Pro 

50 55 60 

Met Tyr Phe Phe Leu Val Asn Leu Ser Phe Leu Glu Met Cys Tyr Thr 
65 70 75 80 

Thr Ser Val Val Pro Leu Leu Val His Leu Leu Val Glu Thr Lys Thr 

85 90 95 

He Ser Val Gly Gly Cys Ala Thr Gin Met Tyr He Phe Ala He Leu 

100 105 110 

Gly Leu Thr Glu Cys Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg Phe 

115 120 125 

Val Ala He Cys Tyr Pro Leu His Tyr Thr Leu Phe Met Gly Pro Arg 

130 135 140 

Val Cys Leu Lys Leu Ala Ala Ala Ser Trp Phe Thr Gly Val Val Val 
14 5 150 155 160 

Glu Ser Ala Gin He Thr Leu He Phe Thr Leu Pro Phe Cys Gly Thr 

165 170 175 

Gly Lys He Pro Thr Leu Phe Cys Asp He Met Pro Val Leu Lys Leu 

180 185 190 

Ala Cys He Asp Thr Ser Gin He Glu He Val Met Phe Ser Leu Ser 

195 200 205 

Val Leu Phe He Val Ser Pro Cys Phe Leu He Leu Cys Ser His Met 

210 215 220 

His He Pro Val Thr He Leu Arg He Pro Ser Ala Ala Gly Arg His 
225 230 235 240 

Lys Ala Phe Ser Thr Cys Ser Ser His He Leu Val Val Ser Leu Phe 

245 250 255 

Tyr Gly Thr Ala Leu Phe Thr Tyr Leu Gin Pro Lys Thr Ala His Thr 

260 265 270 

Pro Glu Thr Asp Lys Ala Thr Ala Leu Met Tyr Thr Met Val Thr Pro 

275 280 285 

Ala Leu Asn Pro Val He Tyr Thr Leu Arg Asn Lys Glu Val Lys Glu 

290 295 300 

Ala Phe Gin Arg He Thr Gin Arg Asn Ser Leu Arg Gin Thr 
305 310 315 

<210> 1946 
<211> 291 
<212> PRT 

<213> Unknown (H3 8g864 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(291) 

<223> Xaa = Any Amino Acid 

<400> 1946 

Ser Met Tyr Leu Val Thr Met Leu Arg Asn Leu Phe He He Leu Ala 

1 5 10 15 

Gly Ser Ser Asp Pro His Phe His Thr Pro Met Tyr Phe Phe Leu Ser 

20 25 30 

Asn Leu Ser Trp Ala Asp He Gly Phe Thr Ser Ala Thr Val Pro Lys 

35 40 45 

Met He Val Asp Met Gin Ser His Ser Arg Val He Ser Tyr Ala Gly 

50 55 60 

Cys Leu Thr Gin Met Ser Phe Phe Val Leu Phe Ala Cys He Glu Asp 
65 70 75 80 

Met Leu Leu Thr Leu Met Ala Tyr Asp Arg Phe Val Ala lie Cys His 
85 90 95 
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<210> 1947 
<211> 327 
<212> PRT 

<213> Unknown (H38g865 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 



<400> 1947 
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<210> 1948 
<211> 254 
<212> PRT 

<213> Unknown (H38g866 protein) 
<220> 

<223> Synthetic construct 



<400> 1948 
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Phe Ser Thr Cys Ser Ser His Arg Gly Val Val Ser Leu Leu 
245 250 

<210> 1949 
<211> 335 
<212> PRT 

<213> Unknown (H38g867 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (335) 

<223> Xaa = Any Amino Acid 



<400> 1949 



Tyr 


Thr 


Asp 


Pro 


Gin 


Asn 


Leu 


Thr 


Asp 


Ala 


Ser 


Lys 


Tyr 


Leu 


Leu 


Leu 










5 










10 










15 




Glu 


Leu 


Ser 


Glu 


Asp 


Pro 


Lys 


Leu 


Gin 


Leu 


Ala 


Leu 


Ser 


Gly Arg 


Glu 








20 










25 










30 






Pro 




Thr 
35 


Cys 


Thr 


Xaa 


Ser 


Leu 
40 


Val 


Leu 


Glu 


Asn 


Leu 
45 


Leu 


He 


He 


Leu 


Ala 
50 


Val 


Ser 


Ser 


Asp 


Phe 
55 


His 


Leu 


His 


Thr 


Pro 
60 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


He 


Glv 


Phe 


Thr 


Ser 


Asn 


Thr 


Val 


65 










70 










75 










80 


Pro 


Lys 


Met 


He 


Val 
85 


Asp 


He 


Gin 


Ser 


His 
90 


Ser 


Arg 


Val 


He 


Ser 
95 


Tyr 


Ala 


Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 


Ala 


Val 


Phe Gly Gly 


Met 








100 










105 










110 






Glu 


Glu 


Asn 


Met 


Leu 


Leu 


Ser 


Val 


Arg 


Ala 


Tyr 


Asp Arg 


Phe 


Val 


Ala 






115 










120 










125 








He 


Cys 
130 


His 


Pro 


Leu 


Tyr 


Tyr 
135 


Ser 


Ala 


He 


Met 


Asn 
140 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Leu 


Phe 


Phe 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


145 










150 










155 










160 


Leu 


His 


Asn 


Leu 


He 
165 


Ala 


Leu 


Gin 


Met 


Thr 
170 


Cys 


He 


Lys 


Asp 


Val 
175 


Glu 


He 


Pro 


Asn 


Phe 
180 


Phe 


Trp 


Asp 


Pro 


Ser 
185 


Gin 


Leu 


Pro 


His 


Leu 
190 


Ala 


Cys 


Cys 


Asp 


Thr 
195 


Phe 


Thr 


Asn 


Asn 


He 
200 


Val 


Met 


Tyr 


Phe 


Leu 
205 


Ala 


Ala 


He 


Phe 


Gly 
210 


Phe 


Leu 


Pro 


He 


Ser 
215 


Arg 


He 


He 


Phe 


Ser 
220 


Tyr 


Tyr 


Lys 


He 


Val 


Ser 


Ser 


Met 


Leu 


Ser 


Val 


Ser 


Ser 


Ser 


Gly 


Gly 


Lys 


Tyr 


Lys 


Ala 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Cys Gly 


Ser 


Pro 


Leu 


Ser 


Val 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly 










245 










250 










255 




Lys 


Val 


Val 


Gly Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 








260 










265 










270 






Lys 


Gly 


Ala 
275 


Val 


Ala 


Ser 


Met 


Met 
280 


Tyr 


Thr 


Val 


He 


Thr 
285 


Pro 


Met 


Leu 


Asn 


Pro 
290 


Phe 


He 


Tyr 


Arg 


Leu 
295 


Arg 


Asn 


Arg 


Asp 


He 
300 


Lys 


Arg 


Val 


Leu 


Trp 


Trp 


Leu 


His 


Gly 


Arg 


Thr 


Val 


Xaa 


Ser 


His 


Tyr 


Phe 


He 


He 


Cys 


305 










310 










315 










320 


Ser 


He 


Pro 


Phe 


Val 
325 


Val 


Trp 


Val 


Lys 


Lys 
330 


Gly 


Ser 


Lys 


Val 


Lys 
335 





<210> 1950 
<211> 317 
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<212> PRT 

<213> Unknown (H38g868 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...{317) 

<223> Xaa = Any Amino Acid 
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295 










300 










Phe 


Glu 


Ser 


Pro 


Xaa 


Ser 


Val 


Pro 


Ser 


Phe 


Phe 


Leu 


Cys 








305 










310 










315 













<210> 1951 
<211> 313 
<212> PRT 

<213> Unknown (H38g869 protein) 
<220> 

<223> Synthetic construct 
<400> 1951 
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Met 


Gly 


Asp 


Arg 


Gly 
5 


Thr 


Ser 


Asn 


His 


1 
Leu 


Ala 


Gly 


Phe 


Arg 


Val 


Arg 


Pro 


Glu 








20 










25 


Leu 


Phe 


Leu 


Phe 


Val 


Tyr 


Ala 


Met 


He 






35 










40 




Met 


Thr 


He 


He 


Met 


Thr 


Asp 


Pro 


Arg 




50 










55 






Phe 


Leu 


Gly Asn 


Leu 


Ser 


Phe 


He 


Asp 


65 










70 








Glu 


Pro 


Lys 


Ala 


Met 


He 


Asn 


Phe 


Trp 










85 










Phe 


Ala 


Gly Cys 


Val 


Ala 


Gin 


Leu 


Phe 








100 










105 


Thr 


Glu 


Glv 


Phe 


Leu 


Leu 


Ala 


Ala 


Met 






115 










120 




He 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Ser 


Val 




130 










135 






Thr 


Gin 


Leu 


Val 


Ala 


Gly 


Ser 


Tyr 


Phe 


145 










150 








He 


Gin 


Thr 


Ser 


Met 


Thr 


Phe 


Thr 


Leu 










165 










Val 


Asp 


His 


Phe 


Tyr 


Cys 


Asp 


Ser 


Arg 








180 










185 


Ser 


Asp 


Leu 


Phe 


He 


His 


Arg 


Met 


He 






195 










200 




He 


He 


Leu 


Pro 


Thr 


He 


He 


Val 


He 




210 










215 






Val 


Ser 


Thr 


Val 


Leu 


Lys 


He 


His 


Ser 


225 










230 








Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Gly 










245 










Ala 


Val 


Phe 


Phe 


Met 


Tyr 


Leu 


Thr 


Pro 








260 










265 


Lys 


Val 


Ala 


Ser 


Leu 


Cys 


Tyr 


Ser 


Leu 






275 










280 




Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 




290 










295 






Phe 


Leu 


Glu 


Lys 


Lys 


Asn 


He 


He 


Leu 



305 310 

<210> 1952 
<211> 277 
<212> PRT 

<213> Unknown 4H38g870 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(277) 

<223> Xaa = Any Amino Acid 

<400> 1952 

His Ser Phe Leu Arg Tyr He Phe Ala 

1 5 
Leu Gin Pro Ser Leu Tyr Ser Val Phe 

20 25 
Pro His His Thr Ser Met Tyr Pro Leu 

35 40 
He Phe Ser Phe Ser Phe He Gly Phe 
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Ser 


Glu 


Met 


Thr 


Asp 


Phe 


He 


10 










15 




Leu 


His 


He 


Leu 


Leu 


Phe 


Leu 










30 






Leu 


Leu 


Gly 


Asn 


Val 


Gly 


Met 








45 








Leu 


Asn 


Thr 


Pro 


Met 


Tyr 


Phe 






60 










Leu 


Phe 


Tyr 


Ser 


Ser 


Val 


He 




75 










80 


Ser 


Glu 


Asn 


Lys 


Ser 


He 


Ser 


90 










95 




Leu 


Phe 


Ala 


Leu 


Leu 


He 


Val 










110 






Ala 


Tyr 


Asp 


Arg 


Phe 


He 


Ala 








125 








Gin 


Met 


Ser 


Thr 


Arg 


Leu 


Cys 






140 










Cys 


Gly 


Cys 


He 


Ser 


Ser 


Val 




155 










160 


Ser 


Phe 


Cys 


Ala 


Ser 


Arg 


Ala 


170 










175 




Pro 


Leu 


Gin 


Arg 


Leu 


Ser 


Cys 










190 






Ser 


Phe 


Ser 


Leu 


Ser 


Cys 


He 








205 








He 


Val 


Ser 


Tyr 


Met 


Tyr 


He 






220 










Thr 


Glu 


Gly 


His 


Lys 


Lys 


Ala 




235 










240 


Val 


Val 


Ser 


Val 


Leu 


Tyr 


Gly 


250 










255 




Asp 


Arg 


Phe 


Pro 


Glu 


Leu 


Ser 










270 






Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 








285 








Val 


Gin 


Glu 


Ala 


Leu 


Lys 


Lys 






300 










Lys 


Leu 


Thr 


Gly 


Glu 


Pro 


Glu 


10 










15 




Trp 


Ser 


Pro 


Xaa 


Leu 


Gly 


Xaa 










30 






His 


Thr 


Ser 


Met 


Tyr 


Leu 


Tyr 








45 








Phe 


Tyr 


Ser 


Ser 


Val 


He 


Ser 
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CA 
DU 










55 






60 




Pro 




WcL 


X 111 


Tip 
lie 


Ser 


Phe 


Vai 


Thr 


Glu Lys Asn 


He He Thr Tyr 


DJ 










70 








75 


80 


vai 


i nr 


Del 


nsii 


Thr 


Gin 


Pro 


Phe 


Pro Leu Cys Phe 


Phe Vai He Ser 










ft r 










90 


95 


ASp 


Tyr 


ber 


Tip 

1X6 


Ir llfci 


Tip 
lie 


Pro 


Leu 


Ala 


Leu Asp His 


Tyr Glu Ala Met 




i no 










105 




110 


Thr 


Lieu 


Pro 


Vai 


Ser 


rile 


Tip 
lit. 


Ser 


nic 


He Ser Vai Asp Gly Ser Xaa 






115 










120 






125 


vai 


J.i.e 




rne 


ai » 

nlo 


ASp 


Ala 
Ai c*. 


Vai 


v a i 


His Gin Gly Ser Met Asp Gin 




130 










135 






140 






Leu 


irne 


Cys 


Asp 


nib 


Cpr 
Oci 




171 1: u 


Ser Leu Asn 


Leu Cys Asn He 


145 








150 








155 


160 




Pro 


Leu 


bin 


TV 1 a 

/Aid 


Al a 
rale* 


Ada 


He 


oer 


Thr Tyr Vai 


Ser Lys Gin Vai 








1 fi^ 










170 


175 


ASp 


L»eu 


Tyr 


ber 


Aao 


U1U 


r^i v»» 


Ala 


Va 1 
vox 


Tyr His Ala 


Vai Leu Ser Phe 














185 




190 


Ser 


Tyr 


Pne 


vai 


irne 


Tl 0 


Leu 




Asn 


He Phe His 


Xaa Pro Ser Gly 




195 










200 






205 


Pro 


Asn 
210 


Leu 


Vjlil 


Pro 


Asp 


Ser 
215 


He 


Asn 


Leu Phe He 
220 


Ser Phe Phe Gly 


Leu 




i n jt 


tilt: 


171 tl L. 


iyi 


Leu 


Aro 


Ser 


Pro Glu Ala Met Gly Xaa Cys 


225 








230 








235 


240 


Lys 


Phe 


Thr 


Vai 


Ser 


Phe 


Thr 


Lys 


Met 


Gly Pro Vai 


Met Asn Gly Leu 








245 










250 


255 


Phe 


Asn 


Thr 


Leu 
260 


Arg 


Asn 


Lys 


Thr 


He 
265 


Xaa Leu Ala 


Ala Met Lys Pro 
270 


Leu 


Ser 


Phe 
275 


Ser 


Ser 















<210> 1953 
<211> 335 
<212> PRT 

<213> Unknown (H3 8g871 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (335) 

<223> Xaa = Any Amino Acid 



<400> 1953 



Asp 


Thr 


Asp 


Pro 


Gin 


Ser 


Leu 


Thr 


Asp 


Vai 


Ser 


He Phe Leu Leu 


Leu 


1 






5 










10 




15 




Glu 


Leu 


Ser 


Glu 


Asp 


Pro 


Glu 


Leu 


Gin 


Pro 


Vai 


Vai Ala Gly Leu 


Phe 








20 










25 






30 




Leu 


Ser 


Met 


Cys 


Leu 


Vai 


Thr 


Vai 


Leu 


Glu 


Asn 


Leu Leu He He 


Leu 






35 










40 








45 




Ala 


Vai 


Ser 


Pro 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met Tyr Phe Phe 


Leu 




50 










55 










60 




Ser 


Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser Thr Thr Vai 


Pro 


65 










70 










75 




80 


Lys 


Met 


He 


Vai 


Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Vai He Ser Tyr 


Ala 








85 










90 




95 




Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe Gly Gly Arg Glu 




100 










105 






110 




Glu 


Asn 


Met 


Leu 


Leu 


Ser 


Vai 


Met Ala Tyr Asp Gin Phe Vai Ala 


He 






115 










120 








125 




Cys 


His 


Pro 


Pro 


Tyr 


Arg 


Ser 


Ala 


He 


Leu 


Asn 


Pro Cys Phe Cys 


Gly 


130 










135 










140 





1128 



BNSDOCID: <WO 0127158A2_I_> 



WO 01/27158 



Phe 


Leu 


Asp 


Leu 


Leu 


Ser 


Leu 


Phe 


Phe 


145 










150 








Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


His 










165 










Thr 


Cys 


Phe 


Lys 


Asp 


Val 


Glu 


He 


Pro 








180 










185 


Cys 


Asp 


Thr 


Phe 


Thr 


Arg 


Asn 


He 


Asn 






195 










200 




Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly Thr 




210 










215 






Val 


Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 


225 










230 








Phe 


Thr 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 










245 










Thr 


Gly 


Val 


Gly 


Gly 


Tyr 


Leu 


Gly 


Ser 








260 










265 


Lys 


Arg 


Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr 






275 










280 




Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 




290 










295 






Arg 


Arg 


Pro 


His 


Ser 


Ser 


Ala 


Val 


Xaa 


305 










310 








Ser 


lie 


Pro 


Phe 


Val 


Gly 


Trp 


Val 


Lys 



325 

<210> 1954 
<211> 342 
<212> PRT 

<213> Unknown (H3 8g872 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (I)... (342) 

<223> Xaa = Any Amino Acid 

<400> 1954 



Asp 


Thr 


Asp 


Pro 


Gin 


Ser 


Leu 


Thr 


Asp 


1 








5 










Glu 


Leu 


Ser 


Glu 


Asp 


Pro 


Glu 


Leu 


Gin 








20 










25 


Leu 


Ser 


Met 


Cys 


Leu 


Val 


Thr 


Val 


Leu 






35 










40 




Ala 


Val 


Ser 


Pro 


Asp 


Ser 


His 


Leu 


Pro 




50 










55 






Ser 


Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He 


Gly 


65 










70 








Lys 


Met 


Ser 


Val 


Asp 


He 


Gin 


Ser 


His 










85 










Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 








100 










105 


Lys 


Arg 


His 


Ala 


Pro 


Glu 


Val 


Met 


Ala 






115 










120 




Cys 


His 


Leu 


Leu 


Tyr 


Arg 


Ser 


Thr 


He 




130 










135 






Phe 


Leu 


Asn 


Leu 


Leu 


Ser 


Leu 


Phe 


Val 


145 










150 








Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Asn 










165 










Tyr 


Phe 


Lys 


Asp 


Val 


Glu 


He 


Pro 


Asn 
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Phe 


Phe 


Phe 


Phe 


Phe 


Phe 


Ser 




155 










160 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Met 


170 










175 




Asn 


Phe 


Phe 


Trp 


Glu 


Pro 


Cys 










190 






Met 


Tyr 


Phe 


Pro 


Ala 


Ala 


Val 








205 








Leu 


Phe 


Ser 


Tyr 


Cys 


Lys 


He 






220 










Ser 


Gly 


Gly 


Lys 


Tyr 


Lys 


Ala 




235 










240 


Val 


Val 


Cys 


Xaa 


Phe 


Tyr 


Gly 


250 










255 




Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 










270 






Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 








285 








Arg 


Asp 


Met 


Lys 


Ser 


Val 


Leu 






300 










Ser 


Gin 


Tyr 


Leu 


Leu 


He 


Cys 




315 










320 


Lys 


Gly 


Ser 


Lys 


Val 


Lys 




330 










335 




Val 


Ser 


He 


Phe 


Leu 


Leu 


Leu 


10 










15 




Pro 


Val 


Val 


Ala 


Gly 


Leu 


Phe 










30 






Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 








45 








Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 






60 










Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 




75 










80 


Ser 


Arg 


Val 


He 


Ser 


Tyr 


Ala 


90 










95 




Ala 


He 


Phe 


Gly 


Gly 


Met 


Glu 










110 






Tyr 


Asp 


Leu 


Phe 


Val 


Pro 


He 








125 








Leu 


Asn 


Pro 


Phe 


Val 


Arg 


Gly 






140 










Gly 


Phe 


Phe 


Phe 


Phe 


Ser 


Leu 




155 










160 


Leu 


He 


Ala 


Leu 


Gin 


Met 


Thr 


170 










175 




Phe 


Phe 


Trp 


Glu 


Pro 


Ser 


Gin 
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180 

Leu Pro His Leu Ala 
195 

Tyr Phe Pro Ala Ala 
210 

Phe Ser Tyr Cys Lys 
225 

Gly Gly Lys Tyr Lys 
245 

Val Cys Xaa Phe Tyr 
260 

Val Ser Ser Ser Pro 
275 

Thr Val Val Thr Pro 
290 

Gly Asp lie Lys Ser 
305 

Ser Gin Tyr Val Leu 
325 

Lys Asp Ser Lys Val 
340 



185 

Cys Cys Asp Thr Phe Thr 
200 

Val Phe Gly Phe Leu Pro 
215 

lie Val Ser Ser lie Leu 
230 235 
Ala Phe Ser Thr Cys Gly 
250 

Gly Ala Gly Val Gly Gly 
265 

Arg Lys Gly Ala Val Ala 
280 

Met Leu Asn Ser Phe lie 
295 

Val Leu Arg Arg Pro His 
310 315 
lie Cys Ser lie Pro Phe 
330 

Lys 



190 

Arg Asn Asn Asn Met 
205 

lie Ser Gly Thr Leu 
220 

Arg Val Ser Ser Ser 
240 

Ser His Leu Ser Val 
255 

Tyr Leu Gly Ser Asp 
270 

Ser Val Thr Tyr Tyr 
285 

Tyr Ser Leu Arg Asn 
300 

Gly Ser Thr Val Xaa 
320 

Val Gly Trp Val Asn 
335 



<210> 1955 
<211> 348 
<212> PRT 

<213> Unknown (H3 8g873 protein) 



<220> 

<223> Synthetic construct 



<400> 1955 



Met 


Asp 


Leu 


Gly Asn 


Ser 


Gly 


Asn Asp 


Ser 


Val 


Val 


Thr 


Lys 


Phe 


Val 


1 








5 










10 










15 




Leu 


Leu 


Gly 


Leu 
20 


Thr 


Glu 


Thr 


Ala 


Ala 
25 


Leu 


Gin 


Pro 


He 


Leu 
30 


Phe 


Val 


lie 


Phe 


Leu 


Leu 


Ala 


Tyr 


Val 


Thr 


Thr 


He Gly 


Gly 


Thr 


Leu 


Ser 


He 






35 










40 










45 








Leu 


Ala 
50 


Ala 


He 


Leu 


Met 


Glu 
55 


Thr 


Lys 


Leu 


His 


Ser 
60 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


Asn 


Leu 


Ser 


Leu 


Pro Asp 


Val 


Gly 


Cys 


Val 


Ser 


Val 


Thr 


65 










70 










75 










80 


Val 


Pro 


Ala 


Met 


Leu 
85 


Ser 


His 


Phe 


He 


Ser 
90 


Asn 


Asp 


Arg 


Ser 


He 
95 


Pro 


Tyr 


Lys 


Ala 


Cys 
100 


Leu 


Ser 


Glu 


Leu 


Phe 
105 


Phe 


Phe 


His 


Leu 


Leu 
110 


Ala 


Gly 


Ala 


Asp 


Cys 


Phe 


Leu 


Leu 


Thr 


lie 


Met 


Ala 


Tyr 


Asp Arg Tyr 


Leu 


Ala 






115 










120 










125 








lie 


Cys 


Gin 


Ser 


Leu 


Thr 


Tyr 


Ser 


Ser 


Arg 


Met 


Ser 


Trp Gly 


He 


Gin 




130 










135 










140 










Gin 


Ala 


Leu 


Val 


Gly 


Met 


Ser 


Trp 


Val 


Phe 


Ser 


Phe 


Thr 


Asn 


Ala 


Leu 


145 










150 










155 










160 


Thr 


Gin 


Thr 


Val 


Ala 
165 


Leu 


Ser 


Pro 


Leu 


Asn 
170 


Phe 


Cys 


Gly 


Pro 


Asn 
175 


Val 


lie 


Asn 


His 


Phe 
180 


Tyr 


Cys 


Asp 


Leu 


Pro 
185 


Gin 


Pro 


Phe 


Gin 


Leu 
190 


Ser 


Cys 


Ala 


Ser 


Val 
195 


His 


Leu 


Asn 


Gly 


Gin 
200 


Leu 


Leu 


Phe 


Val 


Ala 
205 


Ala 


Ala 


Phe 


Met 


Gly 
210 


Val 


Ala 


Pro 


Leu 


Val 
215 


Leu 


He 


Thr 


Val 


Ser 
220 


Tyr 


Ala 


His 


Val 


Ala 


Ala 


Ala 


Val 


Leu 


Arg 


He 


Arg 


Ser 


Ala 


Glu 


Gly 


Lys 


Lys 


Lys 


Ala 


225 










230 










235 










240 
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Phe Ser 


Thr 


Cys Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Gly 


He 


Phe 


Tyr 


Gly 






245 










250 










255 




Thr Gly 


Val 


Phe Ser 


Tyr 


Thr 


Arg 


Leu 


Gly 


Ser 


Val 


Glu 


Ser 


Ser 


Asp 




260 








265 










270 






Lys Asp 


Lys 


Gly He 


Gly 


He 


Leu 


Asn 


Thr 


Val 


He 


Ser 


Pro 


Met 


Leu 




275 








280 










285 








Asn Pro 


Leu 


He Tyr 


Trp 


inr 


£>er 


Leu 


Leu 


Asp 


VOX 






Tip 


Ser 


290 








295 










300 










His Cys 


Ser 


Ser Asp 


Ala 


Gly 


Val 


Ser 


Pro 


Gly 


Pro 


Pro 


Val 


Gin 


Ser 


305 






310 










315 










320 


Ser Leu 


Cys 


Cys Leu 


Gin 


Phe 


Thr 


Ala 


Leu 


Leu 


Ser 


Pro 


Pro 


Pro 


Gly 




325 










J _> u 










335 




Trp Gly 


Gly 


Leu Ser 


Pro 


Leu 


Asn 


Ser 


His 


Gly 


Leu 














340 








345 
















<210> 1956 


























<211> 230 


























<212> PRT 


























<213> Unknovm (H38g874 protein) 


















<220> 




























<223> Synthetic construct 




















<221> VARIANT 
























<222> (1)... 


. (230) 
























<223> Xaa = 


Any Amino Acid 




















<400> 1956 


























Met Leu 


lie 


Pro Ser 


Ser 


Thr 


Arg 


Lys 


Met 


Ala 


Ala 


Glu 


Ser 


His 


Ser 


1 




5 










10 










15 




Thr Val 


Thr 


Glu Phe 


He 


Leu 


Arg 


Lys 


Lys 


Pro 


Ala 


Arg 


Ala 


Pro 


Ala 






20 








25 










30 






Pro Pro 


Leu 


Leu Gly 


He 


Cys 


Leu 


Lys 


Thr 


Val 


Val 


Gly 


Ala 


Leu 


He 




35 








40 










45 








Leu lie 


Thr 


Leu Val 


Phe 


Leu 


Asn 


Ser 


Gin 


Leu 


His 


Pro 


Pro 


Met 


Tyr 


50 








55 










60 










Tyr Val 


lie 


Arg Asn 


Leu 


Ser 


Phe 


Met 


Asp 


His 


Cys 


Asn 


Cys 


Ser 


He 


65 






70 










75 










80 


Ser Thr 


Pro 


Lys He 


Leu 


Val 


Lys 


Phe 


Val 


Leu 


Glu 


Lys 


Thr 


He 


He 






85 










90 










95 




Ser Tyr 


Glu 


Asp Gly 


Met 


Ser 


Gin 


Leu 


Cys 


Ser 


Ala 


Ser 


Cys 


Tyr 


He 






100 








105 










110 






Leu Ser 


Trp 


Pro Ser 


Val 


Thr 


Cys 


Gly 


Pro 


Ala 


Thr 


Ala 


Val 


He 


Thr 




115 








120 










125 








Phe His 


Gin 


Val Ser 


Ser 


Leu 


Leu 


Val 


Val 


Val 


Val 


Tyr 


Tyr 


Met 


Glu 


130 








135 










140 










Leu Thr 


Gly Thr Thr 


He 


Glu 


Phe 


Cys 


Leu 


Val 


Leu 


Lys 


Xaa 


Tyr 


Xaa 


145 






150 










155 










160 


Cys Glu 


Leu 


Phe He 


Ser 


His 


Tyr 


Phe 


Cys 


Ser 


Cys 


Thr 


Ser 


He 


Tyr 






165 










170 










175 




Asp lie 


Asp 


Arg Thr 


He 


Phe 


Phe 


Phe 


Thr 


Xaa 


Cys 


Asn 


He 


Val 


Val 






180 








185 










190 






Thr Arg 


Leu 


Thr Val 


Val 


Ser 


Tyr 


Ser 


Phe 


Leu 


Ser 


Ser 


He 


Leu 


His 




195 








200 










205 








lie Ser 


Phe 


Thr Lys 


Gly 


Lys 


Leu 


Trp 


Val 


Phe 


Pro 


Val 


Gly 


Leu 


Thr 


210 








215 










220 











His Ser Cys Cys Cys Leu 
225 230 



<210> 1957 
<211> 331 
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<212> PRT 

<213> Unknown (H38g875 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (331) 

<223> Xaa = Any Amino Acid 



<400> 1957 



His 


Thr 


Glu 


Pro Arg 


Asn 


Leu 


Thr 


Ser 


Val 


Xaa 


Glu 


Phe 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Gly 


Leu 


Ser 


Glu 
20 


Asp 


Pro 


Glu 


Leu 


Gin 
25 


Pro 


Leu 


Leu 


Ala 


Leu 
30 


Leu 


Ser 


Leu 


Ser 


Leu 


Ser 


Met 


His 


Leu 


Val 


Met 


Val 


Leu 


Arg Asn 


Leu 


Leu 


Asn 
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40 










45 
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Leu Ala 


Val 


Ser 


Ser 


Asp 


Ser 


Pro 


Leu 


His 


Thr 


Pro 


Thr 


Tyr 


Phe 
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55 










60 










Phe 


Leu 


Ser 


Asn 


Leu 


Cys 


Trp 


Ala Asp 


He Gly 


Phe 


Thr 


Ser 


Ala 


Thr 


65 










70 










75 










80 


Val 


Pro 


Asn 


Met 


He 
85 


Val 


Asp 


Met 


Gin 


Ser 
90 


His 


Ser 


Arg 


Val 


He 
95 


Ser 


His 


Ala 


Asp 


Cys 
100 


Leu 


Thr 


Gin 


He 


Ser 
105 


Phe 


Leu 


Leu 


Leu 


Phe 
110 


Ala 


Cys 


He 


Glu Gly 


Met 


Leu 


Leu 


Thr 


Val 


Met 


Thr 


Tyr 


Asp 


Cys 


Phe 


Val 


Ala 






115 










120 










125 








He 


Cys 
130 


Cys 


Pro 


Leu 


His 


Tyr 
135 


Pro 


Val 


He 


Val 


Asn 
140 


Pro 


His 


Leu 


Cys 


Val 


Phe 


Phe 


Val 


Leu 


Val 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu Asp 


Ser 


Gin 


145 










150 










155 










160 


Leu 


His 


Ser 


Trp 


He 
165 


Val 


Leu 


Gin 


Phe 


Thr 
170 


He 


He 


Lys 


Asn 


Val 
175 


Glu 


He 


Ser 


Asn 


Ser 
180 


Val 


Cys 


Asp 


Pro 


Ser 
185 


Gin 


Leu 


Leu 


Lys 


Leu 
190 


Ala 


Cys 


Ser 


Asp 


Ser 
195 


Val 


He 


Asn 


Ser 


He 
200 


Phe 


Met 


His 


Phe 


His 
205 


Asn 


Thr 


Met 


Phe 


Gly 
210 


Phe 


Leu 


Pro 


He 


Ser 
215 


Gly 


He 


Leu 


Val 


Ser 
220 


Tyr 


Tyr 


Lys 


He 


Val 


Pro 


Ser 


He 


Leu 


Arg 


He 


Ser 


Ser 


Ser Asp Gly Lys 


Tyr 


Lys 


Ala 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Cys Gly 


Ser 


His 


Leu 


Ala 


Val 


Val 


Cys 


Xaa 


Phe 


Tyr 


Gly 










245 










250 










255 




Thr 


Gly He 


Gly Val 


Tyr 


Leu 


Thr 


Ser 


Ala 


Leu 


Ser 


Pro 


Pro 


Pro 


Arg 








260 










265 










270 






Asn 


Gly Val 


Val 


Ala 


Ser 


Val 


Met 


Tyr Ala Val 


Val 


Thr 


Pro 


Met 


Leu 






275 










280 










285 








Asn 


Leu 


Phe 


He Tyr 


Ser 


Leu 


Arg 


Asn Arg 


Asp 


He 


Gin 


Ser 


Ala 


Leu 




290 










295 










300 










Trp 


Arg Leu 


Leu 


Ser 


Arg 


Thr 


Val Glu Ser His Asp Leu 


Phe 


His 


Pro 


305 










310 










315 










320 


Phe 


Ser Cys 


Val Gly 


Lys 


Gly 


Asn 


His 


He 


Lys 













325 330 



<210> 1958 
<211> 322 
<212> PRT 

<213> Unknown (H38g876 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (X) . . . (322) 

<223> Xaa = Any Amino Acid 



<400> 1958 



His 


Arg 


Glu 


Pro Arg 


Asn 


Leu 


Thr Gly Val 


Xaa 


Glu 


Phe 


Leu 


Leu 


Leu 


1 






5 










10 










15 




Gly 


Leu 


Ser 


Glu 


Asp 


Pro 


Glu 


Leu 


Gin 


Pro 


He 


Leu 


Ala 


Leu 


Leu 


Ser 






20 










25 










30 






Leu 


Ser 


Leu 


Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Leu Arg 


Asn 


Leu 


Leu 


Ser 






35 










40 










45 








He 


Leu 
50 


Ala 


Val 


Arg 


Ser 


Asp 
55 


Ser 


Pro 


Leu 


His 


Thr 
60 


Pro 


He 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Cys 


Trp Ala 


Asp 


He Gly 


Phe 


Thr 


Ser 


Ala 


Thr 


65 










70 










75 










80 


Val 


Pro 


Lys 


Met 


He 
85 


Val 


Asp 


Met 


Gin 


Ser 
90 


His 


Ser 


Arg 


Val 


He 
95 


Ser 


His 


Ala 


Gly 


Cys 
100 


Leu 


Thr 


Gin 


Met 


Ser 
105 


Phe 


Leu 


Val 


Leu 


Phe 
110 


Ala 


Cys 


He 


Glu 


Gly Met 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Tyr Asp 


Cys 


Phe 


Val 


Ala 






115 










120 










125 








He 


Cys 
130 


His 


Pro 


Leu 


His 


Tyr 
135 


Pro 


Val 


He 


Val 


Asn 
140 


Pro 


His 


Leu 


Cys 


Val 


Phe 


Phe 


Val 


Leu 


Val 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


145 










150 










155 










160 


Leu 


His 


Ser 


Trp 


He 
165 


Val 


Leu 


Gin 


Phe 


Thr 
170 


He 


He 


Lys 


Asn 


Val 
175 


Glu 


He 


Ser 


Asn 


Phe 
180 


Val 


Cys 


Asp 


Pro 


Ser 
185 


Gin 


Leu 


Leu 


Lys 


Phe 
190 


Ala 


Cys 


Ser 


Asp 


Ser 
195 


He 


He 


Asn 


Ser 


He 
200 


Phe 


He 


Tyr 


Phe 


His 
205 


Ser 


Thr 


Met 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser Gly 


He 


Leu 


Leu 


Ser 


Tyr 


Tyr 


Lys 


He 




210 










215 










220 










He 


Pro 


Ser 


He 


Leu 


Arg 


He 


Ser 


Ser 


Ser Asp Gly Lys 


Tyr 


Lys 


Ala 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Cys 


Gly 
245 


Ser 


His 


Leu 


Ala 


Val 
250 


Val 


Cys 


Xaa 


Phe 


Tyr 
255 


Gly 


Thr 


Asp 


He 


Gly Met 


Tyr 


Leu 


Thr 


Ser 


Ala 


Val 


Ser 


Pro 


Pro 


Pro 


Arg 








260 










265 










270 






Asn 


Gly 


Val 


Val 


Ala 


Ser 


Val 


Met Tyr Ala Val Val 


Thr 


Pro 


Met 


Leu 






275 










280 










285 








Asn 


Leu 


Phe 


He 


Tyr 


Ser 


Leu 


Arg Asn Arg Asp 


He 


Gin 


Ser 


Ala 


Leu 




290 










295 










300 










Trp 


Gly 


Leu 


His 


Ser 


Arg 


Thr 


Val 


Glu 


Ser 


His 


Asp 


Leu 


Phe 


His 


Pro 


305 










310 










315 










320 


Phe 


Ser 































<210> 1959 
<211> 315 
<212> PRT 

<213> Unknown (H3 8g877 protein) 
<220> 

<223> Synthetic construct 
<400> 1959 

Met Gin Pro Glu Ser Gly Ala Asn Gly Thr Val He Ala Glu Phe He 

15 10 15 

Leu Leu Gly Leu Leu Glu Ala Pro Gly Leu Gin Pro Val Val Phe Val 
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20 25 30 



Leu 


Phe 


Leu 


Phe 


Ala 


Tvx 


Leu 


Val 


Thr Val Arg Gly Asn Leu 


Ser 


He 
















40 










45 








Leu 


Ala 


Ala 


Val 


Leu 


Val 


Glu 


Pro 




Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 














55 










60 










rue 


Leu 


Glv 


Asn 


Leu 


Ser 


Val 


Leu 


no \J 


Val 


Gly Cys 


He 


Ser 


Val 


Thr 


DD 








70 










75 










80 


vox 


XT X. C 


Ser 


Met 


Leu 


Ser 


Ara 


Leu 


Leu 


Ser 


Arg 




Ara 


Ala 


Val 


Pro 










85 










90 










95 




Cys 


oiy 


Ala 


^ys> 


Leu 


Thr 


Gin 


Leu 


Phe 


Phe 


Phe 


His 


Leu 


Phe 


Val 


Gly 




100 










105 










110 






val 


Asp 




Phe 


Leu 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


TV en 


Gin 


Phe 


Leu 


Ala 




113 










120 










125 








lie 


Cys 


Arg 


Pro 


Leu 


Thr 


Tvr 


Ser 


Thr 


Arg Met 


Ser 


Gin 


Thr 


Val 


Gin 




IjU 










135 










140 










Arg 


Mo t- 


Leu 


Val 


Ala 


Ala 


Ser 


Trp Ala Cys 


Ala 


Phe 


Thr 


Asn 


Ala 


Leu 


14!) 










150 










155 










160 


Thr 


ms 




Val 


Ala 


Met 


Ser 


Thr 


Leu 


Asn 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 










165 










170 










175 




lie 


Asn 


riis 


Phe Tyr Cys 


Asp 


Leu 


Pro 


Gin 


Leu 


Phe 


Gin 


Leu 


Ser 


Cys 








180 










185 










190 






Ser 


Ser 


l nr 


Gin 


Leu 


Asn 


Glu 


Leu 


Leu 


Leu 


Phe 


Ala 


Val 




Phe 


He 
















200 










205 








Met 


Ala 


v»iy 


Thr 


Pro 


Met 


Ala 


Leu 


He 


Val 


He 


Ser 


Tyr 


"M t» 

IJLC 


His 


Val 




zlU 


















220 










Ala 


Ala 
Ala 


/-Via 


Val 


Leu 


Arg 


He 


Arg 


Ser 


Val 


Glu 


Gly Arg 


Lys 


Lys 


Ala 


ZZ D 










230 










235 










240 


trie 


Ser 


TVit- 

xnr 


Cys 


Gly Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


lie 


Phe 


Tyr 


Gly 








245 










250 










255 




Ser 


Gly 


lie 


Phe 


Asn 


Tyr 


Met 


Arg 


Leu Gly Ser Thr 


Lys 


Leu 


Ser 


Asp 






260 










265 










270 






Lys 


Asp 


Lys 


Ala 


Val 


Gly 


He 


Phe 


Asn 


Thr 


Val 


He 


Asn 


Pro 


Met 


Leu 




275 










280 










285 








Asn 


Pro 


He 


He 


Tyr 


Ser 


Phe 


Arg Asn 


Pro 


Asp 


Val 


Gin 


Ser 


Ala 


He 




290 










295 










300 










Trp 


Arg 


Met 


Leu Thr Gly Arg 


Arg 


Ser 


Leu 


Ala 












305 










310 










315 












<210> 1960 




























<211> 323 




























<212> PRT 




























<213> Unknown (H38g878 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1960 


























Gin 


Met 


Thr 


Asp 


Tyr 


Asn 


Glu 


Pro 


Met 


Glu 


Pro 


Met 


Glu 


Asp 


Lvs 


Asn 


1 




5 










10 










15 




Thr 


Val 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


Leu 


Thr 


Asp 


His 


Pro 


Tyr 








20 










25 










30 






Gin 


Lys 


He 


Val 


Leu 


Phe 


Phe 


Met 


Phe 


Leu 


Phe 


Val 


Tyr 


Leu 


He 


Thr 




35 










40 










45 








Leu 


Gly 


Gly 


Asn 


Leu 


Gly 


Met 


He 


Thr 


Leu 


He 


Trp 


He 


Asp 


Pro 


Arg 




50 










55 










60 










Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Arg 


His 


Leu 


Ser 


Phe 


Val 


Asp 


65 










70 










75 










80 


lie 


Cys 


Ser 


Ser 


Ser 


Ser 


Val 


Val 


Pro 


Lys 


Met 


Leu 


Cys 


Asn 


He 


Phe 








85 










90 










95 




Ala 


Glu 


Lys 


Lys 


Asp 


He 


Thr 


Phe 


Leu 


Gly Cys 


Ala 


Ala 


Gin 


Met 


Trp 






100 










105 










110 
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Phe 


Phe 


Gly 
115 


Leu 


Phe 


Glu 


Ala 


Ala 
120 


Glu 


Cys 


Phe 


Leu 


Leu 
125 


Ala 


Ala 


Met 


Ala 


Tyr 
130 


Asp 


Arg 


Tyr 


Val 


Ala 
135 


He 


Cys 


Lys 


Pro 


Leu 
140 


Leu 


Tyr 


Thr 


Leu 


lie 


Met 


Ser 


Gin 


Gin 


Val 


Cys 


Met 


Gin 


Leu 


Val 


Val 


Gly 


Pro 


Tyr 


Ala 


145 










150 










155 










160 


Met 


Ala 


Leu 


He 


Ser 
165 


Thr 


Met 


Thr 


His 


Thr 
170 


He 


Phe 


Thr 


Phe 


Cys 
175 


Leu 


Pro 


Phe 


Cys 


Gly 
180 


Ser 


Asn 


He 


He 


Asn 
185 


His 


Phe 


Phe 


Cys 


Asp 
190 


He 


Phe 


Pro 


Leu 


Leu 


Ser 


Leu 


Ala 


Cys 


Ala Asp Thr 


Trp 


Val 


Asn 


Lys 


Phe 


Val 






195 










200 










205 








Leu 


Phe 


Val 


Leu 


Ala 


Gly 


Ala 


He Gly Val 


Leu 


Ser 


Gly 


Leu 


He 


He 




210 










215 










220 










Met 


Val 


Ser 


Tyr 


He 


Cys 


He 


Leu 


Met 


Thr 


He 


Leu 


Lys 


He 


Gin 


Thr 


225 










230 










235 










240 


Ala 


Asp 


Gly 


Lys 


Gin 
245 


Lys 


Ala 


Phe 


Phe 


Thr 

250 


Cys 


Phe 


Ser 


His 


Leu 
255 


Ala 


Ala 


Val 


Ser 


He 
260 


Leu 


Tyr 


Gly 


Thr 


Leu 
265 


Phe 


Leu 


He 


Tyr 


Val 
270 


Arg 


Pro 


Ser 


Ser 


Ser 
275 


Ser 


Ser 


Leu 


Gly 


He 
280 


Tyr 


Lys 


Val 


He 


Ser 
285 


Leu 


Phe 


Tyr 


Thr 


Val 
290 


Val 


He 


Pro 


Met 


Val 
295 


Asn 


Pro 


Leu 


He 


Tyr 
300 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Asp 


Ala 


Phe 


Arg 


Arg 


Lys 


He 


Glu 


Arg 


Lys 


Lys 


Phe 


305 










310 










315 










320 



He He Gly 



<210> 1961 
<211> 229 
<212> PRT 

<213> Unknown (H38g879 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (229) 

<223> Xaa = Any Amino Acid 



<400> 1961 



Phe 


Phe 


Ser 


Leu 


Asp 


Leu 


He 


Arg 


1 








5 








Lys 


His 


Trp 


Thr 


Ala 


He 


Ala 


Glu 








20 










Gin 


Ala 


Glu 


Leu 


Gin 


Leu 


Val 


Leu 






35 










40 


Tyr 


Leu 


He 


Met 


Val 


Met 


Gly 


Asn 




50 










55 




Ser 


Asp 


Xaa 


Lys 


Leu 


His 


He 


Pro 


65 










70 






Ser 


Phe 


Ala 


Val 


Leu 


Cys 


Tyr 


Thr 










85 








Val 


Asn 


Phe 


Leu 


Ser 


Lys 


Arg 


Lys 








100 










Ser 


Val 


Leu 


Xaa 


Phe 


Tyr 


Phe 


Phe 






115 










120 


His 


Met 


Leu 


Thr 


Val 


Met 


Ala 


Asn 




130 










135 




Pro 


Leu 


Leu 


Tyr 


Gly 


Ser 


Lys 


Met 



Ser 


Gin 


Ala 


Asn 


Thr 


Met 


Ser 


Lys 




10 










15 




Phe 


He 


Pro 


Leu 


Gly 


Pro 


Thr 


Asp 


25 










30 






Phe 


Phe 


Phe 


Thr 


Phe 


Leu 


Val 


He 










45 








Leu 


Ser 


Met 


He 


Leu 


He 


He 


Arg 








60 










Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


His 


Leu 






75 










80 


Leu 


Asn 


Val 


Thr 


Pro 


Gin 


He 


Leu 




90 










95 




Thr 


He 


Phe 


Phe 


He 


Gly 


Cys 


Val 


105 










110 






He 


Val 


Leu 


He 


He 


Arg 


Asp 


Tyr 










125 








Asp 


Cys 


Tyr 


Met 


Ala 


He 


Cys 


Lys 








140 










Ser 


Arg 


Phe 


Val 


Cys 


Leu 


Ser 


Leu 
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1 /I c 








150 






Ala Ser 


Val 


Ser 


Xaa 


He Tyr Gly 








lDD 








lie Arg 


Met 


Leu 


Leu 


Leu 


Ser 


Phe 






180 










Phe Asp 


Cys 


Ala 


Asp 


Pro 


Pro 


Leu 




195 










200 


Cys Val 


Lys 


Xaa 


He 


He 


Met 


Leu 


210 










215 




Pro Gly 


Tyr 


lie 


Leu 








225 















155 160 
Phe Ala Asn Tyr Leu Ala Gin Thr 

170 175 
Xaa Gly Ser Asn Glu He Asn His 
185 190 
Leu Val Leu Pro Cys Ala Gly Thr 
205 

Met Glu. Pro His Cys Leu Leu Lys 
220 



<210> 1962 
<211> 286 
<212> PRT 

<213> Unknown (H38g880 protein) 
<220> 

<223> Synthetic construct 



<400> 1962 



Met 


Tyr 


Leu 


Val 


Thr 


Val Leu 


Arg Asn Leu 


Leu 


Ser 


He 


Leu 


Ala Val 
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Ser 


Ser 
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Ser 
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Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser Asn 
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Leu 


Cys 


Trp 


Ala 


Asp 


He Gly 


Phe 


Thr 


Leu 


Ala 


Thr 


Val 


Pro 


Lys Met 






35 








40 










45 






He 


Val 


Asp 


Met 


Gly 


Ser His 


Ser 


Arg 


Val 


He 


Ser 


Tyr 


Gly Gly Cys 




50 








55 










60 








Leu 


Thr 


Gin 


Met 


Ser 


Phe Leu 


Val 


Leu 


Phe 


Ala 


Cys 


He 


Val 


Asp Met 


65 
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Phe 


Leu 


Thr 


Val 


Met Ala Tyr 


Asp 


Cys 


Phe 


Val 


Ala 


He 


Cys 


Arg Pro 
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Leu 


His 


Tyr 


Pro 


Val 


He Val 


Asn 


Pro 


His 


Leu 


Cys 


Val 


Phe 


Phe Val 








100 








105 










110 




Leu 


Val 


Ser 


Phe 


Phe 


Leu Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Ser Trp 






115 








120 










125 






He 


Val 


Leu 


Gin 


Phe 


Thr Phe 


Phe 


Lys 


Asn 


Val 


Glu 


He 


Ser 


Asn Phe 




130 








135 










140 








Val 


Cys 


Glu 


Pro 


Ser 


Gin Leu 


Leu 


Lys 


Leu 


Ala 


Ser 


Tyr 


Asp 


Ser Val 


145 










150 








155 








160 


He 


Asn 


Ser 


He 


Phe 


He Tyr 


Phe 


Asp 


Asn 


Thr 


Met 


Phe 


Gly 


Phe Leu 










165 








170 










175 


Pro 


He 


Ser 


Gly 


He 


Leu Leu 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Pro 


Ser He 








180 








185 










190 




Leu 


Arg 


He 


Ser 


Ser 


Ser Asp 


Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser Ala Cys 






195 








200 










205 






Gly 


Cys 


His 


Leu 


Ala 


Val Val 


Cys 


Leu 


Phe 


Tyr 


Gly 


Thr 


Gly 


He Gly 




210 








215 










220 








Val 


Tyr 


Leu 


Thr 


Ser 


Ala Val 


Ala 


Pro 


Pro 


Leu 


Arg Asn 


Gly Met Val 


225 










230 








235 








240 


Ala 


Ser 


Val 


Met 


Tyr Ala Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe He 










245 








250 










255 


Tyr 


Ser 


Leu 


Arg 


Asn Arg Asp 


He 


Gin 


Ser 


Ala 


Leu 


Trp 


Arg 


Val Cys 








260 








265 










270 




Asn 


Lys 


Thr 


Val 


Glu 


Ser His 


Asp 


Leu 


Phe 


His 


Pro 


Phe 


Ser 





275 280 285 



<210> 1963 
<211> 325 
<212> PRT 
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<213> Unknown (H38g881 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <1)...<325) 

<223> Xaa = Any Amino Acid 



<400> 1963 



Met 


Ala 


Asn 


Glu 


Asn 


Tyr 


Thr 


Lys 


Val 


Thr 


Xaa 


Phe 


He 


Phe 


Thr 


Gly 


1 








5 










10 










15 




Leu 


Asn 


Tyr Asn 


Pro 


Gin 


Leu 


Arg 


Val 


Phe 


Leu 


Phe 


Leu 


Leu 


Phe 


Leu 








20 










25 










30 






Thr 


Thr 


Phe 


Tyr 


Val 


He 


Asn 


Val 


Thr Gly Asn Leu 


Gly Met 


He 


Val 






35 










40 










45 








Leu 


He 
50 


Arg 


He 


Asp 


Ser 


Arg 
55 


Leu 


His 


Thr 


Pro 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Ser 


His 


Leu 


Ser 


Phe 


Val 


Asp 


Thr 


Cys 


Phe 


Ser 


Ser 


Val 


Val 


Ser 


Pro 


65 










70 










75 










80 


Lys 


Met 


Leu 


Thr 


Asp 


Phe 


Phe 


Val 


Lys 


Arg 


Lys 


Ala 


He 


Ser 


Phe 


Leu 








85 










90 










95 




Glv 


Cys 


Ala 


Leu 


Gin 


Gin 


Trp 


Phe 


Phe Gly Phe 


Phe 


Val 


Ala 


Ala 


Asp 






100 










105 










110 






Cys 


Phe 


Leu 


Leu 


Glu 


Ser 


Met 


Ala 


Tyr Asp 


Cys 


Tyr 


Val 


Ala 


He 


Cys 




115 










120 










125 








Asn 


Pro 
130 


Leu 


Leu 


Tyr 


Ser 


Val 
135 


Ala 


Met 


Ser 


Gin 


Arg 
140 


Leu 


Cys 


He 


Gin 


Leu 


Val 


Val Gly 


Pro 


Tyr 


Val 


He 


Gly Leu Met 


Asn 


Thr 


Met 


Thr 


His 


145 










150 










155 










160 


Thr 


Thr 


Asn 


Ala 


Phe 
165 


Cys 


Leu 


Pro 


Phe 


Cys 
170 


Gly 


Pro 


Asn 


Val 


He 
175 


Asn 


Pro 


Phe 


Phe 


Cys 
180 


Asp 


Met 


Ser 


Pro 


Leu 
185 


Leu 


Ser 


Leu 


Val 


Cys 
190 


Ala 


Asp 


Thr 


Arg 


Leu 


Asn 


Lys 


Leu 


Ala 


Val 


Phe 


He 


Val 


Ala 


Gly Ala 


Val 


Gly 






195 










200 










205 








Val 


Phe 
210 


Ser 


Gly 


Leu 


Thr 


He 
215 


Leu 


He 


Ser 


Tyr 


He 
220 


Tyr 


He 


Leu 


Met 


Ala 


He 


Leu 


Arg 


He 


Arg 


Ser 


Ala 


Asp Gly Arg Cys 


Lys 


Thr 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Phe 


He 


Ser Tyr Gly Thr 


Leu 








245 










250 










255 




Phe 


Phe 


He 


Tyr 
260 


Val 


His 


Pro 


Ser 


Ala 
265 


Thr 


Phe 


Ser 


Leu 


Asp 
270 


Leu 


Asn 


Lys 


Val 


Val 
275 


Ser 


Val 


Phe 


Tyr 


Thr 
280 


Ala 


Val 


He 


Pro 


Met 
285 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu Val 


Lys 


Asp 


Ala 


He 


His 


Arg 




290 










295 










300 










Thr 


Val 


Thr 


Gin 


Arg 


Lys 


Phe 


Cys 


Lys 


Ala 


Xaa 


He 


Leu 


He 


Gin 


Lys 


305 










310 










315 










320 


Glu 


Leu 


Gly Arg 


Lys 
































325 

























<210> 1964 
<211> 314 
<212> PRT 

<213> Unknown (H38g882 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1)...(314) 

<223> Xaa = Any Amino Acid 

<400> 1964 



Met 


Glu 


Thr 


Glu 


Asn 


Asn 


Thr 


Thr 


Val 


1 








5 










Leu 


Thr 


Asp 


Asn 


Pro 


Met 


Leu 


Cys 


Ala 








20 










25 


Ala 


Val 


Tvr 


He 


Val 


Thr 


He 


Pro Gly 






35 










40 




lie 


Gin 


Ser 


Ser 


Pro 


Gin 


Leu 


His 


Thr 




50 










55 






His 


Leu 


Ala 


Ser 


Val 


Asp 


He 


Gly 




65 










70 








lie 


Leu 


He 


Asn 


Phe 


Leu 


Arq 


Glu 


T.ve 
u_y o 










85 












Tie 


Ala 


Gin 


Leu 


Glv 


Ser 


ASp 


val 








100 










105 


Phe 


Leu 


Leu 


Asp 


His 


Tvr 


Val 


Ala 


He 






115 










120 




lie 


Gin 


Met 


Pro 


Pro 


Val 


Val 


Cys 


Phe 




130 










135 






Leu 


Glv 


Gly Cys 


Leu 


Asn 


Ala 


Ser 


Ser 


145 










150 








Leu 


Ser 


Phe 


Cys 


Glv 


Pro 


Asn 


Lys 


He 










165 










Phe 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Gly 








180 










185 


Seir 


Pro 


Ala 


He 


Ser 


Ser 


Ala 


Ser 


Val 






195 










200 




lie 


He 


Val 


Ser 


Tvr 


lie 


Tvr 


He 


Leu 




210 










215 






Ser 


Thr 


Glu Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


225 










230 








Thr 


Ala 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly Thr 










245 










Pro 


Lys 


Ser 


Ser 


Tyr 


Ser 


Ala 


Asp 


Gin 








260 










265 


Tyr 


Thr 


Val 


Val 


He 


Pro 


Met 


Leu 


Asn 






275 










280 




Asn 


Lys 


Glu 


Val 


Lys 


Glu 


Ala 


Met 


Arg 




290 










295 






Trp 


Phe 


Ser 


Xaa 


He 


Lys 


Ser 


Val 


Xaa 



305 310 

<210> 1965 
<211> 202 
<212> PRT 

<213> Unknown (H38g883 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(202) 

<223> Xaa = Any Amino Acid 

<400> 1965 

He Phe Ala He Leu Thr Thr He Asp 
1 5 



PCT/US00/27582 



Thr 


Glu 


Phe 


He 


He 


Leu 


Gly 


10 










15 




He 


Phe 


Phe 


Val 


Phe 


Phe 


Leu 










30 






Asn 


He 


Ser 


He 


He 


Leu 


Leu 








45 








Leu 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 






60 










Ser 


He 


Ser 


Val 


Thr 


Pro 


He 




75 










80 


Thr 


Thr 


He 


Pro 


Val 


Thr 


Gly 


90 










95 




Met 


Phe 


Gly Thr 


Thr 


Glu 


Cvs 










110 






Cys 


Ser 


Pro 


Leu 


Leu 


Tvr 


Ser 








125 








Leu 


Leu 


Leu Gly Ala 


Ser 


Tvr 
j 






140 










Phe 


Thr 


Gly 


Cys 


Leu 


Met 


Asn 




155 










160 


Asn 


His 


Phe 


Phe 


Cys 


Asp 


Leu 


170 










175 




His 


Val 


Tyr 


He 


Ala 


Glu 


He 










190 






Leu 


He 


Ser 


Thr 


Leu 


Phe 


Thr 








205 








His 


Ser 


lie 


Leu 


Lys 


Val 


Cys 






220 










Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 




235 










240 


He 


Leu 


Phe 


Val 


Tyr 


Val 


Met 


250 










255 




Val 


Lys 


Val 


Ala 


Phe 


Val 


He 










270 






Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 








285 








Lys 


Leu 


Met 


Ala Arg 


Thr 


His 






300 










Ser 














Cys 


Cys 


Val 


Phe 


Val 


Trp 


Glu 


10 










15 
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Phe 


Leu 


Glu 


Cys 
20 


Thr 


Val 


Phe 


Val 


Asn 
25 


Lys 


Arg 


Ala 


Cys 


Ala 
30 


Gin 


Leu 


Ala 


Cys 


Gly 
35 


Ala 


Phe 


Cys 


He 


Gly 
40 


Leu 


He 


Met 


Thr 


Val 
45 


Val 


Xaa 


He 


Thr 


Thr 
50 


Val 


Ser 


Gin 


Arg 


Tyr 
55 


Lys 


Arg 


Ser 


Thr 


Tyr 
60 


Ala 


He 


Val 


Asp 


Cys 


Phe 


Leu 


Phe 


Asp 


Thr 


Leu 


Leu 


Val 


Met 


Lys 


Leu 


Ser 


Cys 


He 


Asp 


65 










70 










75 










80 


Asn 


Thr 


He 


Tyr 


Glu 
85 


He 


He 


Gin 


Tyr 


Phe 
90 


He 


His 


His 


Thr 


Cys 
95 


Val 


Gin 


Val 


Ser 


Met 
100 


Gly 


Leu 


Val 


Cys 


He 
105 


Ser 


Tyr 


He 


Asp 


He 
110 


Pro 


Val 


Thr 


Ser 


He 
115 


Val 


Leu 


Arg 


He 


Ser 
120 


Xaa 


Ser 


Glu 


Val 


Phe 
125 


Ala 


Thr 


Cys 


Val 


Pro 
130 


Gin 


Pro 


Pro 


Pro 


His 
135 


His 


Gly 


His 


Cys 


Leu 
140 


Tyr 


Val 


Cys 


Ala 


Cys 


Thr 


Ala 


Tyr 


Leu 


Lys 


His 


Lys 


Pro 


Met 


Asn 


Ser 


He 


Glu 


Lys 


Gly 


145 










150 










155 










160 


Leu 


Leu 


Xaa 


Glu 


Thr 
165 


Tyr 


He 


He 


He 


He 
170 


His 


Ser 


Ala 


Ser 


Gly 
175 


Pro 


Val 


Val 


Tyr 


Thr 
180 


Leu 


Arg 


Tyr 


Met 


Glu 
185 


Ala 


Lys 


Asp 


Thr 


Met 
190 


Tyr 


Arg 


Ala 


Val 


Asp 


Arg 


Asn 


He 


Ser 


Xaa 


Gin 


He 















195 200 

<210> 1966 
<211> 315 
<212> PRT 

<213> Unknown (H38g884 protein) 
<220> 

<223> Synthetic construct 
<400> 1966 

Met Glu Pro Glu Ala Gly Thr 

1 5 
Leu Leu Gly Leu Val Gin Thr 
20 

Leu Leu Leu Phe Ala Tyr Leu 
35 

Leu Ala Ala Val Leu Val Glu 

50 55 
Phe Leu Gly Asn Leu Ser Val 
65 70 
Val Pro Ala Met Leu Gly Arg 
85 

Tyr Asp Ala Cys Leu Ser Gin 
100 

Met Asp Cys Phe Leu Leu Thr 
115 

He Cys Gin Pro Leu Thr Tyr 
130 135 
Arg Met Leu Val Ala Ala Ser 
145 150 
Thr His Thr Val Ala Met Ser 
165 

Val Asn His Phe Tyr Cys Asp 
180 

Ser Ser Thr Gin Leu Asn Glu 
. 195 

Met Ala Gly Thr Pro Leu Val 



Asn Arg Thr Ala Val Ala Glu Phe He 

10 15 
Glu Glu Met Gin Pro Val Val Phe Val 

25 30 
Val Thr Thr Gly Gly Asn Leu Ser He 
40 45 
Pro Lys Leu His Ala Pro Met Tyr Phe 
60 

Leu Asp Val Gly Cys He Thr Val Thr 

75 80 
Leu Leu Ser His Lys Ser Thr He Ser 

90 95 
Leu Phe Phe Phe His Leu Leu Ala Gly 

105 110 
Ala Met Ala Tyr Asp Arg Leu Leu Ala 
120 125 
Ser Thr Arg Met Ser Gin Thr Val Gin 
140 

Leu Ala Cys Ala Phe Thr Asn Ala Leu 
155 160 
Thr Leu Asn Phe Cys Gly Pro Asn Glu 

170 175 
Leu Pro Gin Leu Phe Gin Leu Ser Cys 

185 190 
Leu Leu Leu Phe Ala Val Gly Phe He 
200 205 
Leu He He Thr Ala Tyr Ser His Val 
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210 215 220 



Ala 


Ala 


Ala 


Val 


Leu 


Arg He 


Arg 


Ser 


Val 


Glu 


Gly Arg Lys 


Lys 


Ala 


225 










230 








235 










240 


Pne 


Ser 


Thr 


Cys 


Gly 
245 


Ser His 


Leu 


Thr 


Val 
250 


Val 


Cys 


Leu 


Phe 


Phe 
255 


GXy 


Arg 


Gly 


He 


Phe 


Asn 


Tyr Met 


Arg 


Leu Gly Ser 


Glu 


Glu 


Ala 


Ser 


Asp 








260 








265 










270 






Lys 


Asp 


Lys 
275 


Gly 


Val 


Gly Val 


Phe 
280 


Asn 


Thr 


Val 


He 


Asn 
285 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser Leu 


Arg 


Asn 


Pro 


Asp 


Val 


Gin 


Gly Ala 


Leu 




290 








295 










300 










Trp 


Gin 


He 


Phe 


Leu Gly Arg 


Arg 


Ser 


Leu 


Thr 













305 310 315 

<210> 1967 
<211> 309 
<212> PRT 

<213> Unknown (H3 8g885 protein) 
<220> 

<223> Synthetic construct 



<400> 1967 



Met 


Lys 


Arg 


Lys 


Asn 


Phe 


Thr 


Glu 


Val 


Ser 


Glu 


Phe 


He 


Phe 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Ser 


Phe 
20 


Gly 


Lys 


His 


Gin 


He 
25 


Thr 


Leu 


Phe 


Val 


Val 
30 


Phe 


Leu 


Thr 


Val 


Tyr 
35 


He 


Leu 


Thr 


Leu 


Val 
40 


Ala 


Asn 


He 


He 


He 
45 


Val 


Thr 


He 


He 


Cys 
50 


He 


Asp 


His 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Ser 


Ser 


Glu 


Thr 


Val 


Tyr 


Thr 


Leu 


Val 


He 


Val 


Pro 


Arg 


65 










70 










75 










80 


Met 


Leu 


Leu 


Ser 


Leu 
85 


He 


Phe 


His 


Asn 


Gin 
90 


Pro 


He 


Ser 


Leu 


Ala 
95 


Gly 


Cys 


Ala 


Thr 


Gin 
100 


Met 


Phe 


Phe 


Phe 


Val 
105 


He 


Leu 


Ala 


Thr 


Asn 
110 


Asn 


Cys 


Phe 


Leu 


Leu 
115 


Thr 


Ala 


Met 


Gly 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Arg 


Pro 


Leu 


Arg 


Tyr 


Thr 


Val 


He 


Met 


Ser 


Lys 


Gly 


Leu Cys 


Ala 


Gin 


Leu 




130 










135 










140 










Val 


Cys 


Gly 


Ser 


Phe 


Gly 


He 


Gly Leu 


Thr 


Met 


Ala 


Val 


Leu 


His 


Val 


145 










150 










155 










160 


Thr 


Ala 


Met 


Phe 


Asn 


Leu 


Pro 


Phe 


Cys 


Gly Thr 


Val 


Val 


Asp 


His 


Phe 










165 










170 










175 




Phe 


Cys 


Asp 


He 


Tyr 


Pro 


Val 


Met 


Lys 


Leu 


Ser 


Cys 


He Asp 


Thr 


Thr 








180 










185 










190 






He 


Asn 


Glu 


He 


He 


Asn 


Tyr 


Gly Val 


Ser 


Ser 


Phe 


Val 


He 


Phe 


Val 






195 










200 










205 








Pro 


He 
210 


Gly 


Leu 


He 


Phe 


He 
215 


Ser 


Tyr 


Val 


Leu 


Val 
220 


He 


Ser 


Ser 


He 


Leu 


Gin 


He 


Ala 


Ser 


Ala 


Glu 


Gly Arg 


Lys 


Lys 


Thr 


Phe 


Ala 


Thr 


Cys 


225 










230 










235 










240 


Val 


Ser 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


His 


Cys 


Gly Cys 


Ala 


Ser 


He 










245 










250 










255 




Ala 


Tyr 


Leu 


Lys 
260 


Pro 


Lys 


Ser 


Glu 


Ser 
265 


Ser 


He 


Glu 


Lys 


Asp 
270 


Leu 


Val 


Leu 


Ser 


Val 
275 


Thr 


Tyr 


Thr 


He 


He 
280 


Thr 


Pro 


Leu 


Leu 


Asn 
285 


Pro 


Val 


Val 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Asp 


Ala 


Leu 


Cys 


Arg 


Val 


Val 



290 295 300 
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Gly Arg Asn lie Ser 
305 

<210> 1968 
<211> 320 
<212> PRT 

<213> Unknovm (H38g886 protein) 
<220> 

<223> Synthetic construct 



<400> 1968 



Met 


Leu 


Gin Arg Val 


Gly 


Glu 


Met Asp Gly Gly Asn Gin Ser Glu 


Gly 


1 








5 










10 










15 




Ser 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


He 


Ser 


Glu 


Ser 


Pro 


Glu 


Gin 


Gin 


Gin 








20 










25 










30 






Met 


Leu 


Phe 


Tro 


Met 


Phe 


Leu 


Val 


Arg 


Tyr 


Leu 


Val 


Thr 


Val 


Leu 


Gly 






35 










40 










45 








Asn 


Val 


Leu 


lie 


He 


Leu 


Ala 


He 


Ser 


Ser 


Asp 


Ser 


Arg 


Leu 


His 


Thr 




50 










55 










60 










Pro 


Met 


Tvr 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


65 










70 










75 










80 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


Met 


Leu 


Val 


Asn 


Leu 


Gin 


Ser 


Gin 


Asn 










85 










90 










95 




Lys 


Ala 


lie 


Ser 


Tvr 

Jr 


Thr 


Gly 


Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Leu 


Val 








100 










105 










110 






Ser 


Leu 


Val 


Ala 


Leu 


Asp 


Asn 


Leu 


Asn 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 






115 










120 










125 








Ara 


Tvr 


Val 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


He 




130 










135 










140 










Pro 


Gly 


Leu 


Cys 


He 


Leu 


Leu 


Leu 


Ser 


Leu 


Cys 


Trp 


Val 


Phe 


Ser 


Ala 


145 










150 










155 










160 


Leu 


Tyr 


Gly 


Leu 


He 


His 


He 


Leu 


Leu 


Met 


Thr 


Arg 


Val 


Thr 


Phe 


Cys 










165 










170 










175 




Gly 


Ser 


Gin 


Lys 


He 


His 


Tyr 


Leu 


Phe 


Cys 


Glu 


Met 


Tyr 


Phe 


Leu 


Leu 








180 










185 










190 






Arg 


Leu 


Ala 


Cys 


Ser 


Asn 


He 


His 


Val 


Asn 


His 


Thr 


Val 


Leu 


Val 


Ala 






195 










200 










205 








Thr 


Gly 


Cys 


Phe 


He 


Phe 


Leu 


He 


Pro 


Leu Gly Phe Met 


He 


Thr 


Ser 




210 










215 










220 










Tyr 


Ala 


Arg 


lie 


Val 


Arg 


Ala 


He 


Leu 


Gin 


lie 


Pro 


Ser 


Ala 


Thr 


Gly 


225 










230 










235 










240 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Ala 


Val 


Val 


Ser 










245 










250 










255 




Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Gly 


Met 


Val 


Tyr 


Leu 


Gin 


Pro 


Leu 


Gin 


Thr 








260 










265 










270 






Tyr 


Ser 


Met 


Lys 


Asp 


Ser 


Val 


Ala 


Thr 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr 






275 










280 










285 








Pro 


Met 


lie 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp Met 


His 




290 










295 










300 










Gly 


Ala 


Leu 


Gly Arg 


Leu 


Arg 


Gin Gly 


Lys 


Ala 


Phe 


Gin 


Lys 


Leu 


Thr 



305 310 315 320 

<210> 1969 
<211> 276 
<212> PRT 

<213> Unknown (H38g887 protein) 
<220> 

<223> Synthetic construct 
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<400> 1969 




























Mot- 
wee 


Arg 


Arg 


Lys 


Asn 


Leu 


inr 


VjXU 


vax 


fp>,r 

a nr 


ulu 


Phe 


Val 


Phe 


Leu 


Glv 


1 
















x u 










15 




Phe 


Ser 


Arg 


Pne 
20 


IT ^ o 

HIS 


Lys 


HXS 


HIS 


xxe 
25 


i nr 


Leu 


Phe 


Val 


Val 
30 


Phe 


Leu 


He 


Leu 


Tyr 


Thr 


Leu 


Thr 


vax 


Al r» 
Ala 

AO 


\jxy 


Asn 


Ala 


He 


He 
45 


Met 


Thr 


He 


He 


Cys 


He 


Asp 


Arg 


HIS 


Leu 
55 


nxs 


i nr 


rlO 




xyi 

60 


Phe 


Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Ser 


Ser 


Lys 


inr 


vax 


Tyr 


i nr 


Leu 


Phe 


He 


He 


Pro 


Gin 


£ C 
OD 










70 










75 










80 


wec 


Leu 


Ser 


Ser 


Pne 

QC 


vai 


inr 


oin 


i nr 


bin 
on 


rlO 


lie 


Ser 


Leu 


Ala 
95 


Glv 


Cys 


Thr 


Thr 


Gin 


Thr 


13 Via 

pne 


pne 


Fne 


vax 


i nr 


L6U 


.Ala. 


He 


Asn 


Asn 


Cvs 






100 










105 










110 






Phe 


Leu 


Leu 

TIC 

llD 


Thr 


Val 


Met 


Gly 


Tyr 
120 


ASp 


HXS 


Tyr 


wet 


Aid 

125 


Tip 
lie 


_y & 


Asn 


Pro 


Leu 
130 


Arg 


Tyr 


Arg 


Va± 


lie 
135 


Thr 


Ser 


Lys 


Lys 


Val 

140 


Cys 


V d 1 


Gin 


Leu 


Val 


Cys 


Gly 


Ala 


Phe 


Ser 


He 


Gly 


Leu 


Aia 


wee 


Ala 


al a 

nlu 


V ell 


will 


Val 


145 






150 










155 










160 


Thr 


Ser 


XJ.e 


Phe 


Thr 
165 


Leu 


Pro 


Phe 


Cys 


HXS 
X / U 


inr 


vax 


Val 




nib 

175 




Phe 


Cys 


Asp 


He 
180 


Leu 


Pro 


Vax 


Met 


Lys 
185 


Leu 


Ser 


Cys 


Tip 

xxe 


Asn 
190 


x in 


Thr 


He 


Asn 


Glu 

IjD 


He 


He 


Asn 


Phe 


Val 
200 


Val 


Arg 


Leu 


Phe 


Val 
205 


He 


Leu 


Val 
val 


Pro 


Met 
210 


v*xy 


Leu 


Val 


pne 


lie 


ser 


Tyr 


vax 


Leu 


He 
220 


He 


Ser 


Thr 


Val 


Leu 


Lys 


He 


Ala 


Ser 


Ala 


Glu 


Gly 


Trp 


Lys 


Lys 


Thr 


Phe 


Ala 


Thr 


Cys 


225 








230 










235 










240 


Ala 


Phe 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


His 


Tyr 


Gly Cys Ala 


Ser 


He 










245 










250 










255 




Ala 


Tyr 


Leu 


Met 


Pro 


Lys 


Ser 


Glu 


Asn 


Ser 


He 


Glu 


Gin 


Asp 


Leu 


Leu 






260 










265 










270 






Leu 


Ser 


Val 


Thr 



























275 



<210> 1970 

<211> 312 

<212> PRT 

<213> Unknovm (H38g888 protein) 



<220> 

<223> Synthetic construct 
<400> 1970 

Met Asp Gly Asp Asn Gin Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 

1 5 10 15 

He Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn 
100 105 HO 
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Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Cys 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Leu Ser Val Leu Tyr Gly Leu Leu Leu Thr 
145 150 155 160 

Phe Leu Leu Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr 

165 170 175 

Leu Phe Cys Asp Met Tyr He Leu Leu Trp Leu Ala Cys Ser Asn Thr 

180 185 190 

His He He His Thr Ala Leu He Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

Thr Leu Leu Gly Phe Met Thr Thr Ser Tyr Val Arg He Val Arg Thr 

210 215 220 

He Leu Gin Met Pro Ser Ala Ser Lys Lys Tyr Lys Thr Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Gly Val Val Ser Leu Phe Tyr Gly Thr Leu Ala 

245 250 255 

Met Val Tyr Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Leu Thr Pro Met Met Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Pro Gly Arg Val Leu 

290 295 300 

Trp Arg Pro Phe Gin Arg Pro Lys 
305 310 

<210> 1971 
<211> 299 
<212> PRT 

<213> Unknown (H38g889 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(299) 

<223> Xaa = Any Amino Acid 

<400> 1971 

Met Ala Asp Gly Asn Tyr Lys Arg lie Thr Glu Phe He Phe Val Gly 

15 10 15 

Leu Arg Tyr His Leu Gin Leu Gin Val Phe Leu Phe Leu Pro Phe Leu 

20 25 30 

Pro Phe Tyr Leu He Thr Met Thr Glu Asn Leu Gly Met Met Val Arg 

35 40 45 

He Trp Leu Asp Ser Cys Phe His Thr Pro Met Tyr Phe Val Leu Ser 

50 55 60 

Tyr Leu Ser Phe Val Asp He Cys Phe Ser Ser Val Val Gly His Lys 
65 70 75 80 

Leu Leu Thr Asp Leu Phe Ala Val Arg Lys Ala He Ser Phe Leu Gly 

85 90 95 

Cys Pro Leu Gin Gin Trp Phe Phe Gly Phe Phe Val Val He Glu Tyr 

100 105 110 

Leu Leu Leu Ala Ser Met Ala Tyr Asp Asn Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Ser Val Ala Met Xaa Xaa Arg Leu Cys He Gin Leu 

130 135 140 

Val Val Val Arg Tyr Ala Ala Asp Phe Phe Asn Thr He Thr His Thr 
145 150 155 160 

Thr Ala Ala Phe His Phe Pro Phe Phe His Ser Asn He He Asn His 
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165 










170 








175 




Phe 


Phe 


Cys 


Asp Met 


Ser 


Leu 


Leu 


Leu 


Ser 


Leu Val 


Cys 


Ala 


Asp 


Ala 








180 








185 








190 






Arg 


He 


Asn 


Lys Leu 


Leu 


Val 


Phe 


He 


Val 


Ala Gly Ala 


Val 


Leu 


Val 






195 








200 








"i r\ c 

205 








Val 


Ser 


Ser 


Leu Thr 


He 


He 


He 


Ser 


Tyr 


Phe Tyr 


He 


Leu 


Thr 


Asp 




210 








215 








220 










lie 


Leu 


Arg 


He Cys 


Ser 


Ala 


Asn 


Gly Lys 


Asn Lys 


Thr 


Phe 


Ser 


Thr 


225 








230 










235 








240 


Cys 


Ser 


Ser 


His Leu 


Thr 


Ala 


Val 


Ser 


He 


Phe Tyr 


Gly 


Ser 


Leu 


Phe 








245 










250 








255 




Phe 


Ser 


Tyr 


Val Arg 


Pro Gly Ala 


Thr 


Phe 


Tyr Pro 


Glu 


Leu 


Asn 


Lys 








260 








265 








270 






He 


Val 


Leu 


Val Phe Cys 


He 


He 


Pro 


Met 


Leu Lys 


Pro 


Leu 


He 


Tyr 






275 








280 








285 








Ser 


Leu 


He 


Asn Lys 


Glu 


Val 


Ser 


Xaa 


Pro 


Leu 











290 295 



<210> 1972 
<211> 311 
<212> PRT 

<213> Unknown (H38g890 protein) 
<220> 

<223> Synthetic construct 



<400> 1972 



Met 


Glu 


Lys 


He 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


He 


Phe 


Trp 


Gly 


Leu 


Ser 


1 








5 










10 










15 




Gin 


Ser 


Pro 


Glu 
20 


He 


Glu 


Lys 


Val 


Cys 
25 


Phe 


Val 


Val 


Phe 


Ser 
30 


Phe 


Phe 


Tyr 


He 


He 
35 


He 


Leu 


Leu 


Gly 


Asn 
40 


Leu 


Leu 


He 


Met 


Leu 
45 


Thr 


Val 


Cys 


Leu 


Ser 
50 


Asn 


Leu 


Phe 


Lys 


Ser 
55 


Pro 


Met 


Tyr 


Phe 


Phe 
60 


Leu 


Ser 


Phe 


Leu 


Ser 


Phe 


Val 


Asp 


lie 


Cys 


Tyr 


Ser 


Ser 


Val 


Thr 


Ala 


Pro 


Lys 


Met 


He 


65 










70 










75 










80 


Val 


Asp 


Leu 


Leu 


Ala 
85 


Lys 


Asp 


Lys 


Thr 


He 
90 


Ser 


Tyr 


Val 


Gly 


Cys 
95 


Met 


Leu 


Gin 


Leu 


Leu 
100 


Gly 


Val 


His 


Phe 


Phe 
105 


Gly 


Cys 


Thr 


Glu 


He 
110 


Phe 


He 


Leu 


Thr 


Val 
115 


Met 


Ala 


Tyr 


Asp 


Arg 
120 


Tyr 


Val 


Ala 


He 


Cys 
125 


Lys 


Pro 


Leu 


His 


Tyr 
130 


Met 


Thr 


He 


Met 


Asn 
135 


Arg 


Glu 


Thr 


Cys 


Asn 
140 


Lys 


Met 


Leu 


Leu 


Gly 


Thr 


Trp 


Val 


Gly 


Gly 


Phe 


Leu 


His 


Ser 


He 


He 


Gin 


Val 


Ala 


Leu 


145 










150 










155 










160 


Val 


Val 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Glu 


He Asp 


His 


Tyr 


Phe 










165 










170 










175 




Cys 


Asp 


Val 


His 
180 


Pro 


Val 


Leu 


Lys 


Leu 
185 


Ala 


Cys 


Thr 


Glu 


Thr 
190 


Tyr 


He 


Val 


Gly 


Val 


Val 


Val 


Thr 


Ala 


Asn 


Ser Gly 


Thr 


He 


Ala 


Leu 


Gly 


Ser 






195 










200 










205 








Phe 


Val 

210 


He 


Leu 


Leu 


He 


Ser 
215 


Tyr 


Ser 


He 


He 


Leu 
220 


Val 


Ser 


Leu 


Arg 


Lys 


Gin 


Ser 


Ala 


Glu 


Gly 


Arg 


Arg 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


225 










230 










235 










240 


His 


He 


Ala 


Met 


Val 
245 


Val 


He 


Phe 


Phe 


Gly 
250 


Pro 


Cys 


Thr 


Phe 


Met 
255 


Tyr 


Met 


Arg 


Pro 


Asp 


Thr 


Thr 


Phe 


Ser 


Glu Asp 


Lys 


Met 


Val 


Ala 


Val 


Phe 








260 










265 










270 
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Tyr Thr lie lie Thr Pro Met Leu 
275 280 
Asn Ala Glu Val Lys Asn Ala Met 

290 295 
Phe Leu Glu Ala Lys Gly Lys 
305 310 

<210> 1973 
<211> 318 
<212> PRT 

<213> Unknown (H38g891 protein) 



Asn Pro Leu lie Tyr Thr Leu Arg 
285 

Lys Lys Leu Trp Gly Arg Asn Val 
300 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(318) 

<223> Xaa = Any Amino Acid 



<400> 1973 



wet. 


Asp 


Tyr 


Arg 


Son 


Gin 


Thr 


Leu 


X 
















Leu 


Tnr 


Asn 


Leu 


rile 


uin 


rlxs 


Lys 


















trie 


vax 


Tyr 


Leu 


V O. -L 


TVi-r 


Val 


Pro 
















40 


xie 


Trp 




Asp 


Ser 


Arg 


i-teu 


V3 XI 1 




D u 










•j 




fix is 


Leu 


OCi. 




Val 


Asp 


Val 




D _> 










70 






Met 


Leu 


Thr 


Asp 


He 


Phe 


Val 


Glu 










O J 








Val 


Ala 


Gin 


Leu 


Trp 


Phe 


Phe 


Gly 








100 










Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 






115 










120 


Leu 


Leu 


Tyr 


Thr 


Leu 


He 


Met 


Ser 




130 










135 




Val 


Gly 


Pro 


Tyr 


Ala 


Val 


Gly 


Leu 


145 










150 






Phe 


Thr 


Phe 


Arg 


Leu 


Leu 


Tyr 


Cys 










165 








Phe 


Cys 


Asp 


Leu 


Leu 


Pro 


Val 


Leu 








180 










He 


Asn 


Lys 


Cys 


Leu 


Leu 


Phe 


He 






195 










200 


Ser 


Gly 


Val 


He 


lie 


Leu 


Val 


Ser 




210 










215 




Leu 


Arg 


He 


Arg 


Ser 


Ala 


Asp 


Ala 


225 










230 






Ser 


Ser 


His 


Leu 


Met 


Ala 


Val 


Ser 










245 








He 


Cys 


Val 


Cys 


Pro 


Ser 


Ser 


Ser 








260 










Val 


Ser 


Leu 


Phe 


Tyr 


Thr 


Ala 


Val 






275 










280 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 




290 










295 




Glu 


Arg 


Lys 


Lys 


Phe 


Leu 


He 


Gly 


305 










310 







Val 


Thr 
10 


Glu 


Phe 


Phe 


Ser 


Val 
15 


Gly 


He 


Ala 


Leu 


Phe 


Leu 


Val 


Phe 


Leu 


25 










30 






Gly Asn 


Leu 


Gly 


Met 


lie 


Thr 


Leu 










45 








Thr 


Pro 


Lys 


Tyr 
60 


Phe 


Ser 


Leu 


Cys 


Ser 


Ser 


Ser 
75 


Ala 


lie 


Gly 


Pro 


Lys 
80 


Lys 


Lys 
90 


Val 


He 


Ser 


Phe 


Gly 
95 


Cys 


His 


Phe 


Val 


Val 


Thr 


Glu 


Cys 


Phe 


105 










110 






Arg Tyr 


Met 


Ala 


He 


Tyr 


Lys 


Pro 










125 








Gin 


Gin 


Val 


Cys 
140 


Val 


Gin 


Leu 


Val 


He 


Ser 


Thr 
155 


Met 


Thr 


His 


Met 


Thr 
160 


Gly Pro 


Asn 


He 


lie 


Asn 


His 


Phe 




170 










175 




Ser 


Leu 


Ala 


Tyr 


Ala 


Asp 


Thr 


His 


185 










190 






Leu 


Val 


Gly Ala 


Leu 


Gly 


Val 


Leu 










205 








Tyr 


He 


Tyr 


lie 
220 


Val 


He 


Ala 


lie 


Arg 


Arg 


Lys 
235 


Asp 


Phe 


Ser 


Thr 


Cys 
240 


lie 


Leu 


Tyr Gly 


Thr 


Leu 


Phe 


Phe 




250 










255 




Phe 


Ser 


He 


Asn 


He 


Asn 


Lys 


Val 


265 










270 






lie 


Pro 


Met 


Leu 


Asn 
285 


Pro 


Leu 


lie 


Lys 


Asp 


Ser 


Phe 
300 


Ser 


Lys 


Lys 


Phe 


Arg Xaa 


Thr 


Arg 


He 


Pro 







315 
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<210> 1974 
<211> 310 
<212> PRT 

<213> Unknown (H38g892 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(310) 

<223> Xaa = Any Amino Acid 

<400> 1974 



Met 


Val 


Asn 


Phe 


Thr 


His 


Val 


Ser 


Glu 


Phe 


Val 


Leu Leu Gly 


Phe 


Gin 


1 








5 










10 










15 




Gly 


Gly 


Pro Gly Met 


Gin 


Ala 


Met 


Leu 


Phe 


Leu 


He 


Phe 


Leu 


He 


Leu 








20 










25 










30 






Tyr 


Gly 


He 


Ala 


Val 


Val 


Gly 


Asn 


Leu 


Gly Met 


He 


Val 


He 


He 


Trp 






35 










40 










45 








Val 


Asp 


Ala 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr Ala 


Phe 


Leu 


Gin 


Ser 


Leu 




50 










55 










60 










Ser 


Leu 


Leu 


Asp 


He 


Cys 


Tyr 


Ser 


Ser 


Thr 


He 


Ala 


Pro 


Arg 


Ala 


Leu 


65 










70 










75 










80 


Ala 


Asn 


Ser 


Met 


Gin 


Glu 


Asp 


His 


Thr 


He 


Ser 


Phe 


Gly 


Gly Cys 


Ala 










85 










90 










95 




Ala 


Gin 


Phe 


Phe 
100 


Phe 


Leu 


Ser 


Leu 


Phe 
105 


Gly 


He 


Thr 


Glu 


Ala 
110 


Phe 


Leu 


Leu 


Ala 


Ala 
115 


Met 


Ala 


Tyr 


Asp 


Arg 
120 


Phe 


He 


Ala 


He 


Cys 
125 


Asn 


Pro 


Leu 


Leu 


Tyr 
130 


Ser 


Val 


Ser 


Met 


Ser 
135 


His 


Gin 


Val 


Cys 


Val 
140 


Leu 


Leu 


He 


Ser 


Gly 


Ser 


Tyr 


Leu 


Trp 


Gly 


Val 


Val 


Asn 


Ala 


He 


Ala 


Gin 


Thr 


Thr 


Met 


145 










150 










155 










160 


Thr 


Phe 


Arg 


Leu 


Pro 
165 


Phe 


Cys 


Gly 


Ser 


Asn 
170 


Glu 


He 


Asn 


Asp 


Phe 
175 


Phe 


Cys 


Asp 


Val 


Pro 


Pro 


Leu 


Leu 


Ser 


Leu 


Ser 


Cys 


Ser Asp 


Thr 


Phe 


He 








180 










185 










190 






Asn 


Gin 


Leu 
195 


Val 


Leu 


Leu 


Gly 


Leu 
200 


Cys 


Gly 


Ser 


He 


He 
205 


Val 


Ser 


Thr 


Phe 


Leu 
210 


He 


Val 


Leu 


Val 


Ser 
215 


Tyr 


He 


Tyr 


He 


He 
220 


Ser 


Thr 


He 


Leu 


Arg 


He 


Pro 


Thr 


Met 


Gin 


Gly 


Arg 


Xaa 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


225 










230 










235 










240 


Ser 


His 


Leu 


Thr 


Gly 


Val 


Cys 


Leu 


Phe 


Phe Gly Thr Val 


Phe 


Phe 


Met 










245 










250 










255 




Tyr 


Ala 


Gin 


Pro 
260 


Ser 


Ala 


He 


Phe 


Phe 
265 


Met 


Glu 


Gin 


Ser 


Lys 
270 


He 


Val 


Ser 


He 


Phe 
275 


Tyr 


Thr 


Met 


Val 


He 
280 


Pro 


Met 


Leu 


Asn 


Pro 
285 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gin 


Ala 


Leu 


Arg Arg 


Ser 


Met 


Gin 




290 










295 










300 










Lys 


Leu 


Ser 


Leu 


Xaa 


Ser 






















305 










310 























<210> 1975 
<211> 309 
<212> PRT 

<213> Unknown (H3 8g893 protein) 
<220> 

<223> Synthetic construct 
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<400> 1975 



Met 


Arg 


Glu 


Asn 


Asn 


Gin 


Ser 


Ser 


Thr 


Leu 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


1 






5 










10 










15 




Val 


Thr 


Gly 


Gin 


Gin 


Glu 


Gin 


Glu 


Asp 


Phe 


Phe 


Tyr 


He 


Leu 


Phe 


Leu 






20 










25 










30 






Phe 


He 


Tyr 

35 


Pro 


He 


Thr 


Leu 


He 
40 


Gly 


Asn 


Leu 


Leu 


He 
45 


Val 


Leu 


Ala 


He 


Cys 
50 


Ser 


Asp 


Val 


Arg 


Leu 
55 


His 


Asn 


Pro 


Met 


Tyr 
60 


Phe 


Leu 


Leu 


Ala 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


He 


Phe 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


His 


Leu 


Leu 


Gly Ser 


Lys 


Ser 


He 


Ser 


Phe 


Gly 


Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Met 


He 


Ala 


Leu 


Gly 


Asn 


Thr 


Asp 


Ser 






100 










105 










110 






Tyr 


He 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Ala 


Val 


Ala 


He 


Ser 


His 




115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Pro 


Arg 


Ser 


Cys 


He 


Trp 


Leu 




130 








135 










140 










He 


Ala 


Gly 


Ser 


Trp 


Val 


He 


Gly Asn 


Ala 


Asn 


Ala 


Leu 


Pro 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Thr 


Ala 


Ser 


Leu 


Ser 


Phe 


Cys 


Gly Asn Gin 


Glu 


Val 


Ala 


Asn 










165 










170 










175 




Phe 


Tyr 


Cvs 


Asp 


He 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


He 




180 










185 










190 






His 


Phe 


His 


Val 


Lys 


Met 


Met 


Tyr 


Leu 


Gly Val 


Gly 


He 


Phe 


Ser 


Val 






195 










200 










205 








Pro 


Leu 
210 


Leu 


Cys 


He 


He 


Val 
215 


Ser 


Tyr 


He 


Arg 


Val 
220 


Phe 


Ser 


Thr 


Val 


Phe 


Gin 


Val 


Pro 


Ser 


Thr 


Lys 


Gly 


Val 


Leu 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


Tyr 


Tyr 


Gly 


Thr 


Val 


Met 


Gly 








245 










250 










255 




Thr 


Tyr 


Phe 


Arg 


Pro 


Leu 


Thr 


Asn 


Tyr 


Ser 


Leu 


Lys 


Asp 


Ala 


Val 


He 






260 










265 










270 






Thr 


Val 


Met 
275 


Tyr 


Thr 


Ala 


Val 


Thr 
280 


Pro 


Met 


Leu 


Asn 


Pro 
285 


Phe 


He 


Tyr 


Ser 


Leu 
290 


Arg 


Asn 


Arg 


Asp 


Met 
295 


Lys 


Ala 


Ala 


Leu 


Arg 
300 


Lys 


Leu 


Phe 


Asn 


Lys 


Arg 


He 


Ser 


Ser 

























305 

<210> 1976 
<211> 309 
<212> PRT 

<213> Unknown (H38g894 protein) 



<220> 

<223> Synthetic construct 



<400> 1976 

Met Lys Lys Glu Asn Gin Ser Phe Asn Leu Asp Phe He Leu Leu Gly 

1 5 10 15 

Val Thr Ser Gin Gin Glu Gin Asn Asn Val Phe Phe Val He Phe Leu 

20 25 30 

Cys He Tyr Pro He Thr Leu Thr Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He Cys Ala Asp He Arg Leu His Asn Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser Leu Val Asp He He Phe Ser Ser Val Thr He Pro Lys 
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65 70 75 80 



Vdl 


Leu 


Ala 


Asn 


nis 


Leu 


Leu 


Gly Ser 


T .wc; 


tile 


X X d 




£ lie 


Gly Gly 










Q R 










on 










u J 




Cys 


Leu 


MeC 


bin 

1UU 


Ma t- 

raet 


Tyr 


PVio 
rile 


Met 


He 
105 


Ala 


Leu 


Al a 


x»_y is 


Ala 
110 

1 1 Is 


A cn 


OCX 


Tyr 




Leu 

lie: 




Ala 






Tyr 
120 


Asp 


Arg 


Ala 


V « X 


Ala 

X Z. _J 


Tie 

X X e 


Ser 


Cys 


Pro 


Leu 
1 J u 


MIS 


Tyr 


i nx 


X I1X 


Tip 

lie 
1J 3 


Met 


Ser 


Pro 


Arg 


Ser 
140 


Cys 


He 


Leu 


Leu 


lie 


Aia 


oiy 


Ser 


Trp 


Val 


Tin 

11c 


Gly Asn 


Thr 


Ser 


Ala 


Leu 


13 y O 
i X KJ 


His 


Thr 












1DU 










155 










160 


Leu 


Leu 


inr 


Ala 


Ser 


Leu 


Ser 


Phe 


Cys 


Gly Asn 


Gin 


Glu 


Val 

V CL X 


Ala 


Asn 










lOD 










170 










175 




Fne 


Tyr 


Cys 


Asp 


lie 


wee 


Fro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp Val 








1 OA 

loU 










185 










i Qn 

1 -7 U 






His 


Phe 


Asn 


Val 


Lys 


Met 


Met 


Tyr 


Leu 


Gly Val 


Gly Val 


Phe 


Ser 


Leu 






195 










200 










205 








Pro 


Leu 


Leu 


Cys 


lie 


He 


Val 


Ser Tyr 


Val 


Gin 


Val 


Phe 


Ser 


Thr 


Val 




210 










ZlD 










220 










Pne 


Gin 


Val 


Pro 


Ser 


Thr 


Lys 


Ser 


Leu 


Phe 


Lys 


Ala 


Phe 


Cys 


Thr 


Cys 


o o c 










230 










235 










240 


vjiy 


OCX 


nis 


Leu 


Thr 


Val 


Val 


Phe 


Leu 


Tyr 


Tyr 


Gly Thr 


Thr 


Met 


Gly 










245 










250 










255 




Met 


Tyr 


Phe 


Arg 
260 


Pro 


Leu 


Thr 


Ser 


Tyr 
265 


Ser 


Pro 


Lys 


Asp 


Ala 
270 


Val 


He 


Thr 


Val 


Met 
275 


Tyr 


Val 


Ala 


Val 


Thr 
280 


Pro 


Ala 


Leu 


Asn 


Pro 
285 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Trp Asp 


Met 


Lys 


Ala 


Ala 


Leu 


Gin 


Lys 


Leu 


Phe 


Ser 




290 










295 










300 










Lys 


Arg 


He 


Ser 


Ser 

























305 



<210> 1977 
<211> 329 
<212> PRT 

<213> Unknown (H38g895 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (329) 

<223> Xaa = Any Amino Acid 



<400> 1977 



Ala 


Leu 


Leu 


Phe 


His 


Ser 


Tyr 


Lys 


His 


Pro 


Thr 


Gin 


Arg 


Arg 


Met 


Thr 


1 








5 










10 










15 




Val 


Lys 


Ser 


His 
20 


Ser 


He 


Val 


Thr 


Glu 

25 


Phe 


Ser 


Leu 


Arg 


Gly 
30 


Leu 


Thr 


Lys 


Gin 


Pro 
35 


Asp 


Leu 


Gin 


Leu 


Phe 
40 


His 


Phe 


Leu 


He 


Phe 
45 


Leu 


Asp 


He 


His 


Met 


Val 


Thr 


Met 


Val 


Gly 


Asn 


Leu 


Gly Met 


He 


Thr 


Leu 


He 


Cys 




50 










55 










60 










Leu 


Asn 


Ser 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr Tyr 


Phe 


Phe 


Ser 


Asn 


Leu 


65 










70 










75 










80 


Ser 


Leu 


Leu 


Asp 


Leu 
85 


Cys 


Tyr 


Ser 


Ser 


He 
90 


Thr 


Asn 


Pro 


Lys 


Met 
95 


Leu 


Val 


Asn 


Phe 


Val 


Leu 


Lys 


Lys 


Ser 


He 


He 


Ser Tyr Ala 


Gly 


Tyr 


Met 








100 










105 










110 






Ser 


Xaa 


Phe 
115 


Tyr 


Phe 


Phe 


Leu 


Val 
120 


Phe 


Val 


He 


Ala 


Arg 
125 


Cys 


Tyr 


Met 
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Leu 


Met 


Val 


Lys 


Ala 


Cys 


Asp 


His 


Tyr 


Val 


Ala 


He 


Cys 


Cys 


Pro 


Leu 




130 










135 










140 










Leu 


Cys 


Asn 


Val 


He 


Met 


Ser 


His 


Val 


Thr 


Cys 


Ser 


Leu 


Met 


Val 


Ala 


145 








150 










155 










160 


Val 


Val 


Tyr 


Thr 


Met 


Gly 


Leu 


Val 


Val 


Ser 


Thr 


He 


Glu 


Thr 


Gly 


Leu 










165 










170 










175 




lie 


Leu 


Lys 


Leu 


Pro 


Tyr 


Cys 


Glu 


Leu 


Leu 


Thr 


Ser 


Arg 


Cys 


Phe 


Cys 








180 










185 










190 






Asp 


He 


Leu 


Pro 


Leu 


Met 


Lys 


Leu 


Ser 


Xaa 


Ser 


Ser 


Ala 


Tyr 


Asp 


Val 






195 










200 










205 








Glu 


Met 


Ala 


Val 


Phe 


Phe 


Phe 


Ala 


Arg 


Phe 


Asn 


Leu 


Arg 


He 


Met 


He 




210 










215 










220 










Leu 


Thr 


Val 


Leu Val 


Ser 


Tyr 


Thr 


Phe 


He 


Leu 


Phe 


Ser 


He 


Leu 


His 


225 










230 










235 










240 


He 


Ser 


Thr 


Thr 


Glu 


Gly 


Arg 


Ser 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Ser 


Phe 










245 










250 










255 




His 


Leu 


Ala 


Ala 


He 


Gly 


Met 


Phe 


His 


Gly 


Xaa 


Thr 


Ala 


Phe 


Arg 


Tyr 








260 










265 










270 






Leu 


Lys 


Pro 


Ala 


He 


Thr 


Ser 


Ser 


Leu 


Ala 


Gin 


Glu 


Asn 


Val 


Ala 


Ser 






275 










280 










285 








Val 


Phe 


Tyr 


Thr 


Thr 


Val 


He 


Tyr 


Val 


Pro 


Asn 


Pro 


Leu 


Met 


Tyr 


Ser 




290 










295 










300 










Leu 


Lys 


Asn 


Lys 


Asp 


Val 


Lys 


Ala 


Ala 


Met 


Gin 


Lys 


Thr 


Leu 


Arg 


Ser 


305 










310 










315 










320 


Lys 


Phe 


Cys 


Cys 


Arg 


Cys 


Asn 


Tyr 


Leu 

















325 

<210> 1978 
<211> 316 
<212> PRT 

<213> Unknown (H38g896 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 



<400> 1978 



Leu 


Leu 


Glu 


Gly 


Gly 


Asn 


Gin 


Thr 


Ser 


Thr 


Phe 


Glu 


Phe 


Leu 


Leu 


Trp 


1 








5 










10 










15 




Gly 


Leu 


Ser 


Asp 
20 


Gin 


Pro 


Gin 


Gin 


Gin 
25 


His 


He 


Phe 


Phe 


Leu 
30 


Leu 


Phe 


Leu 


Trp 


Met 
35 


Tyr 


Val 


Val 


Thr 


Val 
40 


Ala 


Gly 


Asn 


Leu 


Leu 
45 


He 


Val 


Leu 


Ala 


He 
50 


Gly 


Thr 


Asp 


Thr 


His 
55 


Leu 


His 


Thr 


Pro 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Ala 


Ser 


Leu 


Ser 


Cys 


Ala 


Asp 


He 


Phe 


Ser 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


65 










70 










75 










80 


Lys 


Ala 


Leu 


Val 


Asn 
85 


He 


Gin 


Thr 


Gin 


Ser 
90 


Arg 


Ser 


He 


Ser 


Tyr 
95 


Ala 


Gly 


Cys 


Leu 


Ala 
100 


Gin 


Leu 


Tyr 


Phe 


Phe 
105 


Leu 


Thr 


Phe 


Gly 


Asp 
110 


Met 


Asp 


He 


Phe 


Leu 
115 


Pro 


Ala 


Thr 


Met 


Ala 
120 


Tyr 


Asp 


Arg 


Tyr 


Val 
125 


Ala 


He 


Cys 


His 


Leu 
130 


Leu 


His 


Tyr 


Met 


Met 
135 


He 


Met 


Ser 


Leu 


His 
140 


Arg 


Cys 


Ala 


Phe 


Leu 


Val 


Thr 


Ala 


Cys 


Trp 


Thr 


Leu 


Thr 


Ser 


Leu 


Leu 


Ala 


Met 


Thr 


Arg 


145 










150 










155 










160 


Thr 


Phe 


Leu 


He 


Phe 


Arg 


Leu 


Ser 


Leu 


Cys 


Ser 


Xaa 


He 


Leu 


Pro 


Gly 
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165 








170 










175 




Phe 


Phe 


Cys 


Asp 
180 


Leu 


Gly 


Pro 


Leu 


Met Lys 
185 


Val 


Ser 


Cys 


Ser 
190 


Asp 


Ala 


Gin 


Val 


Asn 


Glu 


Leu 


Val 


Leu 


Leu 


Phe Leu 


Gly Gly 


Ala 


Val 


He 


Leu 






195 










200 








205 








He 


Pro 
210 


Phe 


Met 


Leu 


He 


Leu 
215 


Val 


Ser Tyr 


He 


Arg 
220 


He 


Val 


Ser 


Ala 


He 


Leu 


Arg 


Ala 


Pro 


Ser 


Ala 


Gin 


Gly Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 








235 










240 


Cys 


Asp 


Ser 


His 


Leu 


Val 


Val 


Val 


Ala Leu 


Phe 


Phe 


Gly Thr Val 


He 










245 








250 










255 




Arg 


Ala 


Tyr Leu 


Cys 


Pro 


Ser 


Ser 


Ser Ser 


Ser 


Asn 


Ser 


Val 


Lys 


Glu 








260 










265 








270 






Asp 


Thr 


Ala 
275 


Ala 


Ala 


Val 


Met 


Tyr 
280 


Thr Val 


Val 


Thr 


Pro 
285 


Leu 


Leu 


Asn 


Pro 


Phe 
290 


He 


Tyr 


Ser 


Met 


Arg 
295 


Asn 


Lys Asp 


Met 


Lys 
300 


Ala 


Ala 


Val 


Val 


Arg 


Leu 


Leu 


Lys 


Gly 


Arg 


Val 


Ser 


Phe Ser 


Gin Gly 











305 310 315 

<210> 1979 
<211> 336 
<212> PRT 

<213> Unknown (H38g897 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(336) 

<223> Xaa = Any Amino Acid 

<400> 1979 
Asp Thr Asp Pro Gin 

1 5 
Lys Leu Ser Glu Asp 
20 

Leu Ser Met Cys Leu 
35 

Ala Val Ser Pro Asp 
50 

Ser Asn Leu Ser Leu 
65 

Lys Met He Val Asp 
85 

Gly Cys Leu Thr Gin 
100 

Glu Asn Met Leu Leu 
115 

Cys His Pro Leu Tyr 
130 

Phe Leu Asp Leu Leu 
145 

Ser Gin Leu His Asn 
165 

Val Glu He Pro Asn 
180 

Ala Cys Cys Asp Thr 
195 

He Phe Gly Phe Leu 
210 



Ser Leu Thr Asp Val 
10 

Pro Glu Leu Gin Gin 
25 

Val Thr Val Leu Gly 
40 

Ser His Leu His Thr 
55 

Ala Asp He Gly Phe 
70 

He Gin Ser His Ser 
90 

Met Ser Leu Phe Ala 
105 

Ser Val Met Ala Tyr 
120 

Cys Ser Ala He Phe 
135 

Ser Phe He Phe Phe 
150 

Leu He Ala Leu Gin 
170 

Phe Phe Trp Glu Pro 
185 

Phe Thr Arg Asn He 
200 

Pro He Leu Gly Thr 
215 



Ser He Phe Leu Leu Leu 
15 

Val Val Ala Gly Leu Phe 
30 

Asn Leu Leu He He Leu 
45 

Pro Met Tyr Leu Phe Leu 
60 

Thr Ser Thr Thr Val Pro 
75 80 
Arg Val He Ser Tyr Ala 
95 

He Phe Gly Gly Met Glu 
110 

Asp Arg Phe Val Ala He 
125 

Asn Pro Cys Phe Cys Gly 
140 

Phe Leu Ser Leu Ser Asp 
155 160 
Met Thr Cys Phe Lys Asp 
175 

Ser Gin Leu Ser His Leu 
190 

Met Tyr Phe Pro Ala Ala 
205 

Leu Phe Ser Tyr Cys Lys 
220 
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lie 


Val 


Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly 


Gly 


Lys 


Tyr 


Lys 


225 










230 










235 










240 


Ala 


Phe 


Ser 


Thr 


Cys 
245 


Gly 


Ser 


His 


Leu 


Ser 
250 


Val 


Val 


Cys 


Xaa 


Phe 
255 


Tyr 


Gly 


Thr 


Gly 


He 


Gly 


Gly 


Tyr 


Leu 


Gly 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 






260 










265 










270 






Arg 


Lys 


Gly Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Met 


Val 


Val 


Thr 


Pro 


Met 






275 










280 










285 








Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg Asn 


Arg 


Asp 


Met 


Lys 


Ser 


Val 




290 










295 










300 










Leu 


Arg 


Arg 


Pro 


His 


Gly 


Ser 


Thr 


Val 


Xaa 


Ser 


Gin 


His 


Leu 


Leu 


He 


305 










310 










315 










320 


Cys 


Ser 


He 


Pro 


Phe 


Val 


Gly 


Trp 


Phe 


Lys 


Lys 


Gly 


Ala 


Lys 


Val 


Lys 








325 










330 










335 





<210> 1980 
<211> 309 
<212> PRT 

<213> Unknown (H38g898 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (309) 

<223> Xaa = Any Amino Acid 



<400> 1980 



Met 


Arg 


Gin 


Asn 


Asn 


Asn 


He 


Thr 


1 








5 








Gin 


Asp 


Leu 


Asp 


Val 


Gin 


Lys 


Ala 








20 , 










Tyr 


Leu 


Val 


Thr 


Val 


Val 


Gly 


Asn 






35 










40 


Thr 


Ser 


Pro 


Ser 


Leu 


Gly 


Ser 


Pro 




50 










55 




Ser 


Phe 


He 


Asp 


Ala 


Ala 


Tyr 


Ser 


65 










70 






Val 


Asp 


Leu 


Leu 


Cys 


Asp 


Lys 


Lys 










85 








Gly 


Gin 


Leu 


Phe 


He 


Tyr 


His 


Leu 








100 










Leu 


Val 


Val 


Met 


Ala 


Cys 


Asp 


His 






115 










120 


His 


Tyr 


Leu 


Thr 


He 


Met 


Asn 


Arg 




130 










135 




Val 


Val 


Val 


Thr 


Gly 


Gly 


Phe 


Leu 


145 










150 






Val 


Tyr 


Ser 


Leu 


Ala 


Phe 


Cys 


Gly 










165 








Cys 


Asp 


Met 


Ty r 


Pro 


Leu 


Leu 


Glu 








180 










He 


Gly 


Leu 


Thr 


Val 


Phe 


Val 


Asn 






195 










200 


Phe 


Thr 


Leu 


Leu 


Leu 


He 


Ser 


Tyr 




210 










215 




Thr 


Tyr 


Ser 


Gin 


Glu 


Gly 


Arg 


His 


225 










230 






His 


He 


He 


Val 


Phe 


Ala 


Leu 


Phe 










245 








Val 


Arg 


Pro 


Val 


Ser 


Asn 


Tyr 


Pro 



Glu 


Phe 


Val 


Leu 


Leu 


Gly 


Phe 


Ser 




10 










15 




Leu 


Phe 


Val 


He 


Phe 


Leu 


Leu 


Thr 


25 










30 






Leu 


Leu 


He 


Val 


Val 


Thr 


He 


He 










45 








Met 


Tyr 


Phe 


Phe 


Leu 


Ala 


Cys 


Leu 








60 










Thr 


Thr 


He 


Ser 


Pro 


Lys 


Leu 


He 






75 










80 


Thr 


He 


Ser 


Phe 


Pro 


Ala 


Cys 


Met 




90 










95 




Phe Gly 


Gly 


Ser 


Glu 


Val 


Phe 


Leu 


105 










110 






Tyr Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 










125 








Gin 


Val 


Xaa 


He 


Leu 


Leu 


Leu 


Val 








140 










His 


Ser 


Val 


Phe 


Gin 


He 


Val 


Val 






155 










160 


Pro 


Asn 


Val 


He 


Asp 


Tyr 


Phe 


Val 




170 










175 




Leu 


Val 


Cys 


Thr 


Asp 


Thr 


Tyr 


Phe 


185 










190 






Gly Gly 


Thr 


He 


Cys 


He 


Val 


Val 










205 








Gly Val 


He 


Leu 


Asn 


Ser 


Leu 


Lys 








220 










Lys 


Val 


Leu 


Phe 


Thr 


Cys 


Ser 


Ser 






235 










240 


Phe 


Val 


Pro 


Cys 


He 


Phe 


Met 


Tyr 




250 










255 




Phe 


Asp 


Lys 


Phe 


Leu 


Thr 


Val 


Phe 
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260 

Tyr Thr Val He Thr Pro Met Leu 
275 280 
Asn Ser Glu Met Arg Asn Ser Val 

290 295 
Leu Tyr Xaa Ser Lys 
305 



265 270 
Asn Pro Leu He Tyr Thr Leu Arg 
285 

Glu Thr Leu Leu Cys Lys Ser Xaa 
300 



<210> 1981 
<211> 313 
<212> PRT 

<213> Unknown (H38g899 protein) 



<220> 

<223> Synthetic construct 



<400> 1981 



Met 


Glu 


Arg 


He 


Asn 


Ser 


Thr 


Leu 


Leu 


Thr 


Ala 


Phe 


He 


Leu 


Thr 


Gly 


1 








5 










10 










15 




He 


Pro 


Tyr 


Pro 


Leu Arg 


Leu 


Arg 


Thr 


Leu 


Phe 


Phe 


Val 


Phe 


Phe 


Phe 








20 










25 










30 






Leu 


He 


Tyr 


He 


Leu 


Thr 


Gin 


Leu 


Gly Asn 


Leu 


Leu 


He 


Leu 


He 


Thr 






35 










40 










45 








Val 


Trp 
50 


Ala 


Asp 


Pro 


Arg 


Leu 
55 


His 


Ala 


Arg 


Pro 


Met 
60 


Tyr 


He 


Phe 


Leu 


Gly 


Val 


Leu 


Ser 


Val 


He 


Asp 


Met 


Ser 


He 


Ser 


Ser 


He 


He 


Val 


Pro 


65 










70 










75 










80 


Arg 


Leu 


Met 


Met 


Asn 


Phe 


Thr 


Leu Gly Val 


Lys 


Pro 


He 


Pro 


Phe 


Gly 










85 










90 










95 




Gly 


Cys 


Val 


Ala 
100 


Gin 


Leu 


Tyr 


Phe 


Tyr 
105 


His 


Phe 


Leu 


Gly 


Ser 
110 


Thr 


Gin 


Cys 


Phe 


Leu 


Tyr 


Thr 


Leu 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Leu 


Ala 


lie 


Cys 






115 










120 










125 








Gin 


Pro 
130 


Leu 


Arg 


Tyr 


Pro 


Val 
135 


Leu 


Met 


Thr 


Ala 


Lys 
140 


Leu 


Ser 


Ala 


Leu 


Leu 


Val 


Ala 


Gly Ala 


Trp 


Met 


Ala Gly 


Ser 


He 


His 


Gly Ala 


Leu 


Gin 


145 










150 










155 










160 


Ala 


He 


Leu 


Thr 


Phe 
165 


Arg 


Leu 


Pro 


Tyr 


Cys 
170 


Gly 


Pro 


Asn 


Gin 


Val 
175 


Asp 


Tyr 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Ala 


Val 


Leu Arg 


Leu 


Ala 


Cys 


Ala 


Asp 








180 










185 










190 






Thr 


Thr 


Val 


Asn 


Glu 


Leu 


Val 


Thr 


Phe 


Val 


Asp 


He Gly Val 


Val 


Val 






195 










200 










205 








Ala 


Ser 
210 


Cys 


Phe 


Ser 


Leu 


He 
215 


Leu 


Leu 


Ser 


Tyr 


He 
220 


Gin 


He 


He 


Gin 


Ala 


lie 


Leu 


Arg 


He 


His 


Thr 


Ala Asp Gly Arg 


Arg 


Arg 


Ala 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Gly Ala 


His 


Val 


Thr 


Val 


Val 


Thr 


Val 


Tyr 


Tyr 


Val 


Pro 


Cys 










245 










250 










255 




Ala 


Phe 


He 


Tyr 
260 


Leu 


Arg 


Pro 


Glu 


Thr 
265 


Asn 


Ser 


Pro 


Leu 


Asp 
270 


Gly 


Ala 


Ala 


Ala 


Leu 
275 


Val 


Pro 


Thr 


Ala 


He 
280 


Thr 


Pro 


Phe 


Leu 


Asn 
285 


Pro 


Leu 


He 


Tyr 


Thr 
290 


Leu 


Arg 


Asn 


Gin 


Glu 
295 


Val 


Lys 


Leu 


Ala 


Leu 
300 


Lys 


Arg 


Met 


Leu 


Arg 


Ser 


Pro 


Arg 


Thr 


Pro 


Ser 


Glu 


Val 

















305 310 



<210> 1982 
<211> 318 
<212> PRT 
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<213> Unknown (H38g900 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 



<400> 1982 



Met 


Gly 


Lys 


Thr 


Lys 


Asn 


Thr 


Ser 


Leu Asp 


Thr 


Val 


Val 


Arg 


Asp 


Phe 


1 








5 










10 










15 




lie 


Leu 


Leu 


Gly 
20 


Leu 


Ser 


His 


Pro 


Pro 
25 


Asn 


He 


Arg 


Ser 


Leu 
30 


Leu 


Phe 


Leu 


Val 


Phe 


Phe 


Val 


lie 


Tyr 


He 


Leu 


Thr 


Gin 


Leu Gly Asn Leu Leu 






35 










40 










45 








lie 


Leu 
50 


Leu 


Thr 


Val 


Trp 


Ala 
55 


Asp 


Pro 


Lys 


Leu 


Arg 
60 


Ala 


Arg 


Pro 


Met 


Tyr 


He 


Leu 


Leu 


Gly Val 


Leu 


Ser 


Phe 


Leu 


Asp 


Met 


Trp 


Leu 


Ser 


Ser 


65 










70 










75 










80 


Vai 


Tip 
IXC 


Val 


Pro 


Xaa 
85 


He 


He 


Leu 


Asn 


Phe 
90 


Thr 


Pro 


Ala 


Asn 


Lys 
95 


Ala 


He 


Pro 


Phe 


Gly Gly Cys 


Val 


Ala 


Gin 


Leu 


Tyr 


Phe 


Phe 


His 


Phe 


Leu 








100 










105 










110 








OCX 


Thr 


Gin 


Cys 


Phe 


Leu 


Tyr 


Thr 


Leu 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 






115 










120 










125 








Leu 


Ala 


He 


Cys 


Gin 


Pro 


Leu 


Arg Tyr 


Pro 


Val 


Leu Met Asn Gly Arg 




JL _? \J 










135 










140 










Leu 


Cys 


Thr 


Val 


Leu 


Val 


Ala 


Gly Ala Trp Val 


Ala Gly 


Ser 


Met 


His 


-L *± -J 










150 










155 










160 


Glv 


Ser 


He 


Gin 


Ala 


Thr 


Leu 


Thr 


Phe 


Arg 


Leu 


Pro 


Tyr 


Cys 


Gly 


Pro 








165 










170 










175 




Asn 


Gin 


Val 


Asp 
180 


Tyr 


Phe 


He 


Cys 


Asp 
185 


He 


Pro 


Ala 


Val 


Leu 
190 


Arg 


Leu 


Ala 


Cys 


Ala 
195 


Asp 


Thr 


Thr 


Val 


Asn 
200 


Glu 


Leu 


Val 


Thr 


Phe 
205 


Val 


Asp 


He 


Gly 


Val 


Val 


Ala 


Ala 


Ser 


Cys 


Phe 


Met 


Leu 


He 


Leu 


Leu 


Ser 


Tyr 


Ala 


210 










215 










220 










Asn 


He 


Val 


Asn 


Ala 


He 


Leu 


Lys 


He 


Arg 


Thr 


Thr Asp Gly Arg Arg 


225 










230 










235 










240 


Arg 


Ala 


Phe 


Ser 


Thr 
245 


Cys 


Gly 


Ser 


His 


Leu 
250 


He 


Val 


Val 


Thr 


Val 
255 


Tyr 


Tyr 


Val 


Pro 


Cys 


He 


Phe 


He 


Tyr Leu 


Arg 


Ala 


Gly Ser 


Lys 


Gly Pro 








260 










265 










270 






Leu 


Asp 


Gly 
275 


Ala 


Ala 


Ala 


Val 


Phe 
280 


Tyr 


Thr 


Val 


Val 


Thr 
285 


Pro 


Leu 


Leu 


Asn 


Pro 
290 


Leu 


He 


Tyr 


Thr 


Leu 
295 


Arg 


Asn 


Gin 


Glu 


Val 
300 


Lys 


Ser 


Ala 


Leu 


Lys 


Arg 


He 


Thr 


Ala Gly 


Gin 


Gly Thr Glu Xaa 


Lys 


Xaa 


Val 






305 










310 










315 













<210> 1983 
<211> 310 
<212> PRT 

<213> Unknown (H38g901 protein) 
<220> 

<223> Synthetic construct 
<400> 1983 

Met Gly Lys Thr Lys Asn Thr Ser Leu Asp Ala Val Val Thr Asp Phe 
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1 








5 










10 








15 




He 


Leu 


Leu 


Gly Leu 


Ser 


His 


Pro 


Pro 


Asn 


Leu 


Arg 


Ser Leu 


Leu 


Phe 








20 










25 








30 






Leu 


Val 


Phe 


Phe 


He 


He 


Tyr 


He 


Leu 


Thr 


Gin 


Leu 


Gly Asn Leu 


Leu 






35 










40 










45 






He 


Leu 


Leu 


Thr 


Met 


Trp 


Ala 


Asp 


Pro 


Lys 


Leu 


Cys 


Ala Arg 


Pro 


Met 




50 










55 










60 








Tyr 


He 


Leu 


Leu Gly Val 


Leu 


Ser 


Phe 


Leu Asp 


Met 


Trp Leu 


Ser 


Ser 


65 










70 










75 








80 


Val 


Thr 


Val 


Pro 


Arg 


Leu 


He 


Leu 


Asp 


Phe 


Thr 


Pro 


Ser He 


Lys 


Ala 










85 










90 








95 




He 


Pro 


Phe 


Gly Gly Cys 


Val 


Ala 


Gin 


Leu Tyr 


Phe 


Phe His 


Phe 


Leu 








100 










105 








110 






Gly 


Ser 


Thr 


Gin 


Cys 


Phe 


Leu 


Tyr 


Thr 


Leu 


Met 


Ala 


Tyr Asp Arg 


Tyr 






115 










120 










125 






Leu 


Ala 


He 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Pro 


Val 


Leu 


Met Asn Gly 


Arg 




130 










135 










140 








Leu 


Cys 


Thr 


Val 


Leu 


Val 


Ala 


Gly Ala Trp Val 


Ala 


Gly Ser 


Met 


His 


145 










150 










155 








160 


Gly 


Ser 


He 


Gin 


Ala 


Thr 


Leu 


Thr 


Phe 


Arg 


Leu 


Pro 


Tyr Cys 


Gly 


Pro 










165 










170 








175 




Asn 


Gin 


Val 


Asp 


Tyr 


Phe 


He 


Cys 


Asp 


He 


Arg 


Ala 


Val Leu 


Arg 


Leu 








180 










185 








190 






Ala 


Cys 


Ala 


Asp 


Thr 


Thr 


Val 


Asn 


Glu 


Leu 


Val 


Thr 


Phe Val 


Asp 


Val 






195 










200 










205 






Arg 


Val 


Val 


Ala 


Ala 


Ser 


Cys 


Phe 


Met 


Leu 


He 


Leu 


Leu Ser 


Tyr 


Ala 




210 










215 










220 








Asn 


He 


Val 


His 


Ala 


He 


Leu 


Lys 


He 


Arg 


Thr 


Ala 


Asp Gly Arg 


Arg 


225 










230 










235 








240 


Arg 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


He 


Val 


Val Thr 


Val 


Tyr 










245 










250 








255 




Tyr 


Val 


Pro 


Cys 


He 


Phe 


He 


Tyr Leu Arg Ala Gly 


Ser Lys 


Asp 


Pro 








260 










265 








270 






Leu 


Asp 


Gly 


Ala 


Ala 


Ala 


Val 


Phe Tyr Thr Val 


Val 


Thr Pro 


Leu 


Leu 






275 










280 










285 






Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Gin Glu 


Val 


Lys Ser 


Ala 


Leu 




290 










295 










300 








Lys 


Arg 


He 


Thr Ala Gly 





















305 310 



<210> 1984 
<211> 300 
<212> PRT 

<213> Unknown (H38g902 protein) 
<220> 

<223> Synthetic construct 



<400> 1984 



Met 


Phe 


He 


Leu 


Thr Gly 


Phe 


Thr Asp Asp Phe 


Glu 


Leu 


Gin 


Val 


Phe 


1 








5 




10 








15 




Leu 


Phe 


Leu 


Leu 


Phe Phe 


Ala 


He Tyr Leu Phe 


Thr 


Leu 


He Gly 


Asn 








20 






25 






30 






Leu 


Gly 


Leu 


Val 


Val Leu 


Val 


He Glu Asp Ser 


Trp 


Leu 


His 


Asn 


Pro 






35 








40 




45 








Met 


Tyr 


Tyr 


Phe 


Leu Ser 


Val 


Leu Ser Phe Leu Asp 


Ala 


Cys 


Tyr 


Ser 




50 








55 




60 










Thr 


Val 


Val 


Thr 


Pro Lys 


Met 


Leu Val Asn Phe 


Leu 


Ala 


Lys 


Asn 


Lys 


65 








70 




75 










80 


Ser 


He 


Ser 


Phe 


He Gly Cys Ala Thr Gin Met 


Leu 


Leu 


Phe 


Val 


Thr 










85 




90 








95 
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Phe 


Gly 


Thr 


Thr 
100 


Glu 


Cys 


Phe 


Leu 


Leu 
105 


Ala 


Ala 


Met 


Ala 


Tyr 
110 


Asp 


His 


Tyr 


Val 


Ala 
115 


He 


Tyr 


Asn 


Pro 


Leu 
120 


Leu 


Tyr 


Ser 


Val 


Ser 
125 


Met 


Ser 


Pro 


Arg 


Val 
130 


Tyr 


Val 


Pro 


Leu 


He 
135 


Thr 


Ala 


Ser 


Tyr 


Val 
140 


Ala 


Gly 


He 


Leu 


His 


Ala 


Thr 


He 


His 


He 


Val 


Ala 


Thr 


Phe 


Ser 


Leu 


Ser 


Phe 


Cys 


Gly 


145 










150 










155 










160 


Ser 


Asn 


Glu 


He Arg His Val 


Phe 


Cys 


Asp 


Met 


Pro 


Pro 


Leu 


Leu 


Ala 










165 










170 










175 




He 


Ser 


Cys 


Ser 
180 


Asp 


Thr 


His 


Thr 


Asn 
185 


Gin 


Leu 


Leu 


Leu 


Phe 
190 


Tyr 


Phe 


Val 


Gly 


Ser 
195 


He 


Glu 


He 


Val 


Thr 
200 


He 


Leu 


He 


Val 


Leu 
205 


He 


Ser 


Cys 


Asp 


Phe 
210 


He 


Leu 


Leu 


Ser 


He 
215 


Leu 


Lys 


Met 


His 


Ser 
220 


Ala 


Lys 


Gly 


Arg 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Gly 


Val 


Thr 


He 


225 










230 










235 










240 


Tyr 


His 


Gly 


Thr 


He 
245 


Leu 


Val 


Ser 


Tyr 


Met 
250 


Arg 


Pro 


Ser 


Ser 


Ser 
255 


Tyr 


Ala 


Ser 


Asp 


His 
260 


Asp 


He 


He 


Val 


Ser 
265 


He 


Phe 


Tyr 


Thr 


He 
270 


Val 


He 


Pro 


Lys 


Leu 
275 


Asn 


Pro 


He 


He 


Tyr 
280 


Ser 


Leu 


Arg 


Asn 


Lys 
285 


Glu 


Val 


Lys 


Lys 


Ala 
290 


Val 


Lys 


Lys 


Met 


Leu 

295 


Lys 


Leu 


Val 


Tyr 


Lys 
300 











<210> 1985 
<211> 324 
<212> PRT 

<213> Unknown (H38g903 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 



<400> 1985 



His 


Thr 


Glu 


Pro 


Arg 


Asn 


Leu 


Thr Gly Val 


Xaa 


Glu 


Phe 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Gly 


Leu 


Ser 


Glu 
20 


Asp 


Pro 


Glu 


Leu 


Gin 
25 


Pro 


Val 


Leu 


Ala 


Leu 
30 


Leu 


Ser 


Leu 


Ser 


Leu 
35 


Ser 


Met 


Tyr 


Leu 


Val 
40 


Thr 


Val 


Leu 


Arg 


Asn 
45 


Leu 


Leu 


Ser 


He 


Leu 
50 


Ala 


Val 


Arg 


Ser 


Glu 
55 


Ser 


Pro 


Leu 


His 


Thr 
60 


Thr 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


He 


Leu 


Cys 


Trp 


Ala 


Asp 


He 


Gly Phe 


Thr 


Ser 


Ala 


Thr 


65 










70 










75 










80 


Val 


Pro 


Lys 


Met 


He 
85 


Val 


Asp 


Met 


Gin 


Trp 
90 


Tyr 


Ser 


Lys 


Val 


He 
95 


Ser 


His 


Ala 


Gly 


Cys 
100 


Leu 


Thr 


Gin 


Met 


Ser 
105 


Phe 


Leu 


Val 


Leu 


Phe 
110 


Ala 


Cys 


He 


Glu 


Gly 


Met 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Tyr Asp 


Cys 


Phe 


Val 


Gly 






115 










120 










125 








He 


Cys 
130 


Arg 


Pro 


Leu 


His 


Tyr 
135 


Pro 


Val 


He 


Val 


Asn 
140 


Pro 


His 


Leu 


Cys 


Val 


Phe 


Phe 


Val 


Leu 


Val 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


145 










150 










155 










160 


Leu 


His 


Ser 


Trp 


He 


Val 


Leu 


Gin 


Phe 


Thr 


He 


He 


Lys 


Asn 


Val 


Glu 
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1 

lOJ 










1 *7f» 

1 /u 






I/O 




He 


Ser 


Asn 


r*ne 

1 on 


val 


uys 


Asp 


Pro 


ber 


vain Lieu 


Leu Lys 


Leu 
190 


Ala 

Ala 


Cys 


Ser 


Asp 


Ser 
195 


val 


lie 


Asn 


Ser 


lie 
200 


pne 


T 1 /-«. TV, . 

lie ryr 


Pne t»iy 
205 


Ser 


Thr 


wet 


Pne 


Gly 
210 


Pne 


Leu 


Pro 


lie 


Ser 
215 


w»iy 


lie 


Leu Leu 


Ser Tyr 
220 


Tyr 


Lys 


lie 


Val 


Pro 


Ser 


T 1 a 

lie 


Leu 


Arg 


T 1 A 

lie 


ber 


Ser 


Ser Asp 


Gly Lys 


Tyr 


Lys 


Ala 


225 










z ju 








235 










Pne 


Ser 


Thr 


Tyr 


Gly 


Ser 


HIS 


T a** 

Leu 


Ala 


Val Phe 


cys xaa 


Phe Asp 


Gly 










O A tZ 










250 






255 




Thr 


Gly 


He 


Gly 

9 A A 


val 


Tyr 


Leu 


Tnr 


Ser 
265 


Ala Val 


Ala Fro 


Pro 
270 


Pro 


Arg 


Asn 


Gly 


Val 
275 


Val 


Val 


Ser 


Val 


Lys 
280 


Xaa 


Ala Val 


Val Thr 
285 


Pro 


Met 


Pro 


Asn 


Leu 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn Arg Asp 


He Gin 


Ser 


Ala 


Leu 




290 










295 








300 








Arg 


Arg 


Leu 


Pro 


Asn 


Lys 


Thr 


Val 


Glu 


Ser Pro 


Xaa Ser 


Val 


Pro 


Ser 


305 










310 








315 








320 


Phe 


Phe 


Trp 


Cys 























<210> 1986 
<211> 335 
<212> PRT 

<213> Unknown (H38g904 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (335) 

<223> Xaa = Any Amino Acid 



<400> 1986 

Asp Thr Asp Pro Gin Ser lie Thr Asp Val Ser lie Phe Leu Leu Leu 

15 10 15 

Glu Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Val Ala Gly Leu Phe 

20 25 30 

Leu Ser Met Cys Leu Val Met Val Leu Gly Asn Leu Leu lie lie Leu 

35 40 45 

Asp Val Ser Pro Asp Ser His Leu Pro Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Leu Pro Asp lie Gly Phe Thr Ser Thr Thr Val Pro 
65 70 75 80 

Lys Met He Val Asp He Gin Ser His Ser Lys Val He Tyr Ala Gly 

85 90 95 

Cys Leu Thr Val Met Ser Leu Phe Ala He Phe Gly Gly Met Glu Lys 

100 105 110 

Asn Met Leu Leu Ser Val Met Ala Tyr Asp Arg Phe Val Pro He Cys 

115 120 125 

His Pro Leu Tyr Arg Ser Ala He Leu Asn Pro Cys Phe Cys Gly Phe 

130 135 140 

Leu Asn Leu Leu Ser Phe Phe Phe Phe Leu Ser Leu Leu Asp Ser Gin 
145 150 155 160 

Leu His Asn Leu He Ala Leu Gin Met Thr Cys Phe Lys Asp Val Glu 

165 170 175 

He Pro Asn Phe Phe Trp Glu Pro Ser Gin Leu Pro His Leu Ala Cys 

180 185 190 

Cys Asp Thr Phe Thr Arg Asn He Ser Met Tyr Phe Pro Ala Ala Val 
195 200 205 
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Phe 


Gly 
210 


Phe 


Leu 


Ser 


He 


Ser 
215 


Gly 


Thr 


Leu 


Phe 


Ser 
220 


Tyr 


Cys 


Lys 


Met 


Val 


Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly 


Gly 


Lys 


Tyr 


Lys 


Ala 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Xaa 


Gly 
245 


Ser 


His 


Leu 


Ser 


Val 
250 


Val 


Cys 


Xaa 


Phe 


Tyr 
255 


Gly 


Thr 


Gly 


Val 


Gly Glu 


Tyr 


Leu 


Gly 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 






260 










265 










270 






Lys 


Gly 


Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 




275 










280 










285 








Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn Gly 


Asp 


He 


Lys 


Ser 


Val 


Leu 




290 










295 










300 










Arg 


Arg 


Pro 


Gin 


Gly 


Ser 


Thr 


Val 


Ser 


Ser 


Gin 


Tyr 


Leu 


Leu 


He 


Cys 


305 










310 










315 










320 


Ser 


He 


Pro 


Phe 


Val 
325 


Gly 


Trp 


Val 


Asn 


Lys 
330 


Asp 


Ser 


Lys 


Val 


Lys 
335 





<210> 1987 
<211> 310 
<212> PRT 

<213> Unknown (H3 8g905 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> {!)... (310) 

<223> Xaa = Any Amino Acid 



<400> 1987 



Met 
1 


Glu 


Asn 


Arg 


Lys 
5 


Asn 


Val 


Thr 


Xaa 


Phe 
10 


He 


Leu 


Leu 


Gly 


Leu 
15 


Thr 


Gin 


Asn 


Pro 


Glu 
20 


Gly 


Gin 


Lys 


Val 


Leu 
25 


Phe 


Val 


Thr 


Phe 


Leu 
30 


Leu 


He 


Tyr 


He 


Val 


Thr 


He 


Met 


Gly 


Asn 


Leu 


Leu 


He 


Met 


Val 


Thr 


He 


Met 




35 










40 










45 








Ala 


Ser 
50 


Gin 


Ser 


Leu 


Gly 


Ser 
55 


Pro 


Met 


Tyr 


Phe 


Phe 
60 


Leu 


Ala 


Ser 


Leu 


Ser 


Phe 


He 


His 


Thr 


Val 


Tyr 


Tyr 


Thr 


Ala 


He 


Ala 


Pro 


Lys 


Met 


He 


65 










70 










75 










80 


Val 


Asp 


Leu 


Leu 


Ser 
85 


Glu 


Lys 


Lys 


Thr 


He 
90 


Ser 


Phe 


Gin 


Gly 


Cys 
95 


Met 


Ala 


Gin 


Leu 


Phe 
100 


Met 


Asp 


His 


Leu 


Phe 
105 


Ala 


Gly 


Ala 


Glu 


Val 
110 


He 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Tyr 


Asp 


Gin 


Tyr Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Tyr 
130 


Leu 


He 


He 


Met 


Asn 
135 


Arg 


Arg 


Val 


Cys 


Val 
140 


Leu 


Met 


Leu 


Leu 


Val 


Ala 


Trp 


He 


Gly 


Gly 


Phe 


Leu 


His 


Ser 


Leu 


Val 


Gin 


Phe 


Leu 


Phe 


145 










150 










155 










160 


He 


Tyr 


Gin 


Leu 


Pro 
165 


Phe 


Cys 


Gly 


Pro 


Asn 
170 


Val 


He 


Asp 


Asn 


Phe 
175 


Leu 


Cys 


Asp 


Leu 


Tyr 
180 


Pro 


Leu 


Leu 


Lys 


Leu 
185 


Ala 


Cys 


Thr 


Asn 


Thr 
190 


Tyr 


Val 


Thr 


Gly 


Leu 


Ser 


Met 


He 


Ala 


Asn 


Gly Gly 


Ala 


He 


Cys 


Thr 


Val 


Thr 






195 










200 










205 








Phe 


Phe 


Pro 


Leu 


Leu 


Leu 


Ser 


Tyr 


Gly Val 


He 


Leu 


Pro 


Ser 


Leu 


Lys 




210 










215 










220 










Thr 


Gin 


Ser 


Leu 


Glu 


Gly 


Lys 


Cys 


Lys 


Ala 


Phe 


Tyr 


Thr 


Cys 


Ala 


Ser 


225 










230 










235 










240 


His 


He 


Thr 


Val 


He 


Thr 


Leu 


Phe 


Phe 


Val 


Pro 


Cys 


He 


Phe 


Leu 


Leu 
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245 

Ala Arg Pro Asn Ser Thr Phe Pro 
260 

Leu Thr Cys He Thr Pro Met Leu 
275 280 
Asn Ala Glu Met Lys Ser Ala Met 

290 295 
Ser Leu Ala Gly Lys Gly 
305 310 



250 255 
He Asp Lys Ser Met Thr Val Val 
265 270 
Lys Pro Leu He Tyr Ala Leu Arg 
285 

Arg Lys Leu Trp Ser Glu Lys Val 
300 



<210> 1988 
<211> 308 
<212> PRT 

<213> Unknown (H38g906 protein) 
<220> 

<223> Synthetic construct 



<400> 1988 



His 


Met 


Pro 


Pro 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu Gly Leu 


Thr 


1 








5 










10 










15 




Gin 


Asn 


Pro 


His 
20 


Leu 


Gin 


Lys 


He 


Leu 
25 


Phe 


He 


Val 


Phe 


Leu 
30 


Phe 


He 


Phe 


Leu 


Phe 
35 


Thr 


Met 


Leu 


Ala 


Asn 
40 


Leu 


Phe 


He 


Val 


He 
45 


Thr 


He 


Ser 


Cys 


Ser 
50 


Pro 


Thr 


Leu 


Ser 


Ser 
55 


Pro 


Met 


Tyr 


Phe 


Phe 
60 


Leu 


Thr 


Tyr 


Leu 


Ser 


Phe 


He 


Asp 


Ala 


Ser 


Tyr 


Thr 


Ser 


Val 


Thr 


Thr 


Pro 


Lys 


Met 


He 


65 










70 










75 










80 


Thr 


Asp 


Leu 


Leu 


Tyr 
85 


Gin 


Arg 


Arg 


Thr 


He 
90 


Ser 


Leu 


Ala 


Gly 


Cys 
95 


Leu 


Thr 


Gin 


Leu 


Phe 


Val 


Glu 


His 


Leu 


Leu 


Gly Gly 


Ser 


Glu 


He 


He 


Leu 








100 










105 










110 






Leu 


He 


Val 


Met 


Ala 


Tyr Asp Arg Tyr Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Thr 


Thr 


He 


Met 


Gin 


Gin Gly 


He 


Cys 


His 


Leu 


Leu 


Val 


Val 




130 










135 










140 










He 


Ala 


Trp 


He 


Gly 


Gly 


He 


Leu 


His 


Ala 


Thr 


Val 


Gin 


He 


Leu 


Phe 


145 










150 










155 










160 


Met 


Thr 


Asp 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 


He Asp 


His 


Phe 


Met 










165 










170 










175 




Cys 


Asp 


Leu 


Phe 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Arg Asp 


Thr 


Tyr 


Arg 








180 










185 










190 






Leu 


Gly 


Met 


Leu 


Val 


Ala 


Ala 


Asn 


Ser Gly Ala 


Met 


Cys 


Leu 


Leu 


He 






195 










200 










205 








Phe 


Ser 


Leu 


Leu 


Val 


He 


Ser Tyr 


He Val 


He 


Leu 


Ser 


Ser 


Leu 


Lys 




210 










215 










220 










Ser 


Tyr 


Ser 


Ser 


Glu 


Gly Gin His 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


225 










230 










235 










240 


His 


Phe 


Thr 


Val 


Val 
245 


Val 


Leu 


Phe 


Phe 


Val 
250 


Pro 


Cys 


He 


Phe 


Thr 
255 


Tyr 


Met 


His 


Pro 


Val 
260 


Val 


Thr 


Tyr 


Ser 


Val 
265 


Asp 


Lys 


Leu 


Val 


Thr 
270 


Val 


Phe 


Phe 


Ala 


He 
275 


Leu 


Thr 


Pro 


Met 


Leu 
280 


Asn 


Pro 


He 


He 


Tyr 
285 


Thr 


Val 


Arg 


Asn 


Thr 


Glu 


Val 


Lys 


Asn 


Ala 


Val 


Arg 


Ser 


Leu 


Leu 


Arg 


Lys 


Arg 


Val 



290 295 300 



Thr Val Tyr Ala 
305 



<210> 1989 
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<211> 166 
<212> PRT 

<213> Unknown (H3 8g907 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (166) 

<223> Xaa = Any Amino Acid 



<400> 1989 



Met 




Thr 


Thr 


Leu 


Leu 


Met 


Ala 


1 








5 








Val 


He 


Pro 


His 


Ser 


Phe 


Cys 


Asp 








20 










Leu 


Ser 


Asp 


Thr 


Arg 


Val 


Asn 


Glu 






35 










40 


Leu 


He 


Leu 


Val 


He 


Pro 


Ser 


He 




50 










55 




He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


65 










70 






Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 










85 








Gly 


Thr 


Val 


He 


Gly 


Leu 


Tyr 


Leu 








100 










Leu 


Lys 


Asp 


Thr 


Val 


Met 


Ala 


Met 






115 










120 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 




130 










135 




Leu 


Ser 


Arg 


Val 


He 


His 


Gin 


Lys 


145 










150 






Xaa 


His 


Leu 


Glu 


Leu 


Leu 







165 



<210> 1990 
<211> 333 
<212> PRT 

<213> Unknown (H38g908 protein) 
<220> 

<223> Synthetic construct 



Arg Leu Cys Leu Cys Ala Asp Asn 

10 15 
Met Ser Ala Leu Leu Lys Leu Ala 
25 30 
Xaa Val He Phe He Met Gly Gly 
45 

Leu He Leu Gly Ser Tyr Ala Arg 
60 

Pro Ser Ser Lys Cys He Cys Lys 

75 80 
Leu Ser Val Val Ser Leu Phe Tyr 

90 95 
Cys Ser Ser Ala Asn Ser Ser Thr 
105 110 
Met Tyr Thr Val Val Thr Pro Met 
125 

Arg Asn Arg Asp Met Lys Gly Ala 
140 

Lys Thr Phe Phe Ser Leu Xaa Xaa 
155 160 



<221> VARIANT 

<222> (1)...{333) 

<223> Xaa = Any Amino Acid 



<400> 1990 

Met Gly Pro Lys Asn Leu Thr Arg 

1 5 
Phe Leu Asp Asp Leu Glu Leu Gin 
20 

Thr Met His Leu Val Thr Val Leu 

35 40 
Leu Ser Ala Leu Pro His Leu His 

50 55 
Leu Ala Asp He Gly Phe Thr Pro 
65 70 
Asp Leu Gin Thr His Ser Arg He 
85 

Xaa Met Ser Phe Lys He He Phe 



Val Leu Glu Phe Phe Leu Leu His 

10 15 
Pro Phe Leu Ser Gly Cys Pro Xaa 
25 30 
Ala Asn Leu Leu Thr Ser Phe Xaa 
45 

Asn Pro Met Asn Phe Asn Leu Ser 
60 

Ala Thr He Ser Lys He Thr Val 

75 80 
He Leu Tyr Met Ser Cys Leu Lys 

90 95 
Gly Cys Leu His Asn Leu Leu Met 
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100 105 110 



Thr 


Val 


Met 


Ala Tyr Asp 


Pro 


Phe 


Val 


Ala 


Thr 


Cys 


His 


Leu 


Leu Tyr 






115 








120 










125 






Tyr 


Thr 


Val 


He Arg Asn 


Pro 


His 


Leu 


Cys 


Gly 


Leu 


Leu 


Leu 


Leu Val 




130 








135 










140 








Ser 


Leu 


Phe 


Ser Leu 


Ser 


Phe 


Pne 


Til- 

Phe 


Leu 


He 


Ser 


Leu 


Leu 


Glu Thr 


145 








150 










155 








160 


Gin 


Leu 


Tyr 


Ser Leu 


Met 


Val 


Ser 


Gin 


Val 


Leu 


Cys 


Met 


Gin 


Asp Val 








165 










170 










175 


Asp 


He 


Pro 


His Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Phe 


Leu 


His 


Leu Ser 








180 








185 










190 




Cys 


Ser 


Asp 


Thr Ala 


Thr 


Asn 


Asn 


Thr 


Leu 


Met 


His 


Phe 


He 


Gly Ala 






195 








200 










205 






He 


Phe 


Cys 


Gly Pro 


Phe 


Ser 


Gly 


He 


Leu 


Tyr 


Cys 


Tyr 


Thr 


Gin He 




210 








215 










220 








Met 


Phe 


Ser 


He Leu 


He 


Thr 


Leu 


Xaa 


Asn 


Val 


Gly 


Ser 


He 


Lys Gin 


225 








230 










235 








240 


Thr 


Phe 


Ser 


Thr His 


Arg 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Leu 


Phe Tyr 








245 










250 










255 


Gly Thr 


Gly 


Leu Gly Val Tyr 


Leu 


Ser 


Leu 


Ala 


Gly 


Ser 


Pro 


Ser Pro 








260 








265 










270 




Arg 


Thr 


Gly 


Val Val 


Ala 


Ser 


Met 


Val 


Tyr 


Thr 


Thr 


Val 


Thr 


Leu Met 






275 








280 










285 






Leu 


Asn 


Pro 


Val He 


His 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


He 


Lys 


Asn Thr 




290 








295 










300 








Trp Trp 


Trp 


Leu Leu 


Ser 


He 


Thr 


Ala 


Trp 


Tyr 


Gin 


Tyr 


Leu 


Cys Tyr 


305 








310 










315 








320 


Pro 


Leu 


Trp 


Ser Val 


Val 


Arg 


Lys 


Asn 


Ser 


Lys 


Leu 


Lys 







325 330 



<210> 1991 

<211> 308 

<212> PRT 

<213> Unknown (H38g909 protein) 
<220> 

<223> Synthetic construct 

<400> 1991 
Met Gly Thr Ser Asn 

1 5 
Lys Asn Pro Glu Leu 
20 

Tyr Val Thr Thr Val 
35 

Ala Ser Trp Ser Leu 
50 

Ser Leu Met Gly Ala 
65 

Val Asp Ser Leu Arg 
85 

Gin Leu Phe Ala Glu 
100 

Thr Val Met Val Cys 
115 

Asp Thr Thr He Met 
130 

Ala Trp Val Gly Gly 
145 

Leu Tyr Gin He Pro 
165 



Asn 


Glu 


Thr 


Glu 


Phe 


He 


Leu 


Leu Gly 


He 


Thr 










10 










15 




Arg 


Lys 


He 


Phe 
25 


Ser 


Ala 


Leu 


Phe 


Leu 
30 


Ala 


Met 


Leu 


Gly 


Asn 
40 


Leu 


Phe 


He 


Val 


Val 
45 


Thr 


Leu 


Ala 


Arg 


Ser 
55 


Pro 


Met 


Tyr 


Phe 


Ser 
60 


Leu 


Thr 


Ser 


Leu 


Thr 


Tyr 


Ser 


Ser 


He 


Thr 


Ala 


Pro 


Lys 


Met 


Thr 


70 










75 










80 


Ser 


Thr 


Thr 


He 


Ser 


Leu Glu Gly Cys 


Met 


Thr 










90 










95 




His 


Phe 


Ser 


Asp 
105 


Gly 


Val 


Ala 


He 


He 
110 


Leu 


Leu 


Asp 


Cys 


Tyr 
120 


Glu 


Ala 


He 


Ser 


Lys 
125 


Pro 


Leu 


His 


Ser 


Pro 
135 


Arg 


Val 


Cys 


Cys 


Leu 
140 


Leu 


Val 


Val 


Glu 


Leu 


Thr 


His 


Ala 


Thr 


He 


Gin 


Leu 


Phe 


Phe 


Phe 


150 










155 










160 


Phe 


Cys 


Gly 


Pro 


Asn 


He 


He 


Asp 


His 


Phe 


He 



170 175 
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Cys 


Asp 


Leu 


Phe 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Tyr 


Met 


Asp 


Thr 


His 


Met 




180 










185 










190 






Leu 


Gly 


Leu 


Leu 


Val 


He 


Leu 


Asn 


Ser 


Gly Val 


Met 


Cys 


Met 


Ala 


He 




195 










200 










205 








Phe 


Leu 
210 


He 


Leu 


He 


Ala 


Ser 
215 


Tyr 


He 


Val 


Thr 


Leu 
220 


Tyr 


Ser 


Leu 


Lys 


Ser 


Cys 


Ser 


Ser 


Val 


Gly 


Arg 


Arg Asn 


Thr 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


225 








230 










235 










240 


His 


His 


Thr 


Val 


Val 
245 


He 


Leu 


Phe 


Phe 


Val 
250 


Glu 


Cys 


lie 


Phe 


Leu 
255 


Tyr 


He 


Arg 


Pro 


Val 


Val 


Thr 


Tyr 


Pro 


He 


Asp 


Lys 


Asp 


Met 


Ala 


He 


Ser 






260 










265 










270 






Phe 


Thr 


He 
275 


Val 


Ala 


Pro 


Met 


Leu 
280 


Asn 


Pro 


Leu 


He 


Tyr 
285 


Thr 


Leu 


Arg 


Gly 


lie 


Lys 


Val 


Lys 


Asn 


Ala 


He 


Arg 


Lys 


Met 


Trp 


Met 


Lys 


Gin 


Gly 


290 










295 










300 










Thr 


Leu 


Gly 


Gly 



























305 



<210> 1992 
<211> 318 
<212> PRT 

<213> Unknown (H38g910 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(318) 

<223> Xaa = Any Amino Acid 



<400> 1992 



Met 


Ala 


Pro Thr 


Asn 


Leu 


Thr 


Ser Ala 


Pro 


Val 


Phe 


Leu 


Leu 


Leu 


Gly 


1 






5 








10 










15 




Leu 


Val 


Asp Gly 
20 


Thr 


Asp 


Ala 


His Pro 
25 


Leu 


Leu 


Phe 


Leu 


Leu 
30 


Cys 


Leu 


Gly 


He 


Tyr Leu 


Leu 


Asn 


Ala 


Leu Ser 


Asn 


Leu 


Ser 


Met 


Val 


Ala 


Leu 




35 








40 








45 








Val 


Arg 
50 


Ser Asp 


Gly 


Ala 


Leu 
55 


Arg Ser 


Pro 


Met 


Tyr 
60 


Tyr 


Phe 


Leu 


Gly 


His 


Leu 


Ser Leu 


Val 


Asp 


Val 


Cys Phe 


Thr 


Thr 


Val 


Thr 


Val 


Pro 


Arg 


65 








70 








75 










80 


Leu 


Leu 


Ala Gly 


Leu 


Leu 


His 


Pro Gly Gin Ala 


He 


Ser 


Phe 


Gin 


Ala 






85 








90 










95 




Cys 


Leu 


Ala Glu 


Met 


Tyr 


Phe 


Phe Val 


Thr 


Leu 


Gly 


He 


Thr 


Glu 


Ser 




100 








105 










110 






Tyr 


Leu 


Met Ala 


Ala 


Met 


Ser 


Xaa Arg 


Ala Arg 


Arg 


Arg 


Val 


Pro 


Ala 




115 








120 








125 








Pro 


Leu 


Tyr Gly 


Ala 


Leu 


Val 


Thr Pro 


Ser 


Ala 


Cys 


Ala 


Ser 


Leu 


Val 




130 






135 








140 










Arg 


Ala 


Ser Trp 


Ala 


Val 


Thr 


His Leu 


His 


Ser 


Leu 


Leu 


His 


Thr 


Leu 


145 








150 








155 










160 


Leu 


Leu 


Ser Ala 


Leu 
165 


Ser 


Tyr 


Pro Tyr 


Pro 
170 


Thr 


Pro 


Val 


Arg 


Pro 
175 


Phe 


Phe 


Cys 


Asp Met 


Thr 


Val 


Met 


Leu Ser 


Leu 


Ala 


Thr 


Ser 


Asp 


Thr 


Ser 




180 








185 










190 






Ala 


Ala 


Glu Thr 


Ala 


He 


Phe 


Ser Glu Gly Leu 


Ala 


Val 


Val 


Leu 


Ala 






195 








200 








205 








Pro 


Leu 


Leu Leu 


Val 


Phe 


Leu 


Ser Tyr Ala Arg 


He 


Leu 


Val 


Ala 


Val 




210 








215 








220 










Leu 


Gly 


Leu Pro 


Arg 


Pro 


Arg 


Arg Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ala 


His 
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225 230 



Leu 


Val 


Ala 


Val 


Ala 


Val 


Ala 


Leu 


Phe 










245 










Tyr 


Phe 


Pro 


Pro 


Ser 


Ser 


Ala 


Tyr 


Ser 






260 










265 


Ser 


Val 


Val 


Tyr 


Ala 


Val 


He 


Thr 


Pro 






275 










280 




Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 




290 










295 






Trp Arg 


Ala 


Ala 


Pro 


Gin 


Glu 


Ala 


Trp 



305 310 

<210> 1993 
<211> 311 
<212> PRT 

<213> Unknown (H38g911 protein) 
<220> 

<223> Synthetic construct 



<400> 1993 



Met 


Lys 


Gly Ala 


Asn 


Leu 


Ser 


Gin 


Gly 


1 








5 










Leu 


Thr 


Thr 


Asp 


Pro 


Gin 


Leu 


Gin 


Arg 








20 










25 


Gly 


Met 


Tyr 


Thr 


Ala 


Thr 


Leu 


Leu 


Gly 






35 










40 




He 


His 


Val 


Ser 


Ala 


Thr 


Leu 


His 


Thr 




50 










5b 






Ser 


Leu 


Ser 


Phe 


Leu 


Asp 


Phe 


Cys 


Tyr 


65 










/o 








Thr 


Leu 


Val 


Asn 


Pne 


Leu 


Aid 


Lys 


Arg 










fj r- 

85 










Cys 


Met 


Thr 


Gin 


Met 


Phe 


Phe 


Tyr 


Ala 








100 










105 


Tyr 


Leu 


He 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 






115 










120 




Pro 


Leu 


Leu 


Tyr 


Ser 


Thr 


He 


Met 


Ser 




130 










135 






He 


Val 


Gly 


Ser 


Tyr 


Ser 


Ala 


Gly 


Phe 


145 










150 








Gly 


Cys 


He 


Phe 


Ser 


Leu 


Lys 


Phe 


Cys 










165 










Phe 


Phe 


Cys 


Asp 


Gly 


Pro 


Pro 


He 


Leu 








180 










185 


Ser 


Leu 


Cys 


Glu 


He 


Leu 


Leu 


Phe 


He 






195 










200 




Ser 


Cys 


Thr 


Leu 


Thr 


He 


Leu 


He 


Ser 




210 










215 






He 


Leu 


Lys 


Met 


Ser 


Ser 


Ala 


Gin 


Gly 


225 










230 








Cys 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


He 


Cys 










245 










Phe 


Met 


Tyr 


Leu 


Arg 


Pro 


Arg 


Ser 


Ser 








260 










265 


Thr 


Val 


Ala 


Val 


He 


Tyr 


Thr 


Val 


Val 






275 










280 




Met 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 




290 










295 






Trp 


Gly 


Arg 


Lys 


Thr 


Met 


Glu 
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235 








240 


Phe Gly 


Ser 


Val Leu 


Ser 


Val 


250 








255 




Ala 


Arg 


Tvr 


Asp Arg 
270 


Leu 


Ala 


Thr 


Leu 


Asn 


Pro Phe 
285 


He 


Asn 


Ala 


Leu 


Lys 
300 


Arg Gly 


Leu 


Arg 


Arg 


Ala 
315 


Asn 


Leu Ala 







Met 


Glu 


Phe 


V»IU 


Leu 


Leu Gly 


10 










15 




Leu 


Leu 


Phe 


Val 


Val 


Phe 


Leu 










30 






Asn 


Leu 


Val 


Met 


Phe 


Leu 


Leu 








45 








Pro 


Met 


Tyr 


Ser 


Leu 


Leu 


Lys 






60 










Ser 


Ser 


Thr 


Val 


Val 


Pro 


Gin 




75 










80 


Lys 


Val 


He 


Ser 


Tyr 


Phe Gly 


90 










95 




Gly 


Phe 


Ala 


Thr 


Ser 


Glu 


Cys 










110 






Arg 


Tyr 


Ala 


Ala 


He 


Cys 


Asn 








125 








Pro 


Glu 


Val 


Cys 


Ala 


Ser 


Leu 






140 










Leu 


Asn 


Ser 


Leu 


He 


His 


Thr 




155 










160 


Gly Ala 


His 


Val 


Val 


Thr 


His 


170 










175 




Ser 


Leu 


Ser 


Cys 


Val 


Asp 


Thr 










190 






Phe Ala- Gly 


Phe 


Asn 


Leu 


Leu 








205 








Tyr 


Phe 


Leu 


He 


Leu 


Asn 


Thr 






220 










Arg 


Phe 


Lys 


Ala 


Phe 


Ser 


Thr 




235 










240 


Leu 


Phe 


Phe 


Gly Thr 


Thr 


Leu 


250 










255 




Tyr 


Ser 


Leu 


Thr 


Gin 


Asp 


Arg 










270 






He 


Pro 


Val 


Leu 


Asn 


Pro 


Leu 








285 








Lys 


Lys 


Ala 


Leu 


He 


Lys 


Val 



300 
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<210> 1994 
<211> 316 
<212> PRT 

<213> Unknown (H38g912 protein) 
<220> 

<223> Synthetic construct 



<400> 1994 



Met 


Gin 


Asn 


Gin 


Ser 


Phe 


Val 


Thr 


Glu 


Phe 


Val 


Leu 


Leu Gly Leu 


Ser 


1 








5 










10 










15 




Gin 


Asn 


Pro 


Asn 


Val 


Gin 


Glu 


He 


Val 


Phe 


Val 


Val 


Phe 


Leu 


Phe 


Val 








20 










25 










30 






Tvr 


lie 


Ala 


Thr 


Val 


Gly 


Glv 


Asn 


Met 


Leu 


He 


Val 


Val 


Thr 


He 


Leu 






35 










40 










45 










Ser 




Ala 


Leu 


Leu 


Val 


Ser 


Pro 


Met 


Tvr 


Phe 


Phe 


Leu 


Gly 


Phe 




SO 










55 










60 










LiGU 




Php 
rl it; 


Leu Asp Ala 




Phe 


Ser 


Ser 


Val 


He 


Thr 


Pro 


Lys 


Met 


O J 










/ \j 










75 










80 


Tip 


v ax 




Ser 


Leu 


Tyr 


Val 


Thr 


Lys 


Thr 


He 


Ser 


Phe Glu Gly Cys 










85 










90 










95 




Mot- 
net 




bin 


Leu 


Phe 


Ala 


v?JL U 




Phe 


Phe 


Ala 


Gly Val 


Glu 


Val 


He 








100 










105 










110 






Val 


u8U 


I fur 


Ala 


Met 


Ala 




Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 






lit: 










120 










125 








Leu 




Tyr 


Ser 


Ser 


He 


ITitr L. 




Arg Arg 


Leu 


Cys 


Gly 


He 


Leu 


Met 




JL _> VJ 










135 










140 












veil 


Ala 


Trp 


Thr 


Gly 


Glv 


Leu 


Leu 


His 


Ser 


Met 


He 


Gin 


He 


Leu 


1 as 

J. J 










150 










155 










160 


Phe 


Thr 


Phe 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 


He 


Asn 


His 


Phe 










165 










170 










175 




Met 


Cys 


Asp 


Leu Tyr 


Pro 


Leu 


Leu 


Glu 


Leu 


Ala 


Cys 


Thr 


Asp 


Thr 


His 








180 










185 










190 






lie 


Phe 


Gly 


Leu 


Met 


Val 


Val 


He 


Asn 


Ser 


Gly 


Phe 


He 


Cys 


He 


He 






195 










200 










205 








Asn 


Phe 


Ser 


Leu 


Leu 


Leu 


Val 


Ser 


Tyr 


Ala 


Val 


He 


Leu 


Leu 


Ser 


Leu 




210 










215 










220 










Arg 


Thr 


His 


Ser 


Ser 


Glu 


Gly 


Arg 


Trp 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


225 










230 










235 










240 


Ser 


His 


He 


Ala 


Val 


Val 


He 


Leu 


Phe 


Phe 


Val 


Pro 


Cys 


He 


Phe 


Val 










245 










250 










255 




Tyr 


Thr 


Arg 


Pro 


Pro 


Ser 


Ala 


Phe 


Ser 


Leu 


Asp 


Lys 


Met 


Ala 


Ala 


He 






260 










265 










270 






Phe 


Tyr 


He 


He 


Leu 


Asn 


Pro 


Leu 


Leu 


Asn 


Pro 


Leu 


He 


Tyr Thr 


Phe 






275 










280 










285 








Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gin 


Ala 


Met 


Arg 


Arg 


He 


Trp 


Asn 


Arg 


Leu 




290 










295 










300 










Met 


Val 


Val 


Ser Asp Glu 


Lys 


Glu 


Asn 


He 


Lys 


Leu 










305 










310 










315 













<210> 1995 
<211> 310 
<212> PRT 

<213> Unknown (H38g913 protein) 
<220> 

<223> Synthetic construct 
<400> 1995 

Met Gin Leu Asn Asn Asn Val Thr Glu Phe He Leu Leu Gly Leu Thr 
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1 5 



Gin 


Asp 


Pro 


Phe 


Trp 


Lys 


Lys 


He 








20 










Tyr 


Leu 


Gly Thr 


Leu 


Leu 


Gly Asn 






35 










40 


Ala 


Ser 


Gin 


Ala 


Leu 


Lys 


Asn 


Pro 




50 










55 




Ser 


Leu 


Ser 


Asp 


Thr 


Cys 


Leu 


Ser 


65 










70 






Val 


Asp 


Ala 


Leu 


Leu 


Lys 


Lys 


Thr 










85 








He 


Gin 


Val 


Phe 


Ser 


Ser 


His 


Val 








100 










Leu 


He 


Leu 


Thr 


Ala 


Val 


Asp Arg 






115 










120 


His 


Tyr 


Met 


Thr 


He 


He 


Ser 


Gin 




130 










135 




Val 


Ala 


Trp Val 


Gly 


Ser 


Cys 


Val 


145 










150 






Ala 


Leu 


Ser 


Leu 


Pro 


Phe 


Cys 


Gly 










165 








Cys 


Asp 


Leu 


Gin 


Pro 


Leu 


Leu 


Lys 








180 










Val 


Asn 


Leu 


Leu 


Leu 


Val 


Ser 


Asn 






195 










200 


Tyr 


Val 


Met 


Leu 


He 


Phe 


Ser 


Tyr 




210 










215 




Asn 


His 


Ser 


Ala 


Glu 


Val 


He 


Lys 


225 










230 






His 


He 


He 


Val 


Val 


He 


Leu 


Phe 










245 








Thr 


Cys 


Pro 


Ala 


Thr 


Val 


Phe 


Pro 








260 










Tyr 


Thr 


Val 


Gly Thr 


Ser 


Phe 


Leu 






275 










280 


Asn 


Thr 


Glu 


Val 


Lys 


Ser 


Ala 


Met 




290 










295 




He 


Thr 


Asp 


Asp 


Lys 


Arg 







305 310 



<210> 1996 
<211> 321 
<212> PRT 

<213> Unknown (H38g914 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa = Any Amino Acid 

<400> 1996 

Met Glu Thr Thr Asn His Ser Ala 

1 5 
Leu Ser Gin Tyr Pro Glu Leu Gin 
20 

He Met Tyr Met He He Leu Leu 

35 40 
Thr He Leu Asp Ser Arg Leu His 
50 55 





10 










lb 




Val 


Phe 


Val 


lie 


Pne 


Leu 


Arg 


Leu 


25 










J u 






Leu 


Leu 


He 


lie 


lie 


Ser 


val 


Lys 










4b 








Met 


Phe 


Phe 


Phe 


Leu 


Pne 


Tyr 


Leu 








60 










Thr 


Ser 


He 


Ala 


Pro 


Arg 


Met 


lie 






75 










an 


Thr 


He 


Ser 


Phe 


Ser 


Glu 


Cys 


Met 




90 










95 




Phe 


Gly Cys 


Leu 


Glu 


lie 


Pne 


lie 


105 










•til** 
110 






Tyr 


Val 


Asp 


He 


Cys 


Lys 


Pro 


Leu 










125 








Trp 


Val 


Cys 


Gly Val 


Leu 


Met 


Ala 








140 










His 


Ser 


Leu 


Val 


Gin 


He 


Phe 


Leu 






155 










loO 


Pro 


Asn 


Val 


He 


Asn 


His 


Cys 


Phe 




170 










175 




Gin 


Ala 


Cys 


Ser 


Glu 


Thr 


Tyr 


Val 


185 










190 






Ser 


Gly Ala 


He 


Cys 


Ala 


Val 


Ser 










205 








Val 


He 


Phe 


Leu 


His 


Ser 


Leu 


Arg 








220 










Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Val 


Ser 






235 










Z 4U 


Phe 


Gly 


Pro 


Cys 


He 


Phe 


Met 


Tyr 




250 










255 




Met 


Asp 


Lys 


Met 


He 


Ala 


Val 


Phe 


265 










270 






Asn 


Pro 


Val 


He 


Tyr 


Thr 


Leu 


Lys 










285 








Arg 


Lys 


Leu 


Trp 


Ser 


Lys 


Lys 


Leu 



300 



Val 


Thr 
10 


Glu 


Phe 


Phe 


Leu 


Val 
15 


Gly 


Leu 


Phe 


Leu 


Phe 


Leu 


Leu 


Cys 


Leu 


25 










30 






Gly Asn 


Ser 


Phe 


Leu 


He 


He 


He 










45 








Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 



60 



1164 



BNSOOCID: <WO 01271 58A2_I_> 



WO 01/27158 



Asn 


Leu 


Ser 


Phe 


Leu Gly 


He 


Cys 


Tyr 


65 










70 








Met 


Leu 


He 


He 


Phe 


Val 


Ser 


Glu 


Arg 










85 










Cys 


Ala 


Leu 


Gin 


Met 


Val 


Val 


Ser 


Leu 








100 










105 


He 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 






115 










120 




Pro 


Leu 


Ara 


Tvr 


Ser 


He 


He 


Met 


Asn 




130 










135 






Ala 


Ala 


Trp 


Ser 


Trp 


He 


He 


Gly 


Cys 


145 










150 








Val 


Leu 


Thr 


Met 


Met 


Leu 


Pro 


Phe 


Cys 










165 










Leu 


Thr 


Cvs 


Glu 


He 


Leu 


Ala 


Leu 


Leu 








180 










185 


Ser 


He 


Asn 


Val 


Phe 


He 


Met 


Thr 


Val 






195 










200 




He 


Leu 


Leu 


He 


Phe 


He 


Ser 


Tyr 


Val 




210 










215 






Arcr 


He 


Asn 


Ser 


Ala 


Glu 


Gly 


Arcr 


Lys 


225 










230 








Ala 


His 


Leu 


Thr 


Val 


Val 


He 


Leu 


Phe 










245 










His 


Met 


Lys 


Pro 


Lys 


Ser 


Lys 


Phe 


Thr 








260 










265 


Gly 


Leu 


Ser 


Tyr 


Glu 


Val 


He 


Thr 


Pro 






275 










280 




Leu 


Arg 


Asn 


Lys 


Glu 


He 


Lys 


Glu 


Ala 




290 










295 






His 


Val 


His 


Leu 


Trp 


Lys 


He 


Xaa 


Lys 



305 310 
Ser 



<210> 1997 
<211> 177 
<212> PRT 

<213> Unknown (H38g915 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(177) 

<223> Xaa = Any Amino Acid 



<400> 1997 



Ala 


Val 


Xaa 


Trp 


He 


Ser 


Ala 


Glu 


Phe 


1 








5 










Leu 


Lys 


Asn 


Leu 


Ser 


Val 


Leu 


Asp 


Leu 








20 










25 


Pro 


Lys 


Ser 


He 


Arg 


Asn 


Ser 


Leu 


Thr 






35 










40 




Leu 


Gly 


Cys 


Val 


Ala 


Gin 


Ala 


Tyr 


Phe 




50 










55 






Glu 


Leu 


Ala 


Phe 


Leu 


Thr 


Val 


Met 


Ser 


65 










70 








Cys 


His 


Pro 


Leu 


Gin 


Tyr 


Arg 


Ala 


Val 










85 










Gin 


Met 


Ala 


Val 


Thr 


Thr 


Trp 


Leu 


Ser 



PCT/US00/27582 



Thr 


Ser 


Ser 


Ser 


He 


Pro 


Pro 




75 










80 


Lys 


Ser 


He 


Ser 


Phe 


He 


Gly 


90 










95 




Gly Leu 


Gly 


Ser 


He 


Glu 


Cys 










110 






Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 








125 








Arg 


Val 


Leu 


Tyr 


Val 


Gin 


Met 






140 










Leu 


Thr 


Ser 


Leu 


Leu 


Arg 


Thr 




155 










160 


Gly Asn 


Asn 


He 


He 


Asp 


His 


170 










175 




Lys 


Val 


He 


Cys 


Ser 


Asp 


He 










190 






Ser 


Ser 


He 


Val 


Leu 


Leu 


Val 








205 








Jr lit; 




Leu 


Ser 


Ser 


He 


Leu 






220 










Lys 


Ala 


Phe 


Phe 


Thr 


Cys 


Ser 




235 










240 


Tyr 


Gly 


Ser 


Val 


Leu 


Phe 


Met 


250 










255 




Thr 


Ala 


Ser 


Asp 


Glu 


He 


He 










270 






Met 


Asn 


Pro 


He 


He 


Tyr 


Ser 








285 








VCt J. 


Lys 


Lys 


He 


Leu 


Ser 


Arg 






300 










Ala 


Leu 


Arg 


His 


Val 


Thr 


Phe 




315 










320 


Ala 


Leu 


Pro 


Met 


Tyr 


Phe 


Phe 


10 










15 




Cys 


Tyr 


He 


Ser 


Val 


Thr 


Val 










30 






Arg 


Arg 


Ser 


Ser 


He 


Ser 


Tyr 








45 








Phe 


Ser 


Ala 


Phe 


Ala 


Ser 


Ala 






60 










Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 




75 










80 


Met 


Thr 


Ser 


Gly 


Gly 


Cys 


Tyr 


90 










95 




Cys 


Phe 


Ser 


Tyr 


Ala 


Ala 


Val 
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100 

His Thr Gly Asn Met Phe Arg Glu 
115 120 
His Gin Phe Phe Arg Asp lie Pro 

130 135 
Glu Val Phe Phe Val Glu Leu Xaa 
145 150 
Asp Leu Gly Cys Phe lie Pro Met 
165 

Leu 



105 HO 
His Val Cys Arg Ser Asn Val lie 
125 

Gin Val Leu Ala Leu Val Ser Xaa 
140 

Pro Ser Pro Glu Pro Gin Cys Leu 
155 160 
Met lie Ser Asn Phe Pro Asn Leu 
170 175 



<210> 1998 
<211> 191 
<212> PRT 

<213> Unknown (H38g916 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) - . . (191) 

<223> Xaa - Any Amino Acid 



<400> 1998 



Val 


Xaa 


Trp 


He 


Ser 


Ala 


Glu 


Phe 


Ala 


Leu 


Pro 


Met 


Tyr Leu 


Phe 


Leu 


1 






5 










10 








15 




Ser 


Asp 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


Ser Cys 


Val 


Pro 






20 










25 








30 






Gin 


Met 


Leu 


Val 


Asn 


Leu 


Trp 


Gly 


Pro 


Lys 


Lys 


Thr 


He Ser 


Phe 


Leu 






35 










40 










45 






Gly 


Cys 


Ser 


Val 


Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ser 


Leu 


Gly Thr 


Thr 


Glu 


50 










55 










60 








Cys 


He 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val Ala 


Val 


Cys 


65 










70 










75 








80 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


He 


His 


Pro 


Arg 


Leu Cys 


Trp 


Gin 










85 










90 








95 




Leu 


Ala 


Ser 


Val 


Ala 


Trp 


Val 


Met 


Ser 


Leu 


Val 


Gin 


Ser He 


Val 


Gin 








100 










105 








110 






Thr 


Ser 


Ser 


Thr 


Leu 


His 


Leu 


Pro 


Phe 


Cys 


Pro 


His 


Gin Gin 


He 


Asp 






115 










120 










125 






Asp 


Phe 


Leu Cys 


Glu 


Val 


Pro 


Ser 


Leu 


He 


Arg 


Leu 


Ser Xaa Gly Asp 


130 










135 










140 








Thr 


Ser 


Tyr 


Asn 


Glu 


He 


Gin 


Leu 


Thr 


Val 


Ser 


Ser 


Val He 


Leu 


Val 


145 








150 










155 








160 


Asp 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Ala 


Ser 


Tyr 


Gly Ala Thr 


Ala 


Gin 








165 










170 








175 




Ala 


Gly 


Leu 


Arg 


He 


Asn 


Phe 


Ala 


Lys 


Ala 


Trp 


Lys 


Lys Gly Leu 








180 










185 








190 







<210> 1999 
<211> 134 
<212> PRT 

<213> Unknown (H38g921 protein) 
<220> 

<223> Synthetic construct 
<400> 1999 

Cys Tyr Pro Leu Gin Leu Arg Lys Pro Phe Met Ser Ser Leu Ala Leu 
15 10 15 
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Gin 


Ala 


Gin 


Ala 
20 


Trp 


Pro 


Trp 


Val 


Pro Gly Ser Gly 
25 


Gly 


Phe 
30 


Val 


Ala 


He 


Ala 


Val 
35 


Pro 


Thr 


Ser 


Pro 


Ser 
40 


Ser Ser Gly Leu 


Ser 
45 


Phe 


Cys 


Gly 


Pro 


Pro 
50 


Val 


Ala 


He 


Asn 


His 
55 


Phe 


Leu Ser Cys Asp 
60 


He 


Ala 


Pro 


Leu 


He 


Ala 


Leu 


Ala 


Cys 


Thr 


Gin 


His 


Thr Gly Ser Glu 


Ser 


Phe 


Val 


Ala 


65 










70 






75 








80 


Phe 


Val 


He 


Ala 


Val 
85 


Val 


Val 


He 


Leu Ser . Ser Cys 
90 


Leu 


He 


Thr 
95 


Leu 


Val 


Ser 


His 


Met 
100 


Cys 


Thr 


Ser 


Ser 


Ser Thr He Leu 
105 


Arg 


He 
110 


Pro 


Ser 


Ala 


Ser 


Gly 
115 


Arg 


Lys 


Gin 


Ser 


Leu 
120 


Ser Pro Arg Ala 


Pro 
125 


Arg 


His 


Leu 


Thr 


Val 
130 


Val 


Leu 


He 


Leu 

















<210> 2000 
<211> 196 
<212> PRT 

<213> Unknown (H38g924 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (196) 

<223> Xaa = Any Amino Acid 



<400> 2000 



Thr 


Pro 


Pro 


Met 


Tyr 


Phe 


Leu 


Phe 


Leu Gly Glu Ala Glu 


Cys 


Phe 


Leu 


1 








5 








10 




15 




Leu 


Ala 


Thr 


Met 
20 


Glu 


Tyr 


Asp 


Arg 


Tyr Glu Asp He Cys 
25 


Ser 
30 


Pro 


Leu 


Asn 


Tyr 


Pro 


Val 


He 


Met 


Asn 


Gin 


Arg Thr Arg Ala Lys 


Leu 


Ala Gly 






35 










40 


45 








Asp 


Ser 
50 


Trp 


Val 


Pro 


Ser 


Phe 
55 


Pro 


Glu Ala Thr Glu Gin 
60 


Ala 


Thr 


Met 


Ala 


Leu 


Arg 


Phe 


Pro 


Phe 


Xaa 


Gly Thr Asn Lys Val Asn 


His 


Leu 


Phe 


65 










70 






75 






80 


Leu Arg 


Gin 


Pro 


Ala 


Val 


Leu 


Lys Ala Gly Leu Met Gin Asp Thr Ala 










85 








90 




95 




Leu 


Phe 


Glu 


He 
100 


Tyr 


Ala 


He 


Val 


Gly Thr He Leu Val 
105 


Ala 
110 


Met 


Asn 


Pro Cys 


Leu 


Leu 


He 


Leu 


Ser 


Ser Tyr Thr Arg He Gly Ala Ala 


He 






115 










120 


125 








Pro 


Gin 
130 


Glu 


Pro 


He 


Lys 


Leu 
135 


Lys 


Gly Lys Gin Xaa Arg 
140 


Pro 


Phe 


Ser 


Thr 


Cys 


Ser 


Xaa 


His 


Leu 


Pro 


Trp 


Trp Pro Leu Phe Ser 


Asn 


He 


He 


145 










150 






155 






160 


He 


Xaa 


Ala 


Ser 


Thr 
165 


Tyr 


Phe 


Leu 


Gly Leu Lys Ser Asn 
170 


Lys 


Phe 
175 


Phe 


Trp Arg 


Gly Lys 


Lys 


Val 


Val 


Phe 


He Tyr Thr Thr Leu Val Glu Thr 








180 










185 


190 






Pro 


Xaa 


Trp 
195 


Asn 



















<210> 2001 
<211> 128 
<212> PRT 

<213> Unknown (H38g925 protein) 
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<220> 

<223> Synthetic construct 
<221> VARIANT 



<222> (1).. 


. (128) 






















<223> Xaa = 


Any 


Amino Acid 


















<400> 2001 


























His Cys 


Met 


rfle 


Leu 


Ala 


His 


Gly Ser 


Pro 


Leu 


Pro 


Pro 


inr 


v> J. n 


Leu 


1 






5 








10 










ID 




Pro lie 


Xaa 


Phe 


Cys 


Asp 


Tyr 


He Ser 


His 


Arg 


Tyr 


Leu 


Tnr 


Cys 


His 






20 








25 










30 






Leu Ser 


Leu 


Pro 


Asn 


Ser 


Phe 


Ser Ser 


Ser 


Phe 


Pro 


Tyr 


Gin 


Xaa 


He 




35 










40 








45 








Leu Pro 


Leu 


Ser 


Leu 


Leu 


Ala Gin Ala Arg Asn 


Pro Gly 


He 


He 


Phe 


50 










55 








60 










Phe Leu 


Pro 


Thr 


Phe 


Asn 


Ala 


Leu Xaa 


Ser 


Pro 


Val 


His 


Ser 


Thr 


Ser 


65 








70 








75 










80 


Xaa Arg 


Leu 


Ser 


Leu 


Ser 


Thr 


Tyr Tyr 


Tyr 


Ala 


Ser 


Gin 


Glu 


Thr 


He 








85 








90 










95 




Ser Pro 


Arg 


Phe 


Asp 


Ser 


Thr 


Ala Val 


Ala 


Ser 


Tyr 


Leu 


He 


Phe 


Leu 






100 








105 










110 






His Leu 


Leu 


Trp 


Pro 


lie 


Phe 


Asn Pro 


Phe 


He 


Tyr 


Cys 


Leu 


Arg 


Asn 




115 










120 








125 









<210> 2002 
<211> 192 
<212> PRT 

<213> Unknown (H38g92 6 protein) 
<220> 

<223> Synthetic construct 



<400> 2002 



Phe 


Phe 


Leu 


Thr 


Leu 


Ala 


Gly 


Ala 


Glu 


Ala 


Leu 


Leu 


Leu 


Thr 


Ser 


Met 


1 








5 










10 










15 




Ala 


Tyr 


Asp 


Arg 
20 


Tyr 


Val 


Ala 


He 


Cys 
25 


Phe 


Pro 


Leu 


His 


Tyr 
30 


Leu 


He 


Arg 


Met 


Arg 


Lys 


Arg 


Val 


Cys 


Ala 


Leu 


Met 


He 


Thr Gly Ser Trp 


Met 






35 










40 










45 








He 


Gly 
50 


Ser 


He 


Asn 


Ser 


Cys 
55 


Ala 


His 


Thr 


Val 


Tyr 
60 


Ala 


Leu 


Arg 


He 


Pro 


Tyr 


Cys 


Lys 


Ser 


Arg 


Ala 


He 


Asn 


His 


Phe 


Phe Cys 


Asp Val 


Pro 


65 










70 










75 










80 


Ala 


Met 


Leu 


Thr 


Leu 


Ala 


Cys 


Thr Asp Thr Trp Val 


Tyr Glu Cys 


Thr 










85 










90 










95 




Val 


Phe 


Leu 


Ser 
100 


Thr 


Thr 


He 


Phe 


Leu 
105 


Val 


Phe 


Pro 


Phe 


He 
110 


Cys 


He 


Ala 


Cys 


Ser 
115 


Tyr 


Gly 


Arg 


He 


Leu 
120 


Leu 


Ala 


Val 


Tyr 


His 
125 


Met 


His 


Ser 


Ala 


Glu 
130. 


Gly 


Arg 


Lys 


Lys 


Ala 
135 


Tyr 


Ser 


Thr 


Cys 


Ser 
140 


Thr 


His 


Leu 


Thr 


Val 


Val 


Thr 


Phe 


Tyr 


Tyr 


Ala 


Pro 


Phe 


Ala 


Tyr 


Thr 


Tyr 


Leu 


Arg 


Pro 


145 










150 










155 










160 


Lys 


Ser 


Leu 


Arg 


Ser 


Pro 


Thr 


Glu 


Asp Lys Val 


Leu 


Ala 


Val 


Phe 


Phe 










165 










170 










175 




Phe 


He 


Ser 


Ser 


Phe 


Ser 


Ser 


Asn 


Pro 


Phe 


Met 


Tyr 


Thr 


Leu 


Arg 


Asn 



180 185 190 

<210> 2003 
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<211> 158 
<212> PRT 

<213> Unknown (H38g927 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (158) 

<223> Xaa = Any Amino Acid 

<400> 2003 



Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser Met 


Leu 


Ser 


He 


Ser 


Glu 


Thr Cys 


Tyr 


1 






5 








10 








15 




Met 


Val 


Ala 


He 


Thr 


Pro 


His Met 


Leu 


Ser 


Arg 


Leu 


Leu 


Asn Pro 


His 








20 








25 










30 




Xaa 


Leu 


lie 


Val 


Met 


Gin 


Gly Cys 


Val 


Thr 


Gin 


Leu 


Phe 


Tyr Val 


Thr 






35 








40 










45 






Phe 


Gly 


He 


Asn 


Asn Cys 


Phe Leu 


Leu 


He Ala Met Gly 


Tyr Asp 


Cys 




50 










55 








60 








Tyr 


Val 


Val 


Phe 


Cys 


Asn 


Pro Leu 


Arg Tyr 


Ser 


Xaa 


Val 


Arg Gly 


Leu 


65 










70 








75 








80 


Cys 


Val 


Xaa 


Leu 


Gly Ser 


Gly Ser 


Leu 


Arg 


He Gly Leu 


Gly Met 


Ala 










85 








90 








95 




lie 


Val 


Gin 


Val 


Thr 


Ser 


Met Phe 


Gly 


Leu 


Pro 


Phe 


Cys 


Asp Asp 


Phe 








100 








105 










110 




Val 


lie 


Ser 


His 


Phe 


Phe 


Cys Asp 


Val 


Arg 


Pro 


Leu 


Leu 


Lys Leu 


Ala 






115 








120 










125 






Cys 


Thr 


Asp 


Thr 


Thr 


Val 


Asn Glu 


He 


He 


Asn 


Phe 


Val 


Val Ser 


Val 


130 










135 








140 








Cys 


Val 


Leu 


Val 


Leu 


His 


He Ala 


Leu 


He 


Phe 


He 


Ser 


Tyr 




145 










150 








155 











<210> 2004 
<211> 192 
<212> PRT 

<213> Unknovm (H38g928 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (192) 

<223> Xaa = Any Amino Acid 



<400> 2004 



Leu 


Leu 


Ala 


Thr 


Lys 


Ala 


Tyr 


Asp 


Xaa 


Tyr Val Pro He 


Arg 


His 


Pro 


1 








5 










10 




15 




Phe 


Pro 


Tyr 


Pro 


Thr 


Arg 


Met 


Ser 


Pro 


Ala Met Cys Ala 


Ala 


Leu 


Val 








20 










25 




30 






Gly 


Met 


Ala 


Trp 


Leu 


Val 


Ser 


His 


Gly Asn Ser Leu Leu 


Tyr 


He 


Leu 






35 










40 




45 








Leu 


Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Leu 


Cys 


Phe Pro Thr Lys 


Cys 


Thr 


His 




50 










55 






60 








Phe 


Phe 


Cys 


Asp 


Pro 


Pro 


Ser 


Leu 


Ser 


Xaa Arg Leu Ser 


Cys 


Ser 


Asp 


65 








70 








75 






80 


Asn 


His 


Thr 


Ser 


Lys 


Leu 


Leu 


He 


Phe 


Thr Lys Gly Ala 


Ala 


Val 


Val 










85 










90 




95 




Val 


Thr 


Pro 


Leu 


Leu 


Leu 


He 


Leu 


Ala 


Ser Leu Trp Asp 


His 


Asn 


Lys 








100 










105 




110 






Leu 


Thr 


Val 


Leu 


Gin 


Leu 


Pro 


Ser 


Thr 


Ser Gly Arg Leu 


Arg 


Asp 


Leu 
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115 120 
Xaa Pro Thr Cys Gly Ser His Leu 

130 135 
Thr Val He Ala Val Tyr Phe Gin 
145 150 
Trp Asp Arg Val Ala Thr Val Met 
165 

Asn Pro He He Tyr Ser Leu Thr 
180 



125 

Asp Val Val Ser Leu Phe Tyr Arg 
140 

Ala Thr Ser Ser Thr Arg Ala Glu 
155 160 
Tyr Thr Val Val Thr Pro Met Leu 

170 175 
Xaa Pro Arg Gly Arg Thr Leu Arg 
185 190 



<210> 2005 
<211> 176 
<212> PRT 

<213> Unknown (H38g929 protein) 
<220> 

<223> Synthetic construct 



<400> 2005 




























Arg 


Val 


Pro 


Pro 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu Gly 


Asn 


Leu 


Ser 


Val 


Phe 


1 








5 










10 










15 




Asp 


Met 


Gly 


Phe 
20 


Ser 


Ser 


Val 


Thr 


Cys 
25 


Pro 


Lys 


Met 


Leu 


Leu 
30 


Tyr 


Leu 


Met 


Gly 


Leu 


Gly Arg 


Leu 


He 


Ser 


Tyr 


Lys 


Asp 


Cys 


Val 


Cys 


Gin 


Leu 






35 










40 










45 








Phe 


Phe 
50 


Phe 


His 


Phe 


Leu 


Gly 
55 


Ser 


He 


Glu 


Cys 


Phe 
60 


Leu 


Phe 


Thr 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Phe 


Thr 


Ala 


He 


Cys 


Tyr 


Pro 


Leu Arg 


Tyr 


Thr 


65 










70 










75 










80 


Val 


He 


Met 


Asn 


Pro 


Arg 


He 


Cys 


Val 


Ala 


Leu 


Ala 


Val 


Gly Thr 


Trp 










85 










90 










95 




Leu 


Leu 


Gly 


Cys 
100 


He 


His 


Ser 


Ser 


He 
105 


Leu 


Thr 


Ser 


Leu 


Thr 
110 


Phe 


Thr 


Leu 


Pro 


His 


Cys 


Gly 


Pro 


Asn 


Glu 


Val 


Asp His 


Phe 


Phe 


Cys 


Asp 


He 






115 










120 










125 








Pro 


Ala 
130 


Leu 


Leu 


Pro 


Leu 


Ala 
135 


Cys 


Ala 


Asp 


Thr 


Ser 
140 


Leu 


Ala 


Gin 


Arg 


Val 


Ser 


Phe 


Thr 


Asn 


Val 


Gly 


Leu 


He 


Ser 


Ala 


Gly Cys 


Phe 


Leu 


Leu 


145 










150 










155 










160 


Asn 


Leu 


Leu 


Ser 


Tyr 
165 


Thr 


Arg 


He 


Thr 


Asn 
170 


He 


Tyr 


Leu 


Lys 


His 
175 


Ser 



<210> 2006 
<211> 44 
<212> PRT 

<213> Unknown (H38g930 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(44) 

<223> Xaa = Any Amino Acid 

<400> 2006 

Cys He Lys Leu Gly Thr Glu Leu 

1 5 
Cys Ala Gly He Arg Pro Ser Tyr 
20 

Asn Val Asn Pro Phe He Tyr Thr 
35 40 



Gly Ser Thr Ser Asn Gly Arg Gin 

10 15 
Val Phe Thr Leu His Leu Xaa Ala 
25 30 
Leu Ser Asn Lys 
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<210> 2007 


























<211> 187 


























<212> PRT 


























<213> Unknown (H38g931 protein) 
















<220> 


























<223> Synthetic 


construct 


















<221> VARIANT 
























<222> (1).. 


. (187) 






















<223> Xaa = 


Any 


Amino Acid 


















<400> 2007 


























Val Xaa Trp 


lie 


Ser 


Ala 


Glu 


Phe 


Ala Leu 


Pro 


Met 


Tyr 


Leu 


Leu 


Leu 


1 




5 








10 










15 




Cf^y (~* 1 t-| Tpi l 
VJ-Lll UCU 


Ser 


Leu 


Met 


Asp 


Leu 


Met Tyr 


He 


Ser 


Thr 


Thr 


Val 


Pro 




20 










25 








30 






Lys Met Ala 


Tvr 


Asn 


Phe 


Leu 


Ser 


Gly Gin 


Lys 


Gly 


He 


Ser 


Phe 


Leu 


35 










40 








45 








Gly Cys Gly 


Val 


Gin 


Ser 


Phe 


Phe 


Phe Leu 


Thr 


Met 


Ala 


Cys 


Ser 


Glu 


50 








55 








60 










Gly Leu Leu 


Leu 


Thr 


Ser 


Met 


Ala 


Tyr Asp 


Arg 


Tyr 


Leu 


Ala 


He 


Cys 


65 






70 








75 










80 


His Ser Leu 


Tyr 


Tyr 


Pro 


He 


Arg 


Met Ser 


Lys 


Met 


Met 


Cys 


Val 


Lys 




85 








90 










95 




Met lie Gly 


Gly 


Ser 


Trp 


Thr 


Leu Gly Ser 


He 


Asn 


Ser 


Leu 


Ala 


His 




100 










105 








110 






Thr Val Phe 


Ala 


Leu 


His 


He 


Pro 


Tyr Cys 


Arg 


Ser 


Arg 


Ala 


He 


Asp 


115 










120 








125 








His Phe Phe 


Cys 


Asp 


Val 


Pro 


Ala 


Met Leu 


Leu 


Leu 


Ser 


Cys 


Thr 


Asp 


130 








135 








140 










Thr Trp Val 


Tyr 


Glu 


Tyr 


Met 


Val 


Leu Xaa Gly 


Gin 


Ser 


Leu 


Phe 


Leu 


145 






150 








155 










160 


Leu Leu Pro 


Phe 


lie 


Gly 


He 


Thr 


Ser Ser 


Glu 


Gly Arg Val 


Leu 


He 






165 








170 










175 




Ala Gly Tyr 


lie 


Met 


His 


Ser 


Lys 


Glu Gly Arg 














180 










185 















<210> 2008 
<211> 62 
<212> PRT 

<213> Unknown (H38g934 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (62) 

<223> Xaa = Any Amino Acid 

<400> 2008 

Gly Gly Asn Arg Lys Lys Arg Glu Lys Glu Gly Arg Lys Lys Arg Lys 

15 10 15 

Val Arg Lys Lys Thr Gly Xaa Gly Arg Xaa Glu Val Gly Leu Leu Lys 

20 25 30 

Gly Ser Asn He Val Met Tyr Met Ala Pro Lys Tyr Arg His Pro Glu 

35 40 45 

Glu Gin Gin Lys Val Leu Phe Leu Phe Tyr Ser Ser Phe Asn 
50 55 60 
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<210> 2009 
<211> 103 
<212> PRT 

<213> Homo sapien (1000494-1-1-323) 
<400> 2009 



Pro 


Tyr 


Tyr 


Phe 


Cys 


Asp 


Leu 


Thr 


Pro 


He 


Leu Arg 


Leu 


Ser 


Val 


Thr 


1 




5 










10 








15 




Asp 


Thr 


Ser 


Cys 


Asn 


Arg 


He 


Phe 


He 


Leu 


He Val 


Ala 


Gly Met 


Val 






20 










25 








30 






He 


Ala 


Thr 


Pro 


Phe 


Val 


Cys 


He 


Leu 


Ala 


Pro Tyr 


Ala 


Arg 


He 


Leu 






35 










40 








45 








Val 


Ala 


He 


Met 


Lys 


Val 


Pro 


Ser 


Ala Gly 


Gly Arg 


Lys 


Lys 


Ala 


Phe 




50 










55 








60 










Ser 


Ala 


Cys 


Ser 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ala Leu 


Phe 


Tyr 


Gly Thr 


65 








70 










75 








80 


Thr 


He 


Gly 


Val 


Tyr 


Leu 


Cys 


Arg 


Ser 


Ser 


Val Leu 


Thr 


Thr 


Ala 


Lys 








85 










90 








95 




Glu 


Lys 


Ala 


Ser 


Ala 


Val 


Met 



















100 



<210> 2010 
<211> 314 
<212> PRT 

<213> Homo sapien (1336040-1-1-945) 



<400> 2010 



Met 


Glu 


Phe 


Thr 


Asp 


Arg 


Asn 


Tyr 


Thr 


Leu 


Val 


Thr 


Glu 


Phe 


He 


Leu 


1 








5 










10 










15 




Leu 


Gly 


Phe 


Pro 


Thr 


Arg 


Pro 


Glu 


Leu 


Gin 


He 


Val 


Leu 


Phe 


Leu 


Met 






20 










25 










30 






Phe 


Leu 


Thr 


Leu 


Tyr 


Ala 


He 


He 


Leu 


He 


Gly Asn 


He 


Gly Leu Met 






35 










40 










45 








Leu 


Leu 
50 


He 


Arg 


He 


Asp 


Pro 
55 


His 


Leu 


Gin 


Thr 


Pro 
60 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Val 


Asp 


Leu 


Cys 


Tyr 


Phe 


Ser 


Asp 


He 


Val 


65 










70 










75 










80 


Pro 


Lys 


Met 


Leu 


Val 


Asn 


Phe 


Leu 


Ser 


Glu 


Asn 


Lys 


Ser 


He 


Ser 


Tyr 








85 










90 










95 




Tyr 


Gly 


Cys 


Ala 
100 


Leu 


Gin 


Phe 


Tyr 


Phe 
105 


Phe 


Cys 


Thr 


Phe 


Ala 
110 


Asp 


Thr 


Glu 


Ser 


Phe 


He 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 






115 










120 










125 








Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Val 


Met 


Ser 


Arg 


Gly 


He 


Cys 


Met 


130 










135 










140 










Arg 


Leu 


He 


Val 


Leu 


Ser 


Tyr 


Leu 


Gly Gly 


Asn 


Met 


Ser 


Ser 


Leu Val 


145 










150 










155 










160 


His 


Thr 


Ser 


Phe 


Ala 


Phe 


He 


Leu 


Lys 


Tyr 


Cys Asp 


Lys 


Asn 


Val 


He 










165 










170 










175 




Asn 


His 


Phe 


Phe 
180 


Cys 


Asp 


Leu 


Pro 


Pro 
185 


Leu 


Leu 


Lys 


Leu 


Ser 
190 


Cys 


Thr 


Asp 


Thr 


Thr 


He 


Asn 


Glu 


Trp 


Leu 


Leu 


Ser 


Thr 


Tyr 


Gly 


Ser 


Ser 


Val 




195 










200 










205 








Glu 


He 
210 


He 


Cys 


Phe 


He 


He 
215 


He 


He 


He 


Ser 


Tyr 
220 


Phe 


Phe 


He 


Leu 


Leu 


Ser 


Val 


Leu 


Lys 


He 


Arg 


Ser 


Phe 


Ser 


Gly Arg 


Lys 


Lys 


Thr 


Phe 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Ser 


Val 


Thr 


He 


Tyr 


Gin 


Gly Thr 










245 










250 










255 




Leu 


Leu 


Phe 


He 
260 


Tyr 


Ser 


Arg 


Pro 


Ser 
265 


Tyr 


Leu 


Tyr 


Ser 


Pro 
270 


Asn 


Thr 



1172 

BNSDOCID: <WO 01271 58A2J_> 



WO 01/27158 



PCT/US00/27582 



Asp 


Lys 


He 


He 


Ser 


Val 


Phe 


Tyr 


Thr 


He 


Phe 


He 


Pro 


Val 


Leu 


Asn 


275 










280 










285 








Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Asp 


Ala 


Ala 


Glu 




290 










295 










"inn 










Lys 


Val 


Leu Arg 


Ser 


Lys 


Val 


Asp 


Ser 


Ser 














305 










310 






















<210> 2011 


























<211> 317 


























<212> PRT 




























<213> Homo sapien (1336042-1-1-954) 
















<400> 2011 




























Met 


Gly 


Thr Asp 


Asn 


Gin 


Thr 


Trp 


Val 


Ser 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


x 






5 










10 










15 




Leu 


Ser 


Ser 


Asp 


Trp Asp 


Thr 


Arg 


Val 




Leu 


Phe 


Val 


Leu 


Phe 


Leu 








20 










25 










30 






Val 


Met 


Tyr 


vax 


Val 


Tnr 


Val 


Leu 


Gly 


Asn 


Cys 


Leu 


He 


Val 


Leu 


Leu 






3d 










40 










45 








He 


Arg 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 




50 










55 










60 










Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Ser 


Tyr 


AX a 


Thr 


Ser 


Val 


Val 


Pro 


Gin 


65 










70 










75 










80 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


His 


Lys 


Ala 


He 


Pro 


Phe 


Gin 


Ser 










85 










OA 










95 




Cys 


Ala 


71 1 

Ala 


Gin 


Leu 


Phe 


Phe 


Ser 


Leu 


Axa 


Leu 


Gly 


Gly 


He 


Glu 


Phe 






100 










105 










110 






Val 


Leu 


Leu 


Ala 


vax 




Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Asp 






lib 










120 










125 








Ala 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 


His 


\jxy 


Gly 


Leu 


Cys 


Ala 


Arg 


Leu 














135 










140 










Ala 


xxe 


Thr 


Ser 


Trp 


Val 


Ser 


Gly 


Phe 


xxe 


Ser 


Ser 


Pro 


Val 


Gin 


Thr 


145 










150 










155 










160 


Ala 


He 


Thr 


Phe 


Gin 


Leu 


Pro 


Met 


Cys 


Arg 


Asn 


Lys 


Phe 


He 


Asp 


His 










165 










170 










175 




He 


Ser 


Cys 


Glu 


Leu 


Leu 


Ala 


Val 


Val 


Axg 


Leu 


Ala 


Cys 


Val 


Asp 


Thr 








180 










185 










190 






Ser 


Ser 


Asn 


Glu 


Val 


Thr 


He 


Met 


Val 


Ser 


Ser 


He 


Val 


Leu 


Leu 


Met 






195 










200 










205 








Thr 


Pro 


Leu 


Cys 


Leu 


Val 


Leu 


Leu 


Ser 


Tyr 


He 


Gin 


He 


He 


Ser 


Thr 




210 










215 










220 










He 


Leu 


Lys 


He 


Gin 


Ser 


Arg 


Glu 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


His 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


Leu 


Cys 


Tyr 


Gly 


Val 


Ala 


He 








245 










250 










255 




Phe 


Thr 


Tyr 


He 


Gin 


Pro 


His 


Ser 


Ser 


Pro 


Ser 


Val 


Leu 


Gin 


Glu 


Lys 






260 










265 










270 






Leu 


Phe 


Ser 


Val 


Phe 


Tyr 


Ala 


He 


Leu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Met 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 


Ala 


Trp 


Gin 


Lys 


Leu 




290 










295 










300 










Leu 


Trp 


Lys 


Phe 


Ser 


Gly 


Leu 


Thr 


Ser 


Lys 


Leu 


Ala 


Thr 








305 










310 










315 













<210> 2012 
<211> 318 
<212> PRT 

<213> Homo sapien (1369835-1-20155-22741) 
<220> 

<221> VARIANT 



1173 



BNSDOCID: <WO__0127158A2_L> 



WO 01/27158 PCTAJS00/27582 

<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 

<400> 2012 

Met Asp Arg Val Asn Asn Ser Ala Val Ser Lys Phe Val Leu lie Gly 

15 10 15 

Leu Ser Ser Ser Trp Glu Met His Leu Phe Leu Phe Trp Phe Phe Ser 

20 25 30 

Val Phe Tyr Met Gly lie lie Leu Glu Asn Leu Phe lie Val Phe Thr 

35 40 45 

Val lie lie Asp Ser His Leu Asn Ser Pro Val Tyr Cys Leu Leu Ala 

50 55 60 

Asn He Tyr Leu Leu Asp Leu Val Phe Ser Tyr Ser Ser Asp Phe Phe 
65 70 75 80 

Thr Asn Cys Ser He He Ser Phe Pro Arg Cys Met He Gin He Phe 

85 90 95 

Phe He Cys Val Met Arg Lys He Glu Met Val Leu Leu He Thr Met 

100 105 HO 

Ala Xaa Ser Arg Tyr Thr Ala He Cys Lys Pro Pro His Tyr Leu Thr 

115 120 125 

Thr Met Asn Pro Lys Met Cys Val Ser Leu Leu Glu Ala Ser Trp He 

130 135 140 

Val Arg He He His Ala Val Ser Gin Phe Val Phe Ala He Asn Leu 
145 150 155 160 

Pro Phe Cys Gly Pro Asn Arg Val Gly Ser Phe His Cys Asp Phe Pro 

165 170 175 

Tyr Val Met Lys Leu Ala Cys Val Asp Thr Tyr Lys Leu Glu Val Val 

180 185 190 

Val Thr Ala Asn Ser Gly Leu He Ser He Ala Thr Cys Phe Leu Leu 

195 200 205 

He He Ser Tyr He Phe He Ser Val Thr Val Xaa Asn Pro Ser Ser 

210 215 220 

Gly Asp Leu Ser Lys Ala Phe Val Ser Cys Ser Asp His He Thr Val 
225 230 235 240 

Gly He Leu Phe Phe Met Pro Cys He Phe Leu Tyr Val Xaa Pro Leu 

245 250 255 

Pro Lys Thr Thr His Asp Xaa Tyr Leu Phe He Val Pro Leu Leu Ser 

260 265 270 

Pro Leu Ser Arg He Tyr Thr Leu Arg Asn Lys Asp Met Asn Val Ser 

275 280 285 

Met Glu Arg Leu Gly Lys Trp He Ala Gly Ser Ser Arg Met Ser Xaa 

290 295 300 

Xaa Met Val Leu Ser Arg Val Gin Asp Asp Ser Val Ser Pro 
305 310 315 

<210> 2013 
<211> 319 
<212> PRT 

<213> Homo sapien (1857946-1-1-1049) 
<220> 

<221> VARIANT 

<222> (1) . . . (319) 

<223> Xaa = Any Amino Acid 

<400> 2013 

Phe Ser Ser Val Asn Asn Ser Cys Pro Arg Asn Val Arg Pro Val Leu 

1 5 10 15 

Ser Val Trp Ala Met Tyr Leu Val Met He Gly Ser He Val Met Thr 

20 25 30 

Met Leu Gly Asn Met He Val Met He Ser He Ala His Phe Lys Gin 
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35 40 45 



Leu 


His 


Ser 


Pro 


Thr 


Asn 


Phe 


Leu 


He 


Leu 


Ser 


Met 


Ala 


He 


Thr 


Asp 




50 










55 










60 










Phe 


Leu 


Leu 


Ser 


Cys 


Val 


Val 


Met 


Pro 


Phe 


Ser 


Val 


He 


Thr 


Ser 


He 


65 










70 










75 










80 


Glu 


Ser 


Cys 


Trp 


Tyr 


Phe 


Gly Asp Leu 


Phe 


Cys 


Lys 


Val 


His 


Ser 


Cys 










85 










90 










95 




Cvs 


Asd 


He 


He 


Leu 


Cys 


Thr 


Thr 


Ser 


He 


Phe 


His 


Leu 


Cys 


Phe 


He 








100 










105 










110 






Ser 


Val 


Asp 


Arg 


Tyr 


Asp 


Ala 


Val 


Xaa 


Asp 


Pro 


Leu 


Gin 


Tyr 


Val 


Thr 






115 










120 










125 








Arg 


He 


Thr 


He 


Pro 


Val 


He 


Glu 


Leu 


Phe 


Leu 


Leu 


He 


Ser 


Trp 


Ser 




130 










135 










140 










He 


Pro 


He 


Leu 


Phe 


Ala 


Phe 


Gly Leu 


Val 


Phe 


Ser 


Lys 


Leu 


Asn 


He 


145 










150 










155 










160 


He 


Glv 


Ala 


Glu 


Glu 


Phe 


Val 


Ala 


Ala 


He Asp Cys 


Thr Gly 


Leu 


Cys 










165 










170 










175 




Val 


Leu 


He 


Phe 


Asn 


Lys 


Pro Gly Gly Val 


Leu 


Ala 


Ser 


Phe 


He 


Ala 








180 










185 










190 






Phe 


Phe 


Leu 


Pro 


Gly Thr 


Thr 


Thr 


Val 


Gly 


He 


Tyr 


He 


His 


He 


Phe 






195 










200 










205 








Thr 


Val 


Ala 


Arg 


Lys 


His 


Ala 


Met 


Gin 


He Gly Thr 


Gly 


Ser 


Arg 


Thr 




210 










215 










220 










Lys 


Gin 


Ala 


Glv 


Ser 


Glu 


Ser 


Lys 


Lys 


Lys 


Trp 


His 


Pro 


Leu 


Lys 


Arg 


225 










230 










235 










240 


Glu 


Ser 


Lys 


Ala 


Thr 


Arg 


Thr 


Leu 


Gly 


He 


Val 


Met 


Gly 


Val 


Phe 


Val 










245 










250 










255 




Leu 


Cys 


Trp 


Leu 


Pro 


Phe 


Phe 


Val 


Leu 


Thr 


He 


Thr 


Asp 


Pro 


Phe 


He 








260 










265 










270 






Asn 


Phe 


Thr 


Thr 


Leu 


Glu 


Asp 


Leu 


Tyr 


Asn 


Val 


Phe 


Leu 


Trp 


Leu 


Gly 






275 










280 










285 








Tyr 


Phe 


Asn 


Ser 


Ala 


Phe 


Asn 


Ser 


He 


Leu Tyr Gly 


Met 


Leu 


Tyr 


Pro 




290 










295 










300 










Trp 


Phe 


Arg 


Lys 


Ala 


Leu 


Arg 


Met 


He 


Val 


Thr Gly 


Met 


He 


Phe 




305 










310 










315 













<210> 2014 
<211> 134 
<212> PRT 

<213> Homo sapien (2358019-1-250070-250529) 
<220> 

<221> VARIANT 

<222> (1) . . . (134) 

<223> Xaa = Any Amino Acid 



<400> 2014 



Leu 


Leu 


Phe 


Leu 


Met 


Phe 


Phe 


He 


Thr 


Ser 


Leu Gly 


His 


Lys 


Phe 


His 


1 








5 










10 








15 




Leu 


He 


Ser 


Phe 
20 


Pro 


Phe 


Ser 


Gin 


Gin 
25 


Thr 


Thr Xaa 


Gin 


Lys 
30 


Tyr 


Phe 


He 


He 


Phe 
35 


Glu 


Val 


Xaa 


Leu 


Cys 
40 


Xaa 


Xaa 


His Thr 


Leu 
45 


Thr 


Ala 


Leu 


He 


Tyr 
50 


Cys 


Xaa 


Met 


Ser 


Leu 
55 


Phe 


Xaa 


Gly 


He Asp 
60 


Leu 


Phe 


Val 


Gly 


Tyr 


Asn 


Pro 


Cys 


Ser 


Pro 


Arg 


Val 


Leu 


Phe 


Leu Phe 


Leu 


Gly Arg 


Gly 


65 ; 










70 










75 








80 


Pro 


Ser 


Gly 


Phe 


Ser 
85 


Leu 


Glu 


Ser 


Leu 


Ser 
90 


Phe Tyr 


Arg 


Thr 


Ser 
95 


Phe 


Thr 


Trp 


Gin 


His 
100 


Leu 


His 


Leu 


Lys 


Phe 
105 


Tyr 


Cys Pro 


Ser 


Xaa 
110 


Gly 


Xaa 
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Leu Leu Lys Ser Phe Leu Ser Ala lie Trp Leu Leu Phe Ser Thr Tyr 

115 120 125 

Phe Leu Arg Val Leu Ser 
130 

<210> 2015 
<211> 127 
<212> PRT 

<213> Homo sapien (2447218-1-32642-33129) 
<220> 

<221> VARIANT 

<222> (1) . . . (127) 

<223> Xaa = Any Amino Acid 

<400> 2015 



Asn 


Leu 


Leu 


Pro 


Val 


Trp 


Thr 


Pro 


Gly Ser 


Arg 


Val Pro 


Ser 


Xaa 


Ser 


1 








5 








10 








15 




Gin 


lie 


Ser 


Val 


Ser 


Glu 


Lys 


Gin 


Gly Met 


Ser 


Phe Pro 


Lys 


Lys 


Leu 








20 










25 






30 






Phe 


Gin 


Asn 


His 


Lys 


Leu 


Phe 


Leu 


Leu Phe 


Ala 


Gly Met 


Asn Val 


Phe 






35 










40 






45 








Leu 


Gin 


Thr 


Val 


Met 


Ala 


Tyr 


Asp 


His Phe 


Val 


Ala He 


Cys 


His 


Pro 




50 










55 








60 








Leu 


His 


Tyr 


Arg 


Val 


He 


Met 


Asn 


Pro Gly 


He 


Phe Gly 


Leu 


Trp 


Val 


65 










70 








75 








80 


Leu 


Val 


Ser 


Trp 


Ser 


Met 


Ser 


Ala 


Leu Asn 


Ser 


Ser Leu 


Gin 


Ser 


Arg 










85 








90 








95 




Met 


Val 


Leu 


Gin 


Leu 


Ser 


Phe 


Cys 


Thr Asn 


Leu 


Glu He 


Pro 


His 


He 








100 










105 






110 






Phe 


Phe 


Cys 


Glu 


Leu 


Asn 


Gin 


Leu 


He Leu 


Leu 


Ala Cys 


Ser 


Asn 





115 120 125 



<210> 2016 
<211> 216 
<212> PRT 

<213> Homo sapien (2921627-1-1-649) 



<400> 2016 



Leu 


He 


Asp 


Met 


Met 


Tyr 


He 


Ser 


Thr 


He 


Val 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Tyr 


Leu 


Leu 
20 


Asp 


Gin 


Arg 


Thr 


He 
25 


Ser 


Phe 


Val 


Gly 


Cys 
30 


Thr 


Ala 


Gin 


His 


Phe 
35 


Leu 


Tyr 


Leu 


Thr 


Leu 
40 


Val 


Gly 


Ala 


Glu 


Phe 
45 


Phe 


Leu 


Leu 


Gly 


Leu 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


Val 


Leu 


Met 


Ser 


Arg 


Arg 


Val 


Cys 


Trp 


Met 


He 


He 


Ala 


Gly 


65 










70 










75 










80 


Ser 


Trp 


Phe Gly 


Gly 


Ser 


Leu 


Asp 


Gly Phe 


Leu 


Leu 


Thr 


Pro 


He 


Thr 










85 










90 










95 




Met 


Ser 


Phe 


Pro 
100 


Phe 


Cys 


Asn 


Ser 


Arg 

105 


Glu 


He 


Asn 


His 


Phe 
110 


Phe 


Cys 


Glu 


Ala 


Pro 
115 


Ala 


Val 


Leu 


Lys 


Leu 
120 


Ala 


Cys 


Ala 


Asp 


Thr 
125 


Ala 


Leu 


Tyr 


Glu 


Thr 
130 


Val 


Met 


Tyr 


Val 


Cys 
135 


Cys 


Val 


Leu 


Met 


Leu 
140 


Leu 


He 


Pro 


Phe 


Ser 


Val 


Val 


Leu 


Ala 


Ser 


Tyr 


Ala 


Arg 


He 


Leu 


Thr 


Thr 


Val 


Gin 


Cys 


145 










150 










155 










160 


Met 


Ser 


Ser 


Val 


Glu 
165 


Gly 


Arg 


Lys 


Lys 


Ala 
170 


Phe 


Ala 


Thr 


Cys 


Ser 
175 


Ser 
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His Met Thr Val Val Ser Leu Phe Tyr Gly Ala Ala Met Tyr Thr Tyr 

180 185 190 

Met Leu Pro His Ser Tyr His Lys Pro Ala Gin Asp Lys Val Leu Ser 

195 200 205 

Val Phe Tyr Thr lie Leu Thr Pro 
210 215 



<210> 2017 
<211> 216 
<212> PRT 

<213> Homo sapien (2921629-1-1-649) 



<400> 2017 

Phe Val Asp Met Gly Leu Thr Ser Ser Thr Val Thr Lys Met Leu Val 

15 10 15 

Asn He Gin Thr Arg His His Thr He Thr Tyr Thr Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Phe Leu Met Phe Gly Asp Leu Asp Ser Phe Phe Leu 

35 40 45 

Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu Cys 

50 55 60 

Tyr Ser Thr Val Met Arg Pro Gin Val Cys Ala Leu Met Leu Ala Leu 
65 70 75 80 

Cys Trp Val Leu Thr Asn lie Val Ala Leu Thr His Thr Phe Leu Met 

85 90 95 

Ala Arg Leu Ser Phe Cys Val Thr Gly Glu He Ala His Phe Phe Cys 

100 105 110 

Asp He Thr Pro Val Leu Lys Leu Ser Cys Ser Asp Thr His He Asn 

115 120 125 

Glu Met Met Val Phe Val Leu Gly Gly Thr Val Leu He Val Pro Phe 

130 135 140 

Leu Cys He Val Thr Ser Tyr He His He Val Pro Ala He Leu Arg 
145 150 155 160 

Val Arg Thr Arg Gly Gly Val Gly Lys Ala Phe Ser Thr Cys Ser Ser 

165 170 175 

His Leu Cys Val Val Cys Val Phe Tyr Gly Thr Leu Phe Ser Ala Tyr 

180 185 190 

Leu Cys Pro Pro Ser He Ala Ser Glu Glu Lys Asp He Ala Ala Ala 

195 200 205 

Ala Met Tyr Thr He Val Thr Pro 
210 215 



<210> 2018 
<211> 212 
<212> PRT 

<213> Homo sapien (2921634-1-1-653) 



<400> 2018 



Cys 


His 


Ser 


Gin 


Val 


Ser 


Arg 


Leu 


Ala Gly Leu Gly Tyr 


Leu 


Glu 


Gly 


1 








5 










10 






15 




Arg 


Arg 


Leu 


Ser 


Ser 


Ser 


Tyr 


Asn 


Ala 


Cys 


Ala Ala Gin 


Met 


Phe 


Phe 








20 










25 






30 






Phe 


Val 


Ala 


Leu 


Ala 


Thr 


Val 


Glu 


Asn 


He 


Leu Leu Thr 


Ser 


Met 


Ala 






35 










40 






45 








Tyr 


Asp 


His 


Tyr 


He 


Ala 


Val 


Cys 


Lys 


Pro 


Leu His Tyr 


Thr 


Thr 


Thr 




50 










55 








60 








Thr 


He 


Ala 


Ser 


Val 


Cys 


Ala 


His 


Leu 


Val 


He Gly Ser Tyr Val 


Cys 


65 










70 










75 






80 


Gly 


Phe 


Leu 


Asn 


Ala 


Pro 


Leu 


Arg 


He 


Val 


Asp He Phe 


Ser 


Leu 


Ser 










85 










90 






95 




Phe 


Cys 


Lys 


Ser 


Asn 


Leu 


Val 


His 


His 


Leu 


Phe Cys Asp 


Val 


Pro 


Pro 
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Val Met 

Val Phe 
130 
Thr Ser 
145 

Gin Gly 

Val Ser 

Ser Ser 

Val Phe 
210 



Ala 
115 
Met 

Tyr 

His 

lie 

His 
195 
lie 



100 

Val Ser Cys 

Ser Ser Phe 

Leu Val He 
150 

Leu Lys Ala 

165 
Phe Tyr Gly 
180 

Ser Met Asp 
Ser 



105 

Ser Gly Lys 
120 

Asn Val Phe 
135 

Phe He Thr 

Trp Ser Thr 

Thr Thr He 
185 

Thr Asp Glu 
200 



His He Ser Lys 
125 

Leu Ala Leu Leu 
140 

He Leu Lys Met 
155 

Gly Ala Pro His 
170 

Phe Met Tyr Leu 

Met Ala Ser Leu 
205 



110 

Lys He Leu 

Val He Leu 

His Ser Ala 
160 

Leu He Ala 
175 

Gin Pro Ser 
190 

Phe Tyr Ala 



<210> 2019 
<211> 215 
<212> PRT 

<213> Homo sapien (2921639-1-1-647) 



<400> 2019 



Phe 


Val 


Asp 


He 


Cys Val 


Thr 


Ser 


Thr 


Thr 


Val Pro 


Lys 


Thr 


Leu 


Ser 


1 








5 








10 








15 




Asn 


He 


Arg 


Thr 


Gin Ser 


Lys 


Val 


Val 


Thr 


Tyr Ala Gly 


Cys 


He 


Thr 








20 








25 








30 






Gin 


Met 


Tyr 


Phe 


Phe Val 


Leu 


Phe 


He 


Val 


Leu Asp 


Ser 


Leu 


Leu 


Leu 






35 








40 








45 








Thr 


Val 


Met 


Ala 


Tyr Asp 


Gin 


Phe 


Val 


Ala 


lie Cys 


His 


Pro 


Leu 


His 




50 








55 








60 










Tyr 


Thr 


Val 


He 


Val Asn 


Pro 


Arg 


Leu 


Cys 


Gly Leu 


Leu 


Val 


Leu 


Ala 


65 








70 










75 








80 


Ser 


Trp 


He 


Met 


Ser Ala 


Leu 


Asn 


Ser 


Leu 


He Glu 


Ser 


Leu 


Met 


Val 










85 








90 








95 




Leu 


Pro 


Leu 


Leu 


Phe Cys 


Thr 


Asp 


Leu 


Lys 


He Pro 


His 


Phe 


Phe 


Cys 








100 








105 








110 






Glu 


Leu 


Asn 


Gin 


He He 


Arg 


Ser 


Ala 


Cys 


Ser Asp 


Thr 


Phe 


Leu 


Asn 






115 








120 








125 








Asp 


Met 


Val 


Met 


Tyr Met 


Ser 


Ala 


Val 


Leu 


Leu Gly Arg 


Gly 


Cys 


Phe 




130 








135 








140 










Thr 


Gly 


He 


Leu 


Tyr Ser 


Tyr 


Phe 


Lys 


Thr 


Val Ser 


Ser 


He 


Arg 


Ala 


145 








150 










155 








160 


He 


Ser 


Ser Ala Gin Gly 


Lys 


Tyr 


Lys 


Ala 


Phe Ser 


Thr 


Cys 


Ala 


Ser 










165 








170 








175 




His 


Leu 


Ser 


Val 


Val Ser 


Leu 


Phe 


Tyr 


Cys 


Met Gly Leu 


Gly 


Val 


Tyr 








180 








185 








190 






Leu 


Ser 


Ala 


Ala 


Ala Pro 


Thr 


Thr 


His 


Ser 


Gin Val 


Gin 


Gin 


Pro 


Leu 






195 








200 








205 








Met 


Tyr 


Thr 


Val 


Val Thr 


Pro 



















210 215 



<210> 2020 
<211> 212 
<212> PRT 

<213> Homo sapien (2921641-1-1-636) 
<220> 

<221> VARIANT 

<222> (1) . . . (212) 

<223> Xaa = Any Amino Acid 
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<400> 2020 





val 


Asp 


Tip 
lie 


AT a 




Ser 


Ser 


Ala 


Thr 


Ala 


Pro 


Lys 


Met 


He 


Val 


-L 






5 










10 










15 




Asp 


L>er 


Val 


Ser 


OX IX 


Lys 


TjVS 
uys> 


Thr 


He 


Ser 


Tvr 

JT 


Trp Gly 


Cys 


He 


Thr 






90 










25 










30 








Mot- 


tri lfc? 


1 ill 


Phe 


His 


Phe 


Phe 


Gly Cys 


Ala 


Asp 


He 


Phe 


Val 


Leu 






35 










40 










45 








x ill. 


Va 1 
Val 

^0 


Muf- 
fle; |_ 


Ala 


Phe 


Asp 


Arg 
55 


Tvr 

* jr *■ 


Ala 


Ala 


He 


60 


Gin 


Pro 


Leu 


Arg 


Tyr 


X III 


val 


Tin 

1 X t= 


Met 


Ser 


Ala 


Asn 


Ala 


Tyr 


Thr 


Val 


Leu 


Ala 


Ser 


Leu 












70 










75 










80 


Ser 


Trp 


Leu 




Ala 


Leu 


Glv 


His 


Ser 


Phe 


Val 


Gin 


Thr 


Leu 


Leu 


Thr 








85 










90 










95 




irne 


Vj ill 


Leu 


Pro 


fne 




noli 


Ala 


Gin Val 


He 


Asp 


His 


Tvr 

* Jr <*• 


Phe 


Cvs 








100 










105 










110 






Asp 


Val 


MIS 


Pro 


veil 


T .01 1 




Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Thr 


Leu 


Val 




115 










120 










125 








OCI 


Met 


Leu 


val 


v ax 


Ala 


Asn 


Ser 


Gly Leu 


He 


Ser 


Leu 


Gly 


Cys 


Phe 




1JU 










135 










140 










Leu 


lie 


Leu 


Leu 


Ala 


Ser 


Tyr 


Thr 


Val 


He 


Leu 


Phe 


Ser 


Leu 


Gin 


Lys 


145 










150 










155 










160 


Gin 


Ser 


Ala 


Glu 


Ser 
165 


Xaa 


His 


Lys 


Val 


Leu 
170 


Ser 


Thr 


Cys 


Gly 


Ser 
175 


His 


Leu 


Thr 


He 


Val 
180 


Thr 


Phe 


Phe 


Phe 


Val 
185 


Pro 


Cys 


Thr 


Phe 


He 
190 


Tyr 


Arg 


Pro 


Ser 


Thr 
195 


Thr 


Phe 


Pro 


Leu 


Asp 
200 




Ala 


Val 


Ser 


Val 
205 


Phe 


Tyr 


Thr 


Thr 


He 


Thr 


Pro 



























210 



<210> 2021 
<211> 216 
<212> PRT 

<213> Homo sapien (2921661-1-1-649) 
<400> 2021 



Leu 


Ala 


Asp 


Ala 


Cys 


Phe 


Val 


Ser 


Thr Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 








10 










15 




Asn 


He 


Gin 


He 


Gin 


Ser 


Gin 


Ala 


He Ser 


Tyr 


Ser 


Gly 


Cys 


Leu 


Leu 








20 










25 








30 






Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Leu 


Phe 


Val Met 


Leu 


Glu 


Ala 


Phe 


Leu 


Leu 






35 










40 








45 








Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Cys 


Tyr 


Val Ala 


He 


Cys 


His 


Pro 


Leu 


His 




50 










55 








60 










Tyr 


He 


Leu 


He 


Met 


Ser 


Pro 


Gly 


Leu Arg 


He 


Phe 


Leu 


Val 


Ser 


Ala 


65 










70 








75 










80 


Ser 


Trp 


He 


Met 


Asn 


Ala 


Leu 


His 


Ser Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 








85 








90 










95 




Asn 


Ser 


Leu 


Ser 


Phe 


Cys 


Ala 


Asn 


His Glu 


He 


Pro 


His 


Phe 


Leu 


Cys 








100 










105 








110 






Asp 


He 


Asn 


Pro 


Leu 


Leu 


Gly 


Leu 


Ser Cys 


Thr 


Asp 


Pro 


Phe 


Thr 


Asn 






115 










120 








125 








Glu 


Leu 


Val 


He 


Phe 


He 


Thr 


Gly 


Gly Leu Thr 


Gly Leu 


He 


Cys 


Val 




130 










135 








140 










Leu 


Cys 


Leu 


He 


He 


Ser 


Tyr 


Thr 


Asn Val 


Phe 


Ser 


Thr 


He 


Leu 


Lys 


145 








150 








155 










160 


He 


Pro 


Ser 


Ala 


Gin 


Gly 


Lys 


Arg 


Lys Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 










165 








170 










175 




His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Phe Gly Thr 


Ser 


Phe 


Cys 


Val 


Asp 








180 










185 








190 






Phe 


Ser 


Ser 


Pro 


Ser 


Thr 


His 


Ser 


Ala Gin 


Lys 


Asp 


Thr 


Val 


Ala 


Ser 
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195 200 205 

Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2022 
<211> 216 
<212> PRT 

<213> Homo sapien (2921667-1-1-649) 



<400> 2022 



Val 


Leu 


Asp 


Val 


Gly Cys 


He 


Thr 


Val 


Thr 


Val 


Pro 


Ala 


Met 


Leu 


Gly 


1 






5 










10 










15 




Arg 


Leu 


Leu 


Ser 


His 


Lys 


Ser 


Thr 


He 


Ser 


Tyr 


Asp Ala 


Cys 


Leu 


Ser 






20 










25 










30 






Gin 


Leu 


Phe 


Phe 


Phe 


His 


Leu 


Leu 


Ala 


Gly Met 


Asp 


Cys 


Phe 


Leu 


Leu 






35 










40 










45 








Thr 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Leu 


Leu 


Ala 


He 


Cys 
60 


Gin 


Pro 


Leu 


Thr 


Tyr 


Ser 


Thr 


Arg 


Met 


Ser 


Gin 


Thr 


Val 


Gin 


Arg 


Met 


Leu 


Val 


Ala 


Ala 


65 










70 










75 










80 


Ser 


Trp 


Ala 


Cys 


Ala 


Phe 


Thr 


Asn 


Ala 


Leu 


Thr 


His 


Thr 


Val 


Ala 


Met 






85 










90 










95 




Ser 


Thr 


Leu 


Asn 


Phe 


Cys Gly 


Pro 


Asn 


Glu 


Val 


Asn 


His 


Phe 


Tyr 


Cys 








100 










105 










110 






Asp 


Leu 


Pro 


Gin 


Leu 


Phe 


Gin 


Leu 


Ser 


Cys 


Ser 


Ser 


Thr 


Gin 


Leu 


Asn 




115 










120 










125 








Glu 


Leu 
130 


Leu 


Leu 


Phe 


Val 


Ala 
135 


Ala 


Ala 


Phe 


Met 


Ala 
140 


Val 


Ala 


Pro 


Leu 


Val 


Phe 


He 


Ser 


Val 


Ser 


Tyr 


Ala 


His 


Val 


Val 


Ala 


Ala 


Val 


Pro 


Gin 


145 










150 










155 










160 


He 


Arg 


Ser 


Ala 


Glu Gly Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 








165 










170 










175 




His 


Leu 


Thr 


Val 


Val 


Gly 


He 


Phe 


Tyr 


Gly Thr Gly Val 


Phe 


Ser 


Tyr 








180 










185 










190 






Met 


Arg 


Leu 


Gly 


Ser 


Ala 


Glu 


Ser 


Ser 


Asp 


Lys 


Asp 


Lys 


Gly 


Val 


Gly 




195 










200 










205 








Val 


Phe 
210 


Met 


Thr 


Val 


He 


Asn 
215 


Pro 



















<210> 2023 
<211> 215 
<212> PRT 

<213> Homo sapien (2921686-1-1-646) 
<400> 2023 



Trp Ala Asp 


lie 


Ala 


Phe 


Thr 


Ser 


Ala 


Thr 


Val 


Pro Lys Met 


He 


Val 


1 








5 










10 










15 




Asp 


Met 


Gin 


Ser 


His 


Arg 


Val 


He 


Ser 


Tyr 


Ala 


Ser 


Cys 


Leu 


Thr 


Gin 






20 










25 










30 






Met 


Ser 


Phe 


Phe 


Ala 


Leu 


Phe 


Ala 


Cys 


He 


Glu 


Asp 


Leu 


Leu 


Leu 


He 






.35 










40 










45 








Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


Val 


Cys 


His 


Ser 


Pro 


His 


Tyr 




50 










55 










60 










Pro 


Val 


He 


Met 


Asn 


Pro 


Arg 


Leu 


Gly 


Val 


Phe 


Phe 


Val 


Leu 


Val 


Ser 


65 










70 










75 










80 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Ser 


Trp 


Thr 


Val 


Leu 










85 










90 










95 




Gin 


Phe 


Thr 


Phe 


Phe 


Lys 


Asn 


Val 


Glu 


He 


Ser 


Asn 


Phe 


Val 


Cys 


Asp 








100 










105 










110 






Pro 


Ser 


Gin 


Leu 


Leu 


Asn 


Leu 


Ala 


Cys 


Ser 


Asp 


Ser 


Val 


He 


Asp 


Ser 



115 120 125 
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He Phe 


He 


Tyr 


Leu 


Asp 


Ser 


Thr 


Met 


Phe 


Arg 


Phe 


Leu 


Pro 


He 


Ser 


130 










135 










140 










Gly He 


Leu 


Leu 


Ser 


Tyr 


Ser 


Asn 


He 


Val 


Pro 


Ser 


He 


Leu 


Arg 


He 


145 








150 










155 










160 


Ser Ser 


Ser 


Asp Gly Lys 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Arg 


Ser 


His 








165 










170 










175 




Leu Ala 


Val 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly Thr 


Gly 


He 


Gly 


Val 


Tyr 


Leu 






180 










185 










190 






Thr Thr 


Ala Ala Gly Thr 


Thr 


Pro 


Arg 


Ser 


Gly Val 


Val 


Val 


Ser 


Val 




195 










200 










205 








Met Tyr 


Thr 


Val 


Val 


Thr 


Pro 




















210 










215 




















<210> 2024 




























<211> 217 




























<212> PRT 




























<213> Homo sapien (2921715-1-1-652) 
















<400> 2024 




























He He 


Asp 


He 


Ser 


Tyr 


Ala 


Ser 


Asn 


Lys 


Val 


Pro 


Lys 


Met 


Leu 


Thr 


1 




5 










10 










15 




Asn Leu 


Gly Leu 


Asn 


Lvs 


Arg 


Lys 


Thr 


He 


Ser 


Phe 


Val 


Pro 


Cys 


Thr 






20 










25 










30 






Met Gin 


Thr 


Phe 


Leu 


Tyr 


Met 


Ala 


Phe 


Ala 


His 


Thr 


Glu 


Cys 


Leu 


He 




35 










40 










45 








Leu Val 


Met 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 


Met 


Ala 


He 


Cys 


His 


Pro 


Leu 


50 










55 










60 










Gin Tyr 


Ser 


Val 


He 


Met 


Arg 


Trp 


Gly Val 


Cys 


Thr 


Val 


Leu 


Ala 


Val 


65 








70 










75 










80 


Thr Ser 


Trp 


Ala 


Cys 


Gly 


Ser 


Leu 


Leu 


Ala 


Leu 


Val 


His 


Val 


Val 


Leu 








85 










90 










95 




He Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


His 


Glu 


He 


Asn 


His 


Phe 


Phe 






100 










105 










110 






Cys Glu 


He 


Leu 


Ser 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Trp 


Leu 


115 










120 










125 








Asn Gin 


Val 


Val 


He 


Phe 


Ala 


Ala 


Ser 


Val 


Phe 


T1 


Leu 


Val 


Gly 


Pro 


130 










135 










140 










Leu Cys 


Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Ser Arg 


He 


Leu 


Ala 


Ala 


He 


Leu 


145 








150 










155 










160 


Arg He 


Gin 


Ser 


Gly 


Glu 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cvs 


Ser 








165 










170 










175 




Ser His 


Leu 


Cys 


Met 


Val 


Gly 


Leu 


Phe 


Phe 


Gly 


Ser 


Ala 


He 


Val 


Met 






180 










185 










190 






Tyr Met 


Ala 


Pro 


Lys 


Ser 


Arg 


His 


Pro 


Glu 


Glu 


Gin 


Gin 


Lys 


Val 


Leu 


195 










200 










205 








Ser Leu 


Phe 


Tyr 


Ser 


Leu 


Phe 


Asn 


Pro 
















210 










215 




















<210> 2025 




























<211> 311 




























<212> PRT 




























<213> Homo sapien (3093312-1-33069-35776) 












<400> 2025 




























Met Asn Asp 


Asp Gly Lys 


Val 


Asn 


Ala 


Ser 


Ser Glu Gly 


Tyr 


Phe 


He 


1 






5 










10 










15 




Leu Val 


Gly 


Phe 


Ser 


Asn 


Trp 


Pro 


His 


Leu 


Glu 


Val 


Val 


He 


Phe 


Val 






20 










25 










30 






Val Val 


Leu 


He 


Phe 


Tyr 


Leu 


Met 


Thr 


Leu 


He Gly Asn 


Leu 


Phe 


He 




35 










40 










45 








He He 


Leu 


Ser 


Tyr 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 
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50 










55 










60 










rTie 


Leu 


Ser 


Asn 


Leu 




xTie 


Leu 


Asp 




Cys 


1 y x 




Thr 


Ser 


Ser 


65 










70 










75 










80 


lie 


Pro 


Gin 


Leu 


Leu 

Q C 

o o 


Val 


Asn 


Leu 


Trp 




Pro 


vj -L U 




i in 


He 
95 


Ser 


Tyr 


Ala 


Gly 


Cys 




lie 


\j j.n 


Leu 


Tyr 


fxlvs 


val 


Leu 


Al ^ 
nla 




Gly Thr 








1UU 










105 










1 1 vs 






Thr 


Glu 


Cys 

llD 


val 


Leu 


Leu 


Val 


Val 
120 


Met 


Cor 
Oct 


Tyr 


Asp 


Arg 
i 




Ala 


nld 


Val 


Cys 
130 


Arg 


Pro 


Leu 


His 


Tyr 
135 


Thr 


Val 


Leu 


net. 


nib 

140 


XT X O 


r\i y 


Phe 


Cys 


His 


Leu 


Leu 


Ala 


Val 


Ala 


Ser 


Trp 


Val 


Ser 






X 111 


Asn 


Ser 


Ala 


143 










150 




















1 £A 
iOU 


Leu 


His 


Ser 


Ser 


Phe 


Thr 


Phe Trp Val 


fro 


Leu 


Cys 


oiy 


His 


Arg 


bin 










165 










1 TO 

J. / u 










175 




Val 


Asp 


His 


Pne 


Phe Cys 


Glu 


Val 


Pro 




Leu 


Leu 


Arg 


Leu 


Ser 


Cys 








loU 










185 










190 






Val 


Asp 


Thr 
195 


His 


Val 


Asn 


Glu 


Leu 
200 


Thr 


Leu 


wee 


i ie 


jl nr 
205 


Ser 


Ser 


He 


Phe 


Val 


Leu 


He 


Pro 


Leu 


He 


Leu 


He 


T ATI* 

Leu 


i nr 


Ser 


Tyr 


Gly Ala 


He 




210 










215 










220 










Val 


Arg 


Ala 


Val 


Leu 


Arg 


Met 


Gin 


Ser 


inr 


inr 


Gly 


Leu 


Gin 


Lys 


Val 


225 










230 










O 1 c. 










240 


Phe 


Gly 


Thr 


Cys 


Gly Ala 


His 


Leu 


Met 


Ala 


val 


Ser 


Leu 


Phe 


Phe 


He 










245 










250 










255 




Pro 


Ala 


Met 


Cys 


He 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Gly Asn 


Ser 


Gin 


Asp 








260 










265 










270 






Gin 


Gly 


Lys 
275 


Phe 


He 


Ala 


Leu 


Phe 
280 


Tyr 


Thr 


Val 


Val 


Thr 
285 


Pro 


Ser 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Val 


Val 


Arg 


Gly Ala Val 




290 










295 










300 










Lys 


Arg 


Leu 


Met 


Gly 


Trp 


Glu 





















305 310 



<210> 2026 
<211> 330 
<212> PRT 

<213> Homo sapien (3108020-1-23117-23433) 
<220> 

<221> VARIANT 

<222> (1)...(330) 

<223> Xaa = Any Amino Acid 



<400> 2026 



Met 


Glu 


Pro 


Glu 


Asn 


Asp 


Thr 


Arg 


He 


Ser 


Glu 


Phe 


Arg 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Glu 


Glu 


Pro 


Arg 


Leu 


Gin 


Arg 


Phe 


Arg 


Phe 


Leu 


Phe 


Gly Val 








20 










25 










30 






Phe 


Leu 


Ser 
35 


Met 


Tyr 


Leu 


He 


He 
40 


Val 


Phe 


Gly 


Asn 


Leu 
45 


Leu 


He 


He 


Leu 


Val 
50 


He 


He 


Leu 


Cys 


Ser 
55 


His 


Leu 


His 


Thr 


Ser 
60 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Val 


Asp 


He 


Cys 


Phe 


Ala 


Ser 


Thr 


Arg 


Val 


65 










70 










75 










80 


Pro 


Lys 


Met 


Leu 


Val 
85 


Asn 


He 


Gin 


Ala 


Gin 
90 


Ser 


Lys 


Val 


He 


Thr 
95 


Ser 


Ala 


Gly 


Cys 


He 
100 


Thr 


Gin 


Met 


Tyr 


Phe 
105 


Phe 


He 


His 


Phe 


Val 
110 


Gly 


Leu 


Asp 


Ser 


Phe 
115 


Leu 


Leu 


Thr 


Val 


Met 
120 


Ala 


Tyr 


Asp 


Arg 


Phe 
125 


Val 


Ala 


He 
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Cys 


His 
130 


Pro 


Leu 


Tyr 


Tyr 


Thr 
135 


Val 


He 


Met 


Asn 


Pro 
140 


Gin 


Leu 


Cys 


Gly 


Leu 


Leu 


Val 


Leu 


Val 


Ser 


Trp 


He 


Thr 


Ser 


Val 


Leu 


His 


Ser 


Leu 


Leu 


145 










150 










155 










160 


His 


Ser 


Leu 


Met 


Val 
165 


Leu 


Gin 


Leu 


Ser 


Leu 
170 


Cys 


Arg 


Glu 


Leu 


Glu 
175 


He 


Pro 


His 


Phe 


Phe 
180 


Cys 


Glu 


Leu 


Asn 


Gin 
185 


Val 


He 


His 


Leu 


Ala 
190 


Cys 


Ser 


Asp 


Thr 


Phe 
195 


Leu 


Asn 


Asp 


Met 


Val 
200 


Met 


Tyr 


Leu 


Ala 


Ala 
205 


Val 


Leu 


Leu 


Gly 


Gly 
210 


Gly 


Ser 


Leu 


Ala 


Gly 
215 


He 


Leu 


Tyr 


Ser 


Tyr 
220 


Ser 


Lys 


He 


Val 


Ser 


Ser 


lie 


Cys 


Ala 


He 


Ser 


Ser 


Ala 


Gin 


Gly 


Lys 


Tyr 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Pro 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Cys 


Thr 








245 










250 










255 




Ser 


Leu 


Gly Val 


Tyr 


Leu 


Ser 


Ser 


Ala 


Ala 


Ser 


His 


Asn 


Ser 


His 


Ser 








260 










265 










270 






Gly 


Ala 


lie 
275 


Ala 


Ser 


Val 


Arg 


Tyr 
280 


Thr 


Val 


Val 


Thr 


Pro 
285 


Met 


Leu 


Asn 


Pro 


Phe 
290 


He 


Tyr 


Ser 


Leu 


Arg 
295 


Asn 


Lys 


Asp 


He 


Lys 
300 


Arg 


Ala 


Leu 


Lys 


Asn 


Ser 


Leu 


Gly 


Gly 


Lys 


Leu 


Glu 


Lys 


Gly 


Gin 


Leu 


Ser 


Xaa Gly 


Leu 


305 










310 










315 










320 


Lys 


Leu 


Tyr 


Pro 


Xaa 
325 


Leu 


Gin 


Gly 


Ser 


Lys 
330 















<210> 2027 
<211> 319 
<212> PRT 

<213> Homo sapien (3108020-1-37593-3 8822) 
<400> 2027 



Met 


Glu 


Arg Gly 


Asn 


Gin 


Thr 


Glu 


Val 


Gly 


Asn 


Phe 


Leu 


Leu 


Leu Gly 


1 








5 










10 










15 




Phe 


Ala 


Glu 


Asp 


Ser Asp 


Met 


Gin 


Leu 


Leu 


Leu 


His 


Gly 


Leu 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 
35 


Leu 


Val 


Thr 


He 


He 
40 


Gly 


Asn 


Leu 


Leu 


He 
45 


He 


Leu 


Thr 


He 


Ser 
50 


Ser 


Asp 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Ala Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Val 


Asn 


He 


Gin 


Thr 


Gin 


Ser 


Lys 


Met 


He 


Thr 


Phe Ala Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


He 


Phe 


Phe 


Phe 


He 


Ala 


Phe 


Gly Cys 


Leu 


Asp 


Asn 








100 










105 










110 






Leu 


Leu 


Leu 
115 


Thr 


Met 


Thr 


Ala 


Tyr 
120 


Asp 


Arg 


Phe 


Val 


Ala 
125 


He 


Cys 


Tyr 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Pro 


Arg 


Leu 


Cys 


Gly Leu 


Leu 




130 










135 










140 










Val 


Leu 


Gly 


Ser 


Trp 


Cys 


He 


Ser 


Val 


Met 


Gly 


Ser 


Leu 


Leu 


Glu 


Thr 


145 










150 










155 










160 


Leu 


Thr 


He 


Leu 


Arg 
165 


Leu 


Ser 


Phe 


Cys 


Thr 
170 


Asn 


Met 


Glu 


He 


Pro 
175 


His 


Phe 


Phe 


Cys 


Asp 
180 


Pro 


Ser 


Glu 


Val 


Leu 
185 


Lys 


Leu 


Ala 


Cys 


Ser 
190 


Asp 


Thr 


Phe 


He 


Asn 


Asn 


He 


Val 


Met 


Tyr 


Phe 


Val 


Thr 


He 


Val 


Leu Gly Val 






195 










200 










205 








Phe 


Pro 
210 


Leu 


Cys 


Gly 


He 


Leu 
215 


Phe 


Ser 


Tyr 


Ser 


Gin 
220 


He 


Phe 


Ser 


Ser 
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Val Leu Arg Val Ser Ala Arg Gly Gin His Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Gly Leu Gly 

245 250 255 

Val Tyr Leu Ser Ser Ala Val Thr Pro Pro Ser Arg Thr Ser Leu Ala 

260 265 270 

Ala Ser Val Met Tyr Thr Met Val Thr Pro Met Leu Asn Pro Phe lie 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met Lys Gly Ser Leu Gly Arg Leu Leu 

290 295 300 

Leu Arg Ala Thr Ser Leu Lys Glu Gly Thr lie Ala Lys Leu Ser 
305 310 315 

<210> 2028 
<211> 315 
<212> PRT 

<213> Homo sapien (3184261-1-5713-7336) 
<400> 2028 

Met Glu Pro Glu Lys Gin Thr Glu He Ser Glu Phe Phe Leu Gin Gly 

15 10 15 

Leu Ser Glu Lys Pro Glu His Gin Thr Leu Leu Phe Thr Met Phe Leu 

20 25 30 

Ser Thr Tyr Leu Val Thr He He Gly Asn Ala Leu He He Leu Ala 

35 40 45 

He He Thr Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 

50 55 60 

Asn Leu Ser Leu Val Asp Thr Leu Leu Ser Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met Leu Ala Asn He Gin Ala Gin Ser Arg Ala He Pro Phe Val Gly 

85 90 95 

Cys Leu Thr Gin Met Tyr Ala Phe His Leu Phe Gly Thr Met Asp Ser 

100 105 HO 

Phe Leu Leu Ala Val Met Ala He Asp Arg Phe Val Ala He Val His 

115 120 125 

Pro Gin Arg Tyr Leu Val Leu Met Cys Ser Pro Val Cys Gly Leu Leu 

130 135 140 

Leu Gly Ala Ser Trp Met He Thr Asn Leu Gin Ser Leu He His Thr 
145 150 155 160 

Cys Leu Met Ala Gin Leu Thr Phe Cys Ala Gly Ser Glu He Ser His 

165 170 175 

Phe Phe Cys Asp Leu Met Pro Leu Leu Lys Leu Ser Gly Ser Asp Thr 

180 185 190 

His Thr Asn Glu Leu Val He Phe Ala Phe Gly He Val Val Gly Thr 

195 200 205 

Ser Pro Phe Ser Cys He Leu Leu Ser Tyr He Arg He Phe Trp Thr 

210 215 220 

Val Phe Lys He Pro Ser Thr Arg Gly Lys Trp Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Leu His Leu Thr Val Val Ser Leu Ser Tyr Gly Thr He Phe 

245 250 255 

Ala Val Tyr Leu Gin Pro Thr Ser Pro Ser Ser Ser Gin Lys Asp Lys 

260 265 270 

Ala Ala Ala Leu Met Cys Gly Val Phe He Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser He Arg Asn Lys Asp Met Lys Ala Ala Leu Gly Lys Leu 

290 295 300 

He Gly Lys Val Ala Val Pro Cys Pro Arg Pro 
305 310 315 

<210> 2029 
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<211> 318 
<212> PRT 

<213> Homo sapien (3213020-1-101040-103030) 



<400> 2029 




























Met 


Trp 


Gin 


Lys 


Asn 


Gin 


Thr 


Ser 


Leu 


Ala 


Asp 


Phe 


He 


Leu 


Glu 


Gly 


1 








5 










10 










15 




Leu 


Phe 


Asp 


Asp 


Ser 


Leu 


Thr 


His 


Leu 


Phe 


Leu 


Phe 


Ser 


Leu 


Thr 


Met 








20 










25 










30 






Val 


Val 


Phe 


Leu 


He 


Ala 


Val 


Ser 


Gly Asn Thr 


Leu 


Thr 


He 


Leu 


Leu 






35 










40 










45 








He 


Cys 


He 


Asp 


Pro 


Gin 


Leu 


His 


Thr 


Pro Met 


Tyr 


Phe 


Leu 


Leu 


Ser 




50 










55 










60 










Gin 


Leu 


Ser 


Leu 


Met 


Asp 


Leu 


Met 


His 


Val 


Ser 


Thr 


Thr 


He 


Leu 


Lys 


65 










70 










75 










80 


Met 


Ala 


Thr 


Asn 


Tyr 


Leu 


Ser 


Gly 


Lys 


Lys 


Ser 


He 


Ser 


Phe 


Val 


Gly 










85 










90 










95 




Cys 


Ala 


Thr 


Gin 


His 


Phe 


Leu 


Tyr 


Leu 


Cys 


Leu 


Gly Gly Ala 


Glu 


Cys 








100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


Arg 


Tyr 


Ala 


Val 


Leu 


Met 


Asn 


Lys 


Lys 


Val 


Gly 


Leu 


Met 


Met 




130 










135 










140 










Ala 


Val 


Met 


Ser 


Trp 


Leu Gly Ala 


Ser 


Val 


Asn 


Ser 


Leu 


He 


His 


Met 


145 










150 










155 










160 


Ala 


He 


Leu 


Met 


His 


Phe 


Pro 


Phe 


Cys 


Gly 


Pro 


Arg 


Lys 


Val 


Tyr 


His 










165 










170 










175 




Phe 


Tyr 


Cys 


Glu 


Phe 


Pro 


Ala 


Val 


Val 


Lys 


Leu 


Val 


Cys 


Gly 


Asp 


He 








180 










185 










190 






Thr 


Val 


Tyr 


Glu 


Thr 


Thr 


Val 


Tyr 


He 


Ser 


Ser 


He 


Leu 


Leu 


Leu 


Leu 






195 










200 










205 








Pro 


He 


Phe 


Leu 


He 


Ser 


Thr 


Ser 


Tyr 


Val 


Phe 


He 


Leu 


Gin 


Ser 


Val 




210 










215 










220 










He 


Gin 


Met 


Arg 


Ser 


Ser 


Gly 


Ser 


Lys 


Arg 


Asn 


Ala 


Phe 


Ala 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


Trp 


Phe 


Gly 


Ala 


Cys 


He 


Phe 










245 










250 










255 




Ser 


Tyr 


Met 


Arg 


Pro 


Arg 


Ser 


Gin 


Cys 


Thr 


Leu 


Leu 


Gin 


Asn 


Lys 


Val 








260 










265 










270 






Gly 


Ser 


Val 


Phe 


Tyr 


Ser 


He 


He 


Thr 


Pro 


Thr 


Leu 


Asn 


Ser 


Leu 


He 






275 










280 










285 








Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Ala 


Lys 


Ala 


Leu 


Arg 


Arg 


Val 


Leu 




290 










295 










300 










Arg 


Arg Asp Val 


He 


Thr 


Gin 


Cys 


He 


Gin 


Arg 


Leu 


Gin 


Leu 






305 










310 










315 













<210> 2030 
<211> 114 
<212> PRT 

<213> Homo sapien (32504-1-1-343) 



<400> 2030 




























Val Cys 


His 


Pro 


Leu 


His 


Tyr 


Met 


He 


He 


Met 


Asn 


Pro 


His 


Leu 


Cys 


1 






5 










10 










15 




Gly Leu 


Leu 


Val 


Phe 


Val 


Thr 


Trp 


Leu 


He 


Gly Val 


Met 


Thr 


Ser 


Leu 






20 










25 










30 






Leu His 


He 
35 


Ser 


Leu 


Met 


Met 


His 
40 


Leu 


He 


Phe 


Cys 


Lys 
45 


Asp 


Phe 


Glu 


He Pro 


His 


Phe 


Phe 


Cys 


Glu 


Leu 


Thr 


Tyr 


He 


Leu 


Gin 


Leu 


Ala 


Cys 


50 










55 










60 










Ser Asp 


Thr 


Phe 


Leu 


Asn 


Ser 


Thr 


Leu 


He 


Tyr 


Phe 


Met 


Thr 


Gly Val 
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65 70 
Leu Gly Val Phe Pro Leu Leu Gly 
85 

Ala Ser Ser He Arg Lys Met Ser 
100 

Leu Ser 



75 80 
He He Phe Ser Tyr Ser Arg He 

90 95 
Ser Ser Gly Gly Lys Gin Lys Ala 
105 110 



<210> 2031 
<211> 114 
<212> PRT 

<213> Homo sapien (32508-1-1-343) 



<400> 2031 



He 


Val 


Ser 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala 


Met 


Ser 


Asp 


Arg Lys Cys 


1 








5 










10 








15 


Val 


Glu 


Leu 


Val 


Thr 


Gly 


Ser 


Trp 


He Gly Gly 


He 


Val 


Asn Thr Leu 








20 










25 










30 


He 


His 


Thr 


He 


Ser 


Leu 


Arg 


Arg 


Leu 


Ser 


Phe 


Cys 


Arg 


Leu Asn Ala 






35 










40 










45 




Val 


Ser 


His 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Ser 


Leu 


Leu 


Lys 


Leu Ser Cys 




50 










55 










60 






Ser 


Asp 


Thr 


Ser 


Met 


Asn 


Glu 


Leu 


Leu 


Leu 


Leu 


Thr 


Phe 


Ser Gly Val 


65 










70 










75 






80 


He 


Ala 


Met 


Ala 


Thr 


Phe 


Leu 


Thr 


Val 


He 


He 


Ser 


Tyr 


He Phe He 










85 










90 








95 


Ala 


Phe 


Ala 


Ser 


Leu 


Arg 


He 


His 


Ser 


Ala 


Ser Gly Arg Gin Gin Ala 








100 










105 










110 



Phe Ser 



<210> 2032 
<211> 112 
<212> PRT 

<213> Homo sapien (32509-1-1-338) 
<400> 2032 



He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Thr 


Thr 


He 


Met 


Lys 


Glu 


Gly 


Leu 


Cys 


1 








5 










10 










15 




Asn 


Leu 


Leu 


Val 
20 


Thr 


Val 


Ser 


Trp 


He 
25 


Leu 


Ser 


Cys 


Thr 


Asn 
30 


Ala 


Leu 


Ser 


His 


Thr 
35 


Leu 


Leu 


Leu 


Ala 


Gin 
40 


Leu 


Ser 


Phe 


Cys 


Ala 
45 


Asp 


Asn 


Thr 


He 


Pro 
50 


His 


Phe 


Phe 


Cys 


Asp 
55 


Leu 


Val 


Ala 


Leu 


Leu 
60 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


lie 


Ser 


Leu 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Thr 


Val 


Gly Gin Ala 


65 










70 










75 










80 


Val 


He 


Thr 


Leu 


Pro 


Leu 


He 


Cys 


He 


Leu 


He 


Ser 


Tyr Gly 


His 


He 










85 










90 










95 




Gly 


Val 


Thr 


He 
100 


Leu 


Lys 


Ala 


Pro 


Ser 
105 


Thr 


Lys 


Gly 


He 


Phe 
110 


Lys 


Ala 



<210> 2033 
<211> 114 
<212> PRT 

<213> Homo sapien (32513-1-1-343) 
<400> 2033 

He Cys Tyr Pro Leu Arg Tyr Thr Ala He Met Asn Pro Arg He Cys 

15 10 15 

Val Ala Leu Ala Val Gly Thr Trp Leu Leu Gly Cys He His Ser Ser 
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20 










25 










30 






He 


Leu 


Thr 


Ser 


Leu 


Thr 


Phe 


Thr 


Leu 


Pro 


Tyr 


Cys 


Gly 


Pro 


Asn 


Glu 






35 










40 










45 








Val 


Asp 


His 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Ala 


Leu 


Leu 


Pro 


Leu 


Ala 


Cys 




50 










55 










60 










Ala 


Asp 


Thr 


Ser 


Leu Ala Gin Arg Val 


Ser 


Phe 


Thr 


Ser 


Val 


Gly 


Leu 


65 








70 










75 










80 


He 


Ser 


Leu 


Val 


Cys 


Phe 


Leu 


Leu 


lie 


Leu 


Leu 


Ser 


Tyr 


Thr 


Arg 


He 










85 










90 










95 




Thr 


He 


Ser 


He 


Leu 


Ser 


He 


Arg 


Thr 


Thr 


Glu 


Gly Arg 


Arg 


Arg 


Ala 








100 










105 










110 






Phe 


Ser 































<210> 2034 
<211> 114 
<212> PRT 

<213> Homo sapien (32518-1-1-343) 



<400> 2034 



He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Pro 


Ala 


lie 


Met 


Thr Asn Gly Leu 


Cys 


1 




5 










10 




15 




He 


Arg 


Leu 


Leu 


He 


Leu 


Ser 


Tyr 


Val Gly Gly 


Leu Leu His Ala 


Leu 








20 










25 






30 




He 


His 


Glu 


Gly 


Phe 


Leu 


Phe 


Arg 


Leu 


Thr 


Phe 


Cys Asn Ser Asn 


He 






35 








40 








45 




Val 


His 
50 


His 


He 


Tyr 


Cys 


Asp 
55 


He 


He 


Pro 


Leu 


Ser Lys He Ser 
60 


Cys 


Thr 


Asp 


Ser 


Ser 


He 


Asn 


Phe 


Leu 


Met 


Val 


Phe 


He Phe Ser Gly 


Ser 


65 








70 










75 




80 


He 


Gin 


Val 


Phe 


Ser 
85 


He 


Val 


Thr 


He 


Leu 
90 


Val 


Ser Tyr Thr Phe 
95 


Val 


Leu 


Phe 


Ala 


He 
100 


Leu 


Lys 


Arg 


Lys 


Ser 
105 


Asp 


Lys 


Gly Val Arg Lys 
110 


Ala 



Phe Ser 



<210> 2035 
<211> 148 
<212> PRT 

<213> Homo sapien (3289998-1-93404-94343) 



<400> 2035 



Met 


Val 


Leu 


Trp 


Leu 


Ser 


Phe 


Cys 


Thr 


Asp 


Leu 


Glu 


He 


Pro 


His 


Phe 


1 








5 










10 










15 




Phe 


Cys 


Glu 


Leu 


Asn 


Gin 


Val 


He 


His 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Phe 






20 










25 










30 






Leu 


Asn 


Asp Met Gly Met 


Tyr 


Phe 


Ala 


Ala 


Gly 


Leu Leu Ala Gly 


Gly 






35 










40 










45 








Pro 


Leu 


Val 


Gly He 


Leu 


Cys 


Ser 


Tyr 


Ser 


Lys 


He 


Val 


Ser 


Ser 


He 




50 










55 










60 










Arg 


Ala 


He 


Ser 


Ser 


Ala 


Gin 


Gly 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


65 










70 










75 










80 


Ala 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Cys 


Cys 


Thr Gly Leu 


Gly 










85 










90 










95 




Val 


Tyr 


Leu 


Thr 


Ser 


Ala 


Ala 


Thr 


His 


Asn 


Ser 


His 


Thr 


Ser 


Ala 


Thr 






100 










105 










110 






Ala 


Ser 


Val 
115 


Met 


Tyr 


Thr 


Val 


Ala 
120 


Thr 


Pro 


Met 


Leu 


Asn 
125 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


He 


Lys 


Arg 


Ala 


Leu 


Lys 


Met 


Ser 


Phe 



130 135 140 
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Arg Gly Lys Gin 
145 

<210> 2036 
<211> 312 
<212> PRT 

<213> Homo sapien (3402736-1-7079-10933) 



<400> 2036 



Mot- 


Ser 


Ala 


Asn 


1 XIX 


Ser 


11 C Vdi 


X XIX 


Glu 


Phe 


Leu Leu 


J_jtr u 


Ol vr 

VjXjf 




1 
X 








c 








10 








X 




Cor 
Dei 


nib 


Leu 


Ala 


Asp 


Leu 


vjjLii uiy 


Leu 


Leu 


Phe 


Ser Val 


rue 


T .oi i 
JLitSll 


J. 11X 








20 








z D 








^ n 
J u 






lie 


Tyr 


Leu 


Leu 


inr 


vai 


Aia v»iy 


Asn 


Phe 


Leu 


He Val 


vai 


Leu 


vai 






35 
















45 








ber 


inr 


Asp Ala 


Ala 


Leu 


bin ber 


Pro 


Met 


Tyr 


Phe Phe 


Leu 


Arg 


inr 




bl) 










bb 








60 








Leu 


Ser 


Ala 


Leu 


Glu 


lie 


Gly Tyr 


Thr 


Ser 


Val 


Thr Val 


Pro 


Leu 


Leu 












/ 0 








75 










Lieu 


HIS 


His 


Leu 


Leu 


Thr 


Gly Arg 


Arg 


His 


He 


Ser Arg 


Ser 


Gly 


Cys 










ob 








90 








9b 




Ala 


Leu 


Gin 


Met 


Pne 


Phe 


Phe Leu 


Pne 


Phe Gly Ala Thr 


Glu 


Cys 


Cys 








100 








105 








110 






Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr Asp 


Arg 


Tyr 


Ala 


Ala He 


Cys 


Glu 


Pro 






115 








120 








125 








Leu 


Arg 


Tyr 


Pro 


Leu 


Leu 


Leu Ser 


His 


Arg 


Val 


Cys Leu 


Gin 


Leu 


Ala 




130 










135 








140 








Gly 


Ser 


Ala 


Trp 


Ala 


Cys 


Gly Val 


Leu 


Val 


Gly 


Leu Gly 


His 


Thr 


Pro 


145 










150 








155 








160 


Pne 


lie 


Phe 


Ser 


Leu 


Pro 


Phe Cys 


Gly 


Pro 


Asn 


Thr He 


Pro 


Gin 


Pne 










lbb 








170 








1 /b 






Cys 


Glu 


lie 


r>l n 
yin 


Pro 


vai Leu 


vjin 


Leu 


Val 


Cys Gly 


Asp 


inr 


oer 








180 








185 








190 






Leu 


Asn 


Glu 


Leu 


Gin 


He 


He Leu 


Ala 


Thr 


Ala 


Leu Leu 


He 


Leu 


Cys 






195 








200 








205 








Pro 


Phe 


Gly Leu 


He 


Leu 


Gly Ser 


Tyr 


Gly Arg 


He Leu 


Val 


Thr 


He 




210 










215 








220 








Phe 


Arg 


lie 


Pro 


Ser 


Val 


Ala Gly 


Arg 


Arg 


Lys 


Ala Phe 


Ser 


Thr 


Cys 


225 










230 








235 








240 


Ser 


Ser 


His 


Leu 


He 


Val 


Val Ser 


Leu 


Phe Tyr Gly Thr 


Ala 


Leu 


Phe 










245 








250 








255 




lie 


Tyr 


lie 


Arg 


Pro 


Lys 


Ala Ser 


Tyr 


Asp 


Pro 


Ala Thr 


Asp 


Pro 


Leu 








260 








265 








270 






Val 


Ser 


Leu 


Phe 


Tyr 


Ala 


Val Val 


Thr 


Pro 


He 


Leu Asn 


Pro 


He 


He 






275 








280 








285 








Tyr 


Ser 


Leu 


Arg 


Asn 


Thr 


Glu Val 


Lys 


Ala 


Ala 


Leu Lys 


Arg 


Thr 


He 




290 










295 








300 








Gin 


Lys 


Thr 


Val 


Pro 


Met 


Glu He 

















305 310 



<210> 2037 
<211> 305 
<212> PRT 

<213> Homo sapien (3522966-1-8581-12533) 
<400> 2037 

Met Val Thr Glu Phe He Phe Leu Gly Leu Ser Asp Ser Gin Gly Leu 

15 10 15 

Gin Thr Phe Leu Phe Met Leu Phe Phe Val Phe Tyr Gly Gly He Val 

20 25 30 

Phe Gly Asn Leu Leu He Val He Thr Val Val Ser Asp Ser His Leu 
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35 40 45 



His 


Ser 
50 


Pro 


Met 


Tyr 


Phe 


Leu 
55 


Leu 


Ala 


Asn 


Leu 


Ser 
60 


Leu 


He 


Asp 


Leu 


Ser 


Leu 


Ser 


Ser 


Val 


Thr 


Ala 


Pro 


Lys 


Met 


He 


Thr Asp 


Phe 


Phe 


Ser 


65 










70 










75 










80 


Gin 


Arg 


Lys 


Val 


He 


Ser 


Phe 


Lys Gly Cys 


Leu 


Val 


Gin 


He 


Phe 


Leu 










85 










90 










95 




Leu 


His 


Phe 


Phe 


Gly Gly 


Ser 


Glu 


Met 


Val 


He 


Leu 


lie 


Ala 


Met 


Gly 








100 










105 










110 






Phe 


Asp 


Arg 
115 


Tyr 


He 


Ala 


He 


Cys 
120 


Lys 


Pro 


Leu 


His 


Tyr 
125 


Thr 


Thr 


He 


Met 


Cys 


Gly Asn 


Ala Cys 


Val 


Gly 


He 


Met 


Ala 


Val 


Ala 


Trp 


Gly 


He 




130 










135 










140 










Gly 


Phe 


Leu 


His 


Ser 


Val 


Ser 


Gin 


Leu 


Ala 


Phe 


Ala 


Val 


His 


Leu 


Pro 


145 






0 




150 










155 










160 


Phe 


Cys 


Gly Pro 


Asn 


Glu 


Val 


Asp 


Ser 


Phe 


Tyr 


Cys 


Asp 


Leu 


Pro 


Arg 










165 










170 










175 




Val 


He 


Lys 


Leu 


Ala 


Cys 


Thr 


Asp 


Thr 


Tyr Arg 


Leu 


Asp 


He 


Met 


Val 








180 










185 










190 






lie 


Ala 


Asn 


Ser 


Gly Val 


Leu 


Thr 


Val 


Cys 


Ser 


Phe 


Val 


Leu 


Leu 


He 






195 










200 










205 








lie 


Ser 
210 


Tyr 


Thr 


He 


He 


Leu 
215 


Met 


Thr 


He 


Gin 


His 
220 


Arg 


Pro 


Leu 


Asp 


Lys 


Ser 


Ser 


Lys 


Ala 


Leu 


Ser 


Thr 


Leu 


Thr 


Ala 


His 


He 


Thr 


Val 


Val 


225 










230 










235 










240 


Leu 


Leu 


Phe 


Phe 


Gly 
245 


Pro 


Cys 


Val 


Phe 


He 
250 


Tyr 


Ala 


Trp 


Pro 


Phe 
255 


Pro 


He 


Lys 


Ser 


Leu 


Asp 


Lys 


Phe 


Leu 


Ala 


Val 


Phe 


Tyr 


Ser 


Val 


He 


Thr 






260 










265 










270 






Pro 


Leu 


Leu 
275 


Asn 


Pro 


He 


He 


Tyr 
280 


Thr 


Leu 


Arg 


Asn 


Lys 
285 


Asp 


Met 


Lys 


Thr 


Ala 
290 


He 


Arg 


Gin 


Leu 


Arg 
295 


Lys 


Trp 


Asp 


Ala 


His 
300 


Ser 


Ser 


Val 


Lys 



Phe 



305 

<210> 2038 
<211> 142 
<212> PRT 

<213> Homo sapien (3738097-1-24383-25939) 
<220> 

<221> VARIANT 

<222> (1)...(142) 

<223> Xaa = Any Amino Acid 



<400> 2038 



Tyr 


He 


Glu 


Met 


Asp 


Asn 


Tyr 


Phe 


Leu 


Thr 


Xaa 


Leu 


Xaa 


Arg 


Tyr 


Leu 


1 








5 










10 










15 




Leu 


Phe 


Phe 


His 


Phe 


He 


He 


Ser 


Thr 


Gin 


Tyr 


Phe Gly 


He 


Lys 


Lys 








20 










25 










30 






Phe 


He 


Leu 
35 


Thr 


Ser 


Leu 


Leu 


Ala 
40 


Tyr 


Cys 


Phe 


Trp 


Met 
45 


Phe 


Ser 


He 


Thr 


Lys 
50 


Phe 


Leu 


Thr 


Tyr 


Gly 
55 


Leu 


Lys 


Trp 


Leu 


Leu 
60 


He 


Pro 


Asp 


Cys 


Xaa 


Ser 


Trp 


Tyr 


Gin 


His 


Ala 


Xaa 


Phe 


Asn 


Pro 


Xaa 


Gin 


He 


Leu 


Phe 


65 










70 










75 










80 


Leu 


Gin 


Asn 


Ser 


Xaa 
85 


Ser 


Trp 


Leu 


Glu 


Val 
90 


Tyr 


Phe 


Tyr 


Leu 


Phe 
95 


Leu 


Leu 


Phe 


Ala 


Val 
100 


Pro 


Phe 


Asp 


Lys 


He 
105 


He 


Phe 


Leu 


Ser 


Xaa 
110 


Lys 


Met 
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Tyr Leu Asn Lys Xaa lie He Ser Val Leu Val Gly Thr Arg Trp Thr 

115 120 125 

Phe Gin Arg Cys Val His Thr Leu Cys He Leu Ser Leu Phe 
130 135 140 

<210> 2039 
<211> 297 
<212> PRT 

<213> Homo sapien (3738097-1-94180-96164) 
<220> 

<221> VARIANT 

<222> (1) . . . (297) 

<223> Xaa = Any Amino Acid 



<400> 2039 



Met 


Lys 


Xaa 


Met 


Ala 


Val 


Glu 


Asn 


Asn 


Ser 


Ser 


Val 


Thr 


VjIU 


riie 


lie 


1 






5 










10 










15 




Leu 


Val 


Arg 


Leu 
20 


Thr 


Asn 


Ser 


Arg 


Cys 


Pro 


Ser 


Val 


Leu 


trie 


Leu 


Mot- 
lit; u 


Trp 


Ser 


Leu 


Trp 


Gly Glu 


Phe 


Glu 


His 


Asn 


Phe 


Met 


oer 


Leu 


Asn 


Ocl 




35 










40 


















His 


Leu 
50 


His 


Thr 


Pro 


Thr 


His 
55 


Phe 


Pne 


Leu 


Phe 


Thr 
60 


Leu 


Ser 




lie 


Asp 


Val 


Cys 


Tyr 


Ser 


Phe 


Val 


Cys 


Thr 


Thr 


Lys 


He 


Pro 


wet 


\j±.y 


lr Iltr 


65 










70 










75 










O \J 


He 


Ser 


Glu Arg 


Asn 


He 


He 


Ser 


Pne 


Val 


Gly Trp 


Pro 


rpV, - r - 

l nr 


Acid 












85 










90 










95 




Tyr 


Phe 


Phe 


Cys 


He 


Phe 


val 


Lys 




Pro 


Lys 


Asn 




Val 


He 


Val 






100 










105 










110 






Gly 


He 


Met 
115 


Phe 


Ser 


Ala 


Lys 


nee 
120 


Leu 


Val 


Cys 


Arg 


Glu 
125 


He 


Met 


Asp 


Xaa 


Ser 
130 


Leu 


Met 


Xaa 


Asn 


Xaa 
135 


Lys 


Met 


His 


Met 


Ala 
140 


Leu 


Glu 


Arg 


Ser 


Asp 


Phe 


Arg 


Met 


Gly Xaa 


Thr 


Gly 


Ser 


Ala 


Thr 


Lys 


Lys 


His 


Leu 


He 


145 










150 










155 










160 


He 


Phe 


Leu 


Tyr 


Tyr 
165 


Ser 


Asp 


Tyr 


Phe 


Gin 
170 


Arg 


Xaa 


Xaa 


Gly 


Cys 
175 


Arg 


Ala 


Leu 


Gly 


Gin Gly 


Ser 


Leu 


Ala 


Lys 


Gin 


Asp 


Thr 


Xaa 


Leu 


Xaa 


Asn 








180 










185 










190 






Cys 


Thr 


Cys 
195 


Thr 


Leu 


Lys 


Ser 


Leu 
200 


Leu 


His 


He 


He 


He 
205 


Cys 


Phe 


Tyr 


He 


Trp 


Lys 


Gin 


Lys 


Lys 


He 


Ser 


Tyr 


Leu Tyr His 


Lys 


Ser 


Xaa 


Lys 




210 










215 










220 










Met 


Asp 


Leu 


Tyr 


Lys 


He 


Cys 


His 


Val 


Leu 


Trp 


Val 


Thr 


His 


Lys 


Lys 


225 










230 










235 










240 


Asn 


Phe 


Leu 


Arg 


Pro 


Ser 


Ser 


Thr 


Ser 


Gin 


Met 


Val 


Gin 


Gly 


Lys 


Met 








245 










250 










255 




Leu 


Leu 


Lys 


Gly Tyr 


He 


Xaa 


Phe 


Trp 


Arg 


Met 


Ser 


Leu 


Pro 


Met 


Cys 






260 










265 










270 






Ala 


He 


Phe 
275 


He 


Phe 


Val 


Arg 


Arg 
280 


Tyr 


Tyr 


Tyr 


Leu 


Leu 
285 


Lys 


Lys 


Leu 


Lys 


Thr 
290 


Leu 


Leu 


Tyr 


Lys 


Asn 
295 


Ser 


Tyr 

















<210> 2040 
<211> 325 
<212> PRT 

<213> Homo sapien (3746441-1-1-1386) 
<220> 
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<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa = Any Amino Acid 



<400> 2040 



Met 


Ala 


Asn 


Glu 


Asn 


Tyr 


Thr 


Lys 


Val 


Thr 


Xaa 


Phe 


He 


Phe 


Thr Gly 


1 








5 










10 










15 




Leu 


Asn 


Tyr 


Asn 


Pro 


Gin 


Leu Arg Val 


Phe 


Leu 


Phe 


Leu 


Leu 


Phe 


Leu 








20 










25 










30 






Thr 


Thr 


Phe 


Tyr 


Val 


He 


Asn 


Val 


Thr 


Gly Asn 


Leu 


Gly Met 


He 


Val 






35 










40 










45 








Leu 


lie 


Arg 


He 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 










60 










Ser 


His 


Leu 


Ser 


Phe 


Val 


Asp 


Thr 


Cys 


Phe 


Ser 


Ser 


Val 


Val 


Ser 


Pro 


65 










70 










75 










80 


Lys 


Met 


Leu 


Thr 


Asp 


Phe 


Phe 


Val 


Lys 


Arg 


Lys 


Ala 


He 


Ser 


Phe 


Leu 










85 










90 










95 




Gly 


Cys 


Ala 


Leu 


Gin 


Gin 


Trp 


Phe 


Phe 


Gly 


Phe 


Phe 


Val 


Ala 


Ala 


Asp 








100 










105 










110 






Cys 


Phe 


Leu 


Leu 


Glu 


Ser 


Met 


Ala 


Tyr 


Asp Cys 


Tyr Val 


Ala 


He 


Cys 






115 










120 










125 








Asn 


Pro 


Leu 


Leu 


Tyr 


Ser 


Val 


Ala 


Met 


Ser 


Gin 


Arg 


Leu 


Cys 


He 


Gin 




130 










135 










140 










Leu 


Val 


Val 


Gly 


Pro 


Tyr 


Val 


He 


Gly 


Leu 


Met 


Asn 


Thr 


Met 


Thr 


His 


145 










150 










155 










160 


Thr 


Thr 


Asn 


Ala 


Phe 


Cys 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 


He 


Asn 










165 










170 










175 




Pro 


Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Pro 


Leu 


Leu 


Ser 


Leu 


Val 


Cys 


Ala 


Asp 








180 










185 










190 






Thr 


Arg 


Leu 


Asn 


Lys 


Leu 


Ala 


Val 


Phe 


He 


Val 


Ala 


Gly 


Ala 


Val 


Gly 






195 










200 










205 








Val 


Phe 


Ser 


Gly Leu 


Thr 


He 


Leu 


He 


Ser 


Tyr 


He 


Tyr 


He 


Leu 


Met 




210 










215 










220 










Ala 


He 


Leu 


Arg 


He 


Arg 


Ser 


Ala 


Asp 


Gly Arg 


Cys 


Lys 


Thr 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Phe 


He 


Leu 


Tyr 


Gly Thr Leu 










245 










250 










255 




Phe 


Phe 


He 


Tyr 


Val 


His 


Pro 


Ser 


Ala 


Thr 


Phe 


Ser 


Leu 


Asp 


Leu 


Asn 








260 










265 










270 






Lys 


Val 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 


Ala 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 






275 










280 










285 








Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Asp Ala 


He 


His 


Arg 




290 










295 










300 










Thr 


Val 


Thr 


Gin 


Arg 


Lys 


Phe 


Cys 


Lys 


Ala 


Xaa 


He 


Leu 


He 


Gin 


Lys 


305 










310 










315 










320 


Glu 


Leu Gly Arg 


Lys 

























325 



<210> 2041 
<211> 328 
<212> PRT 

<213> Homo sapien (3766130-1-61888-64085) 
<220> 

<221> VARIANT 

<222> (1)...(328) 

<223> Xaa = Any Amino Acid 

<400> 2041 

Met Gly Gin Glu Asn Lys Asn Gin Thr Trp Val Ser Glu Phe He Leu 
15 10 15 
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Leu Gly He Ser Ser Asp Trp Gly He Gin Val Ser Leu Phe Ala Leu 

20 25 30 

He Leu Ala Met Tyr Leu Val Thr He Leu Gly Asn Thr Leu He Leu 

35 40 45 

Leu Leu He Arg Leu Asp Asn Arg Leu His Thr Pro Met Tyr Phe Ser 

50 55 60 

Leu Ser Val Leu Ser Phe Val Asp Phe Cys Tyr Thr Lys Ser He Val 
65 70 75 80 

Pro Gin Met Leu Ser His Leu Leu Ser Ala Arg Lys Ser He Pro Phe 

85 90 95 

Tyr Ser Cys Val Leu Gin Leu Tyr Val Ser Leu Ala Leu Cys Gly Ser 

100 105 110 

Glu Phe Phe Leu Leu Gly Ala Met Ala Tyr Asp Arg Tyr Val Ala Val 

115 120 125 

Cys His Pro Leu His Tyr Thr Val He Met His Gly Gly Leu Cys Leu 

130 135 140 

Gly Leu Ala Ala Ser Arg Leu Val Ala Gly Phe Ser Asn Ser Leu Met 
145 150 155 160 

Glu Thr He He Thr Phe Gin Leu Pro Val Ser Arg Phe He Asn His 

165 170 175 

Phe Val Cys Glu Thr Leu Ala Val Leu Gin Leu Ala Cys Val Asp Val 

180 185 190 

Pro Phe Asn Lys Val Met Val Ala He Ser Gly Phe Leu Val lie Leu 

195 200 205 

Leu Pro Cys Ser Leu Val Leu Phe Ser Tyr Ala Cys He Val Ala Thr 

210 215 220 

He Leu Cys He Arg Ser Thr Gin Val Arg Cys Lys Ala Phe Gly Thr 
225 230 235 240 

Cys Ala Ser His Leu He Val Val Cys Met Cys Phe Gly Ala Thr He 

245 250 255 

Cys Thr Tyr Leu Gly Pro Gin Leu Ala Ser Ser Ala Glu Glu Glu Lys 

260 265 270 

Met He Ala Leu Phe Tyr Gly Val Val Ser Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Thr Ala Ala Val Arg Lys Val 

290 295 300 

Leu Glu Arg Cys Arg Xaa Arg Val Lys Thr Leu Arg Thr Ser Cys Tyr 
305 310 315 320 

Leu Ser Ser Lys Pro Lys Arg Arg 
325 



<210> 2042 
<211> 311 
<212> PRT 

<213> Homo sapien (3766130-1-85703-88675) 



<400> 2042 



Met 


Glu 


Leu 


Glu 


Asn 


Gin 


Thr 


Arg 


Val 


Thr 


Lys 


Phe 


He 


Leu 


Val 


Gly 


1 








5 










10 










15 




Phe 


Pro 


Gly 


Ser 
20 


Leu 


Ser 


Met 


Arg 


Ala 

25 


Ala 


Met 


Phe 


Leu 


He 
30 


Phe 


Leu 


Val 


Ala 


Tyr 
35 


He 


Leu 


Thr 


Val 


Ala 
40 


Glu 


Asn 


Val 


He 


He 
45 


He 


Leu 


Leu 


Val 


Leu 
50 


Gin 


Asn 


Arg 


Pro 


Leu 
55 


His 


Lys 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


Leu 


Glu 


Thr 


Trp 


Tyr 


He 


Ser 


Val 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Phe 


Ser 


Phe 
85 


Trp 


Ser 


Val 


Asn 


Asn 
90 


Ser 


He 


Ser 


Phe 


Thr 
95 


Leu 


Cys 


Met 


He 


Gin 


Leu 


Tyr 


Phe 


Phe 


He 


Ala 


Leu 


Met 


Cys 


Thr 


Glu Cys 








100 










105 










110 
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Val 


Leu 


Leu 
115 


Ala 


Ala 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 

125 


He 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 


Pro 


Thr 


He 


Met 


Ser 


His 


Gly Leu 


Cys 


Phe 


Arg 


Leu 




130 










135 










140 










Ala 


Leu 


Gly Ser 


Trp 


Ala 


He 


Gly 


Phe 


Gly 


He 


Ser 


Leu 


Ala 


Lys 


He 


145 










150 










155 










160 


Tyr 


Phe 


He 


Ser 


Cys 
165 


Leu 


Ser 


Phe 


Cys 


Gly 
170 


Pro 


Asn 


Val 


He 


Asn 
175 


His 


Phe 


Phe 


Cys 


Asp 
180 


He 


Ser 


Pro 


Val 


Leu 
185 


Asn 


Leu 


Ser 


Cys 


Thr 
190 


Asp 


Met 


Ser 


lie 


Thr 
195 


Glu 


Leu 


Val 


Asp 


Phe 
200 


He 


Leu 


Ala 


Leu 


Val 
205 


He 


Phe 


Leu 


Phe 


Pro 


Leu 


Phe 


He 


Thr 


Val 


Leu 


Ser 


Tyr Gly Cys 


He 


Leu 


Ala 


Thr 




210 










215 










220 










lie 


Leu 


Cys 


Met 


Pro 


Thr 


Gly 


Lys 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


225 










230 










235 










240 


Ser 


His 


Leu 


Val 


Val 
245 


Val 


Thr 


He 


Phe 


Tyr 

250 


Ser 


Ala 


He 


He 


Phe 
255 


Met 


Tyr 


Ala 


Arg 


Pro 
260 


Arg 


Val 


He 


His 


Ala 
265 


Phe 


Asn 


Met 


Asn 


Lys 
270 


He 


He 


Ser 


lie 


Phe 
275 


Tyr 


Ala 


He 


Val 


Thr 
280 


Pro 


Ser 


Leu 


Asn 


Pro 
285 


Phe 


He 


Tyr 


Cys 


Leu 


Arg Asn 


Arg 


Glu 


Val 


Lys 


Glu 


Ala 


Leu 


Lys 


Lys 


Leu 


Ala 


Tyr 




290 










295 










300 










Cys 


Gin 


Ala 


Ser 


Arg 


Ser 


Asp 





















305 310 



<210> 2043 
<211> 216 
<212> PRT 

<213> Homo sapien (3831602-1-1-649) 



<400> 2043 



Phe 


Val 


Asp Val 


Cys 


Asn 


Ser 


Thr 


Thr 


He 


Thr 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asp 


Leu 


Leu 


Ser 


Glu 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Ala 


Gly 


Cys 


Phe 


Leu 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Phe 


He 


Ser 


Leu 


Ala 


Thr 


Thr 


Glu 


Cys 


He 


Leu 


Phe 






35 










40 










45 








Gly 


Leu 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Ala 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


Leu 




50 










55 










60 










Tyr 


Ser 


Leu 


He 


Met 


Ser 


Arg 


Thr 


Val 


Tyr 


Leu 


Lys 


Met 


Ala 


Ala 


Gly 


65 










70 










75 










80 


Ala 


Phe 


Ala 


Ala 


Gly 


Leu 


Leu 


Asn 


Phe 


Met 


Val 


Asn 


Thr 


Ser 


His 


Val 










85 










90 










95 




Ser 


Ser 


Leu 


Ser 


Phe 


Cys 


Asp 


Ser 


Asn 


Val 


He 


His 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Ser 


Pro 


Pro 


Leu 


Phe 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


He 


Leu 


Lys 






115 










120 










125 








Glu 


Ser 


He 


Ser 


Ser 


He 


Leu 


Ala 


Gly 


Val 


Asn 


He 


Val 


Gly 


Thr 


Leu 




130 










135 










140 










Leu 


Val 


He 


Leu 


Ser 


Ser 


Tyr 


Ser 


Tyr 


Val 


Leu 


Phe 


Ser 


He 


Phe 


Ser 


145 










150 










155 










160 


Met 


His 


Ser 


Gly 


Glu 


Gly Arg 


His 


Arg 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Ala 


He 


He 


Leu 


Phe 


Tyr 


Ala 


Thr 


Cys 


He 


Tyr 


Thr 


Tyr 








180 










185 










190 






Leu 


Arg 


Pro 


Ser 


Ser 


Ser 


Tyr 


Ser 


Leu 


Asn 


Gin 


Asp 


Lys 


Val 


Ala 


Ser 






195 










200 










205 








Val 


Phe 


Tyr 


Thr 


Val 


Val 


He 


Pro 



















210 215 
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<210> 2044 
<211> 217 
<212> PRT 

<213> Homo sapien (3831605-1-1-652) 
<220> 

<221> VARIANT 

<222> (1)...(217) 

<223> Xaa = Any Amino Acid 

<400> 2044 

Leu Pro Asp lie Gly Phe Thr Ser Ala Thr Val Pro Lys Met lie Glu 

15 10 15 

Glu Met Gin Ser His Ser Arg Val lie Tyr His Gly Asp Cys Leu Thr 

20 25 30 

Gin Met Ser Phe Phe Val Leu Phe Ala Cys Lys Asp Asp Met lie Leu 

35 40 ~ 45 

Thr Val Met Ala Tyr Asp Trp Phe Val Ala He Cys His Pro Leu Asn 

50 55 60 

Tyr Pro Gly He Met Asn Pro His Leu Cys Val Leu Leu Val Leu Val 
65 70 75 80 

Pro Phe Phe Leu Ser Leu Leu Asp Ser Gin Leu His Asn Leu He Val 

85 90 95 

Leu Gin Phe He Cys Phe Lys Asn Val Glu He Ser Asn Phe Phe Cys 

100 105 110 

Asp Pro Phe Gin Arg Leu Asn Leu Ala Cys Ser Asp Ser Asp He Asn 

115 120 125 

Asn He Tyr He Tyr Leu Asp Ser Thr He Phe Gly Phe Leu Arg He 

130 135 140 

Ser Gly He Leu Leu Cys Tyr Tyr Thr Val Val Phe Pro He Leu Arg 
145 150 155 160 

He Pro Ser Ser Asp Gly Asn Tyr Lys Ala Phe Ser Thr Xaa Gly Ser 

165 170 175 

Arg Leu Ala Val Val Cys Leu Phe Tyr Gly Thr Gly He Gly Val Tyr 

180 185 190 

Leu Thr Ser Ala Val Ser Ser Ser Pro Arg Asn Asp Val Val Ala Ser 

195 200 205 

Val Met Tyr Ala Val Val Val Thr Pro 
210 215 

<210> 2045 
<211> 214 
<212> PRT 

<213> Homo sapien (3831606-1-1-644) 



<400> 2045 


























Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn Thr 


He 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 








10 










15 




Asn 


Leu 


Gin 


Ser 


Gin 


Asn 


Lys 


Ala 


He Ser 


Tyr 


Thr 


Gly 


Cys 


Leu 


Thr 








20 










25 








30 






Gin 


Leu 


Tyr 


Phe 


Leu 


Val 


Ser 


Leu 


Val Ala 


Leu 


Asp 


Asn 


Leu 


Asn 


Leu 






35 










40 








45 








Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val Ala 


He 


Cys 


Arg 


Pro 


Leu 


His 




50 










55 








60 










Tyr 


Val 


Thr 


Ala 


Met 


He 


Pro 


Gly 


Leu Cys 


He 


Leu 


Leu 


Leu 


Ser 


Leu 


65 










70 








75 










80 


Cys 


Trp 


Val 


Phe 


Ser 


Ala 


Leu 


Tyr 


Gly Leu 


He 


His 


He 


Leu 


Leu 


Met 










85 








90 










95 




Thr 


Arg 


Val 


Thr 


Phe 


Cys 


Gly 


Ser 


Gin Lys 


He 


His 


Tyr 


Leu 


Phe 


Cys 








100 










105 








110 
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Glu 


Met 


Tyr 
115 


Phe 


Leu 


Leu 


Arg 


Leu 
120 


Ala 


His 


Thr 
130 


Val 


Leu 


Val 


Ala 


Thr 
135 


Gly 


Cys 


Gly 


Phe 


Met 


He 


Thr 


Ser 


Asn 


Ala 


Arg 


145 










150 








He 


Pro 


Ser 


Ala 


Thr 
165 


Gly 


Lys 


Tyr 


Lys 


His 


Leu 


Ala 


Val 
180 


Val 


Ser 


Leu 


Phe 


Tyr 
185 


Leu 


Gin 


Pro 
195 


Leu 


Gin 


Thr 


Tyr 


Ser 
200 


Met 


Met 


His 
210 


Ala 


Val 


Val 


Thr 









<210> 2046 
<211> 278 
<212> PRT 

<213> Homo sapien (3831610-1-1-984) 



<400> 2046 
















Axa 


jLie 


Arg 


Asn 


His 


Ser 


Thr 


Leu 


± 








5 










Leu 


a i.a 


Asn 


Met 
20 


Ser 


Phe 


Leu 


Glu 


lie 


Pro 


Lys 


net 
35 


Leu 


Ala 


Gly 


Phe 


Val 
40 


Gly 


Leu 


1X6 


oer 


Phe Glu Gly Cys Met 


Thr 




50 










55 






Leu 


Gly 


Cys 


Thr 


Glu 


Cys 


Val 


Leu 


Leu 


65 










70 








Tyr 


Met 


Ala 


He 


Cys 
85 


Tyr 


Leu 


Leu 


His 


Arg 


Leu 


Cys 


Val 
100 


Gin 


Met 


Ala 


Ala 


Gly 
105 


He 


Ser 


Met 
115 


Val 


Lys 


Val 


Phe 


Leu 
120 


He 


Pro 


Asn 
130 


He 


He 


Asn 


His 


Phe 
135 


Phe 


Cys 


Leu 


Ser 


Cys 


Thr 


Asp 


Met 


Ser 


Thr 


Ala 


145 










150 








Ala 


He 


Phe 


He 


Leu 
165 


Leu 


Gly 


Pro 


Leu 


Val 


Ala 


He 


Thr Gly Ala Val 


Met 


His 








180 










185 


Tyr 


Lys 


Ala 


Phe 


Ser Thr Cys Ala 


Ser 






195 










200 




Phe 


Tyr 
210 


Ala 


Ala 


Ser 


He 


Phe 
215 


He 


Tyr 


Ala 


Phe 


Asp 


Thr 


Asn 


Lys 


Leu 


Val 


Ser 


225 










230 








Pro 


Leu 


Leu 


Asn 


Pro 


He 


He Tyr 


Cys 










245 










Arg 


Ala 


Leu 


Cys 
260 


Cys 


He 


Leu 


His 


Leu 
265 


Pro 


Lys 


Lys 
275 


Gly 


Ser 


Arg 









<210> 2047 
<211> 227 
<212> PRT 
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Cys 


Ser 


Asn 


He 


His 


Val 


Asn 








125 








Phe 


He 


Phe 


Leu 


He 


Pro 


Leu 






140 










He 


Val 


Arg 


Ala 


He 


Leu 


Gin 




155 










160 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


170 










175 




Gly Thr 


Leu Gly 


Met 


Val 


Tyr 










190 






Lys 


Asp 


Ser 


Val 


Ala 


Thr 


Val 








205 








His 


Lys 


Pro 


Met 


Tyr 


Phe 


Phe 


10 










15 




Trp 


Tyr 


Val 


Thr 


Val 


Thr 


He 










30 






Ser 


Lys 


Gin 


Asp 


His 


Gly 


Gin 








45 








Gin 


Leu 


Tyr 


Phe 


Phe 


Leu 


Gly 






60 










Ala 


Val 


Met 


Ala 


Asn 


Asp 


Arg 




75 










80 


Asn 


Pro 


Val 


He 


Val 


Ser 


Gly 


90 










95 




Ser Trp Ala Gly 


Gly 


Phe 


Gly 










110 






Ser Gly Leu 


Ser 


Asn 


Gly 


Gly 








125 








Asp Val 


Ser 


Pro 


Leu 


Leu 


Asn 






140 










Glu 


Leu 


Thr 


Asp 


Phe 


He 


Leu 




155 










160 


Ser 


Val 


Thr 


Gly 


Ala 


Ser 


Tyr 


170 










175 




He 


Pro 


Ser 


Ala 


Ala 


Gly 


Arg 










190 






His 


Phe 


Asn 


Val 


Val 


He 


He 








205 








Ala 


Arg 


Pro 


Lys 


Ala 


Leu 


Ser 






220 










Val 


Leu 


Tyr Ala 


Val 


He 


Val 




235 










240 


Leu 


Arg 


Asn 


Gin 


Glu 


Val 


Lys 


250 










255 




Tyr 


Gin 


His 


Gin 


Asp 


Pro 


Asp 










270 
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<213> Homo sapien (3831615-1-1-684) 



<400> 2047 



Ser 


Phe 


Leu 


Glu 


lie 


Gly 


Phe 


Asn 


Leu 


1 








5 










Gly 


Thr 


Leu 


Leu 


Ala 


Gin 


Asp 


Thr 


Thr 








20 










25 


Thr 


Gin 


Met 


Tyr 


Pne 


Phe 


Pne 


Phe 


Phe 






35 










40 




Leu 


Ala 


Thr 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 




50 










55 






His 


Tyr 


Pro 


Val 


lie 


Met 


Asn 


Gin 


Arg 


65 










70 








Ala 


Ser 


Trp 


Phe 


Pro 


Gly 


Phe 


Pro 


Val 










85 










Leu 


Phe 


Ser 


Phe 


Pro 


Phe 


Cys 


Gly 


Thr 








100 










105 


Cys 


Asp 


Ser 


Pro 


Pro 


Val 


Leu 


Lys 


Leu 






115 










120 




Phe 


Glu 


lie 


Tyr 


Ala 


lie 


Val 


Gly 


Thr 




130 










135 






Cys 


Leu 


Leu 


lie 


Leu 


Cys 


Ser 


Tyr 


Thr 


145 










150 








Lys 


lie 


Pro 


Ser 


Ala 


Lys 


Gly 


Lys 


His 










165 










Ser 


His 


Leu 


Leu 


Val 


Val 


Ser 


Leu 


Phe 








180 










185 


Tyr 


Phe 


Arg 


Pro 


Lys 


Ser 


Asn 


Asn 


Ser 






195 










200 




Ser 


Leu 


Ser 


Tyr 


Thr 


Val 


Met 


Thr 


Pro 




210 










215 






Leu 


Ser 


Trp 















225 



<210> 2048 
<211> 217 
<212> PRT 

<213> Homo sapien (3831618-1-1-653) 



<400> 2048 



Ser 


Leu 


Ala 


Asp 


Leu 


Cys 


Phe 


Ser 


Thr 


. 1 








5 










Val 


His 


Leu 


Leu 


Ser 


Arg 


Lys 


Lys 


Val 








20 










25 


Ala 


Arg 


Leu 


Leu 


Phe 


Phe 


Leu 


He 


Phe 






35 










40 




Leu 


Ala 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 




50 










55 






Arg 


Tyr 


Pro 


Asp 


He 


Met 


Thr 


Trp 


Lys 


65 










70 








Gly 


Ser 


Trp 


Thr 


Ser 


Gly 


He 


Leu 


Val 










85 










Thr 


Leu 


Arg 


Leu 


Pro 


Tyr 


Arg 


Gly 


Ser 








100 










105 


Cys 


Glu 


Ala 


Pro 


Ala 


Leu 


Leu 


He 


Leu 






115 










120 




Ser 


Glu 


Met 


Ala 


He 


Phe 


Leu 


Thr 


Gly 




130 










135 






Val 


Phe 


Leu 


lie 


Leu 


Val 


Ser 


Tyr 


Gly 


145 










150 








Lys 


Met 


Lys 


Ser 


Thr 


Val 


Gly 


Ser 


Leu 
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Val 


He 


Val 


Pro 


Lys 


Met 


Leu 


10 










15 




He 


Ser 


Phe 


Leu 


Gly 


Cys 


Ala 










30 






Gly Val 


Ala 


Glu 


Cys 


Phe 


Leu 








45 








Val 


Ala 


He 


Cys 


Ser 


Pro 


Leu 






60 










Thr 


Arg 


Ala 


Lys 


Leu 


Ala 


Ala 




75 










80 


Ala 


Thr 


Val 


Gin 


Thr 


Thr 


Trp 


90 










95 




Asn Lys 


Val 


Asn 


His 


Phe 


Phe 










110 






Val 


Cys 


Ala 


Asp 


Thr 


Ala 


Leu 








125 








He 


Leu 


Val 


Val 


Met 


He 


Pro 






140 










Arg 


He 


Ala 


Ala 


Ala 


He 


Leu 




155 










160 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


170 










175 




Tyr 


He 


Ser 


Leu 


Ser 


Leu 


Thr 










190 






Pro 


Glu 


Gly 


Lys 


Lys 


Leu 


Leu 








205 








Met 


Leu 


Asn 


Pro 


Phe 


His 


Leu 






220 










Asn 


He 


Val 


Pro 


Gin 


Ala 


Leu 


10 










15 




He 


Ala 


Phe 


Thr 


Leu 


Cys 


Ala 










30 






Gly Cys 


Thr 


Gin 


Cys 


Ala 


Leu 






- = 


45 








Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 






60 










Val 


Cys 


Val 


Gin 


Leu 


Ala 


Thr 




75 










80 


Ser 


Val 


val 


Asp 


Thr 


Thr 


pne 


90 










95 




Asn 


Ser 


He 


Ala 


His 


Phe 


Phe 










110 






Ala 


Ser 


Thr 


Asp 


Thr 


His 


Ala 








125 








Val 


Val 


He 


Leu 


Leu 


He 


Pro 






140 










Arg 


He 


He 


Val 


Thr 


Val 


Val 




155 










160 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 
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165 170 175 

Ser His Leu Met Val Val lie Leu Phe Tyr Gly Ser Ala lie lie Thr 

180 185 190 

Tyr Met Thr Pro Lys Ser Ser Lys Gin Gin Glu Lys Ser Val Ser Val 

195 200 205 

Phe Tyr Ala lie Val Thr Pro Met Leu 
210 215 

<210> 2049 
<211> 279 
<212> PRT 

<213> Homo sapien (3834584-1-78858-80128) 
<400> 2049 

Met Tyr Leu Ala Thr Val Leu Gly Asn Leu Leu lie lie Leu Ala lie 

15 10 15 

Ser lie Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn 

20 25 30 

Met Ser Phe Val Asp Asn Cys Phe Ser Thr Thr Val Pro Lys Met Leu 

35 40 45 

Ala Asn His lie Leu Arg Thr Gin Thr lie Ser Phe Ser Gly Cys Leu 

50 55 60 

Met Gin Met Tyr Phe lie Ser Glu Leu Ala Asp Met Asp Asn Phe Leu 
65 70 75 80 

Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala Val Cys Arg Pro Leu 

85 90 95 

His Tyr Thr Ala Lys Met Thr His Gin Leu Cys Ala Leu Leu Val Thr 

100 105 110 

Gly Ser Trp Val Val Ala Asn Ser Ser Ala Leu Leu His Thr Leu Leu 

115 120 125 

Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Thr lie Pro His lie Phe 

130 135 140 

Cys Asp Val Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr His Leu 
145 150 155 160 

Ser Glu Val Met lie Leu Thr Glu Ala Ala Leu Val Thr lie Thr Pro 

165 170 175 

Phe Leu Cys Leu Leu Ala Ser Tyr Met His lie Thr Cys Val Val Leu 

180 185 190 

Arg Val Pro Ser Thr Lys Gly Arg Trp Lys Ala Phe Ser Thr Cys Gly 

195 200 205 

Ser His Leu Ala Val Val Leu Leu Phe Tyr Gly Thr He Met Ser Pro 

210 215 220 

Tyr Phe Arg Thr Ser Ser Ser His Ser Ala Gin Arg Asp He Ala Ala 
225 230 235 240 

Ala Val Arg Phe Thr Val Val Thr Pro Val Met Asn Pro Leu He Tyr 

245 250 255 

Ser Leu Arg Asn Lys Asp He Lys Gly Ala Leu Val Lys Val Val Ala 

260 265 270 

Val Lys Phe Phe Ser Val Gin 
275 

<210> 2050 
<211> 310 
<212> PRT 

<213> Homo sapien (3924656-1-75882-77814) 
<400> 2050 

Met Glu Pro Gin Asn Thr Thr Gin Val Ser Met Phe Val Leu Leu Gly 

15 10 15 

Phe Ser Gin Thr Gin Glu Leu Gin Lys Phe Leu Phe Leu Leu Phe Leu 
20 25 30 
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PCT/US00/27582 



Leu 


vai 


Tyr 


vai 


Tfir 


inr 


lie 


Vai 


Gly 


Asn 


Leu 


Leu 


lie 


Met 


Vai 


Thr 


























45 








vai 


inr 


pne 


Asp 


Cys 


Arg 


Leu 


it' _ 

HIS 


Thr 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 


Arg 
























60 










Asn 


Leu 


Ala 


Leu 


lie 


Asp 


Leu 


Cys 


Tyr 


Ser 


Thr 


Vai 


Thr 


Ser 


Pro 


Lys 












/ u 










75 










80 


Men 


Leu 


vai 


ASp 


pne 


Leu 


HIS 


GlU 


Thr 


Lys 


Thr 


He 


Ser 


Tyr Gin Gly 










85 




















95 




Cys 


Met 


Ala 


Gin 


He 


Phe 


Phe 


Phe 


His 


Leu 


Leu Gly Gly Gly Thr Vai 








1 no 
1 uu 










1 AC 

lUb 










110 






rile 


r'Xie 


Leu 


Ser 


Vai 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


He 


Ala 


He 


Ser 


Gin 






11c 










120 










125 








Pro 


T All 

jueu 


Arg 


Tyr 


Vai 


Thr 


He 


Met 


Asn 


Thr 


Gin 


Leu 


Cys 


Vai 


Gly 


Leu 




inn 

1JU 










135 










140 










vai 


vai 


Ala 


Ala 


Trp Vai 


Gly Gly 


Phe 


Vai 


His 


Ser 


He 


Vai 


Gin 


Leu 


14D 










150 










155 










160 


ax a 


Leu 


lie 


Leu 


Pro 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


He 


Leu 


Asp 


Asn 










165 










170 










175 




Pne 


Tyr 


Cys 


Asp 


Vai 


Pro 


Gin 


Vai 


Leu 


Arg 


Leu 


Ala 


Cys 


Thr 


Asp 


Thr 








180 










185 










190 






Ser 


Leu 


Leu 


Glu 


Phe 


Leu 


Met 


He 


Ser 


Asn 


Ser Gly 


Leu 


Leu 


Vai 


He 






195 










200 










205 








lie 


Trp 


Phe 


Leu 


Leu 


Leu 


Leu 


He 


Ser 


Tyr 


Thr 


Vai 


He 


Leu 


Vai 


Met 




210 










215 










220 










Leu 


Arg 


Ser 


His 


Ser 


Gly 


Lys 


Ala 


Arg 


Arg 


Lys 


Ala 


Ala 


Ser 


Thr 


Cys 


zzb 










230 










235 










240 


Thr 


Thr 


His 


He 


He 


Vai 


Vai 


Ser 


Met 


He 


Phe 


He 


Pro 


Cys 


He 


Tyr 










245 










250 










255 




lie 


Tyr 


Thr 


Trp 


Pro 


Phe 


Thr 


Pro 


Phe 


Leu 


Met 


Asp 


Lys 


Ala 


Vai 


Ser 








260 










265 










270 






He 


Ser 


Tyr 


Thr 


Vai 


Met 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Met 


He 


Tyr 


Thr 






275 










280 










285 








Leu 


Arg 


Asn 


Gin Asp Met 


Lys 


Ala 


Ala 


Met 


Arg Arg 


Leu Gly Lys 


Cys 




290 










295 










300 










Leu 


Vai 


He 


Cys 


Arg Glu 






















305 










310 























<210> 2051 
<211> 123 
<212> PRT 

<213> Homo sapien (3962498-1-83664-84695) 



<400> 2051 



Met 


Ser 


Gly 


Ser 


Pro 


Thr 


Gin 


Leu 


Thr 


Ala 


Gly 


Pro 


Arg 


Thr 


Ala 


Ser 


1 








5 










10 










15 




Gly 


Cys 


Vai 


He 
20 


Met 


lie 


Cys 


Phe 


Ala 
25 


Leu 


Thr 


Vai 


Leu 


Ser 
30 


Tyr 


He 


Arg 


He 


Leu 


Ala 


Thr 


Vai 


Vai 


Gin 


He 


Arg 


Ser 


Ala 


Ala 


Ser 


Arg Arg 






35 










40 










45 








Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Gly Met 


Vai 


Leu 


Leu 


Phe 




50 










55 










60 










Tyr 


Gly 


Thr 


Gly 


Ser 


Ser 


Thr 


Tyr 


Met 


Arg 


Pro 


Thr 


Thr 


Arg 


Tyr 


Ser 


65 










70 










75 










80 


Pro 


Leu 


Glu 


Gly 


Arg 
85 


Leu 


Ala 


Ala 


Vai 


Phe 
90 


Tyr 


Ser 


He 


Leu 


He 
95 


Pro 


Thr 


Leu 


Asn 


Pro 
100 


Leu 


He 


Tyr 


Ser 


Leu 
105 


Arg 


Asn 


Gin 


Asp 


Met 
110 


Lys 


Arg 


Ala 


Leu 


Trp 
115 


Lys 


Leu 


Tyr 


Leu 


Gin 
120 


Vai 


Pro 


Tyr 













<210> 2052 
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<211> 343 
<212> PRT 

<213> Homo sapien (3970959-1-83329- 
<220> 

<221> VARIANT 

<222> (1) . . . (343) 

<223> Xaa = Any Amino Acid 



<400> 2052 



Met 


Val 


Asn 


Gin 


Ser 


Ser 


Ala 


Pro 


Gly 


1 








5 










Glu 


His 


Pro 


Ala 


Leu 


Glu 


Arg 


Thr 


Leu 








20 










25 


* Jr * 


Leu 


Leu 


Thr 


Leu 


Gly 


Gly 


Leu 


He 






35 










40 




PrO 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tvr 

jt 


Phe 




50 










55 






Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


He 


Ser 


Cys 


65 










70 








Leu 




Glu 


Pro 


Lvs 


Lvs 


Thr 


He 


He 










85 












Phe 


He 


Phe 


Leu 


Ser 


Leu 


Glv 


Thr 








100 










105 


V CtX 


Met 


Ala 


Phe 


Asp 




Tvr 


Met 


Ala 






115 










120 




AT a 


Thr 


He 


Val 


His 


Leu 


Cys 


Leu 


Cvs 




1 ? 0 

1 J u 










135 






ixp 


Val 


He 


Glv 


Leu 


Val 


Glu 


Ser 


Val 












150 








Arg 


Leu 


Pro 


Phe 


Cvs 


Pro 


His 


Gin 


Gin 










165 










Val 


Pro 


Ala 


Leu 


He 


Arg 


Leu 


Ser 


Cys 








180 










185 


lie 


Gin 


Met 


Ala 


Val 


Ala 


Ser 


Val 


Phe 






195 










200 




lie 


Leu 


Val 


Ser 


Tyr 


Gly 


Ala 


He 


Ala 




210 










215 






Ala 


Lys 


Gly 


Gin 


Arg 


Lys 


Ala 


Phe 


Gly 


225 










230 








Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Ser 


Ser 


Val 










245 










Lys 


Asn 


Pro 


Tyr 


Ala 


Gin 


Glu 


Arg 


Gly 








260 










265 


Ala 


Val 


Gly 


Thr 


Pro 


Ser 


Leu 


Asn 


Pro 






275 










280 




Lys 


Glu 


Val 


Thr 


Arg 


Ala 


Phe 


Arg 


Arg 




290 










295 






Leu 


He 


Gin 


Ser 


Xaa 


Gly 


Arg 


Ala 


Val 


305 










310 








Lys 


Lys 


Leu 


Phe 


He 


Leu 


Leu 


Xaa 


Thr 










325 










Tyr 


Leu 


Ser 


Tyr 


Thr 


His 


His 







340 

<210> 2053 
<211> 312 
<212> PRT 

<213> Homo sapien (3982606-1-1-939) 
<400> 2053 



PCT/USOO/27582 



) 



Phe 


Leu 


Leu 


Leu 


Gly Phe 


Ser 


10 










15 




Phe 


Val 


Val 


Val 


Phe 


Thr 


Ser 










30 






He 


Leu 


Leu 


Ser 


Val 


Leu 


Asp 








45 








Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 






60 










Val 


Pro 


Gly 


Met 


Leu 


Val 


Asn 




75 










80 


Leu 


Leu 


Gly Cys 


Ser 


Val 


Gin 
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<210> 2054 
<211> 104 
<212> PRT 

<213> Homo sapien (3983513-1-17888-18909) 
<220> 

<221> VARIANT 

<222> <!)... (104) 

<223> Xaa = Any Amino Acid 



<400> 2054 
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Gly Thr Leu Gly Met Leu Lys Val Ala Ser Val Cys Cys Ala Tyr His 

85 90 95 

Leu Leu Leu Val Leu Leu Ser Pro 
100 

<210> 2055 
<211> 210 
<212> PRT 

<213> Homo sapien (4156137-1-118865-120877) 
<220> 

<221> VARIANT 

<222> <1)...(210) 

<223> Xaa = Any Amino Acid 
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210 

<210> 2056 
<211> 310 
<212> PRT 

<213> Homo sapien (4156187-1-109107-111440) 
<400> 2056 

Met Gly Asp Asn He Thr Ser He Thr Glu Phe Leu Leu Leu Gly Phe 

15 10 15 

Pro Val Gly Pro Arg He Gin Met Leu Leu Phe Gly Leu Phe Ser Leu 

20 25 30 

Phe Tyr Val Phe Thr Leu Leu Gly Asn Gly Thr He Leu Gly Leu He 

35 40 45 

Ser Leu Asp Ser Arg Leu His Ala Pro Met Tyr Phe Phe Leu Ser His 

50 55 60 

Leu Ala Val Val Asp He Ala Tyr Ala Cys Asn Thr Val Pro Arg Met 
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<210> 2057 
<211> 127 
<212> PRT 

<213> Homo sapien (4156187-1-27673-28734) 



<220> 

<221> VARIANT 

<222> (1):..(127) 

<223> Xaa = Any Amino Acid 



<400> 2057 
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<211> 312 
<212> PRT 

<213> Homo sapien (4156187-1-8673-10070) 
<220> 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 

<400> 2058 

Met Gly Asp Asn Gin Ser Arg Val Thr Glu Phe lie Leu Val Gly Phe 

15 10 15 

Gin Leu Ser Val Glu Met Glu Val Leu Leu Phe Trp He Phe Ser Leu 

20 25 30 

Leu Tyr Leu Phe Ser Leu Leu Ala Asn Gly Met He Leu Gly Leu He 

35 40 45 

Cys Leu Asp Pro Arg Leu Arg Thr Pro Met Tyr Phe Phe Leu Ser His 

50 55 60 

Leu Ala Val He Asp He Tyr Tyr Ala Ser Ser Asn Leu Leu Asn Met 
65 70 75 80 

Leu Glu Asn Leu Val Lys His Lys Lys Asn Tyr Pro Phe He Ser Cys 

85 90 95 

He Met Gin Met Ala Leu Tyr Leu Thr Phe Ala Ala Ala Val Cys Met 

100 105 HO 

He Leu Val Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His Pro 

115 120 125 

Leu His Tyr Thr Val He Met Asn Trp Arg Val Cys Thr Val Leu Ala 

130 135 140 

He Thr Ser Trp Ala Cys Gly Phe Ser Leu Ala Leu He Asn Leu He 
145 150 155 160 

Leu Leu Leu Arg Leu Pro Phe Cys Gly Pro Gin Glu Val Asn His Phe 

165 170 175 

Phe Gly Glu lie Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp 
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He Asn Glu He Phe Val Phe Ala Gly Gly Val Phe Val Leu Val Gly 
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Pro Leu Ser Leu Met Leu He Ser Tyr Met Arg He Leu Leu Ala He 

210 215 220 

Leu Lys He Gin Ser Lys Glu Gly Arg Lys Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Cys Val Val Gly Leu Tyr Phe Gly Met Ala Met Val 

245 250 255 

Val Tyr Leu Val Pro Asp Asn Ser Gin Arg Gin Lys Gin Gin Lys He 

260 265 270 

Leu Thr Leu Phe Tyr Ser Leu Phe Asn Pro Leu Leu Asn Pro Leu He 

275 280 285 

Tyr Ser Leu Arg Asn Ala Gin Val Lys Gly Ala Leu Tyr Arg Ala Leu 

290 295 300 

Gin Lys Lys Arg Thr Met Xaa Met 
305 310 

<210> 2059 
<211> 315 
<212> PRT 

<213> Homo sapien (4160227-1-768-2100) 
<220> 

<221> VARIANT 

<222> (1)...(315) 

<223> Xaa = Any Amino Acid 
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<210> 2060 
<211> 311 
<212> PRT 

<213> Homo sapien (4190944-1-137143-138613) 
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35 










40 










45 








Ala 


He 


Tyr 


Ser 


Asp 


Pro 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 










60 










Ser 


Asn 


Leu 


Ser 


Phe 


Met 


Asp 


He 


Cys 


Phe 


Thr 


Thr 


Val 


He 


Val 


Pro 


65 










70 










75 










80 


Lys 


Met 


Leu 


Val 


Asn 


Phe 


Leu 


Ser 


Glu 


Thr 


Lys 


Val 


He 


Ser 


Tyr 


Val 










85 










90 










95 




Gly 


Cys 


Leu 


Ala 


Gin 


Met 


Tyr 


Phe 


Phe 


Met 


Ala 


Phe 


Gly 


Asn 


Thr 


Asp 
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100 










105 










110 






Ser 


Tyr 


Leu 


Leu 


Ala 


Ser 


Met 


Ala 


He 


Asp 


Arg 


Leu 


Val 


Ala 


He 


Cys 




115 










120 










125 








Asn 


Pro 


Leu 


His 


Tyr 


Asp 


Val 


Val 


Met 


Lys 


Pro 


Arg 


His 


Cys 


Leu 


Leu 




130 










135 










140 










Met 


Leu 


Leu 


Gly Ser 


Cys 


Ser 


He 


Ser 


His 


Leu 


His 


Ser 


Leu 


Phe 


Arg 


145 










150 










155 










160 


Val 


Leu 


Leu 


Met 


Ser 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Ser 


His 


He 


He 


Lys 










165 










170 










175 




His 


Phe 


Phe 


Cys 


Asp 


Thr 


Gin 


Pro 


Val 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 








180 










185 










190 






Thr 


Ser 


Ser 


Ser 


Gin 


Met 


Val 


Val 


Met 


Thr 


Glu 


Thr 


Leu 


Ala 


Val 


He 






195 










200 










205 








Val 


Thr 


Pro 


Phe 


Leu 


Cys 


He 


He 


Phe 


Ser 


Tyr 


Leu 


Arg 


He 


Met 


Val 




210 










215 










220 










Thr 


Val 


Leu 


Arg 


lie 


Pro 


Ser 


Ala 


Ala 


Gly 


Lys 


Trp 


Lys 


Ala 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Ala 


Leu 


Phe 


Tyr 


Gly 


Ser 


He 










245 










250 










255 




lie 


Tyr 


Val 


Tyr 


Phe 


Arg 


Pro 


Leu 


Ser 


Met 


Tyr 


Ser 


Val 


Val 


Arg 


Asp 








260 










265 










270 






Arg 


Val 


Ala 


Thr 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 






275 










280 










285 








Phe 


lie 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Arg 


Gly 


Leu 


Lys 


Lys 




290 










295 










300 










Leu 


Gin 


Asp 


Arg 


He 


Tyr 


Arg 





















305 310 

<210> 2061 
<211> 145 
<212> PRT 

<213> Homo sapien (4190944-1-141327-142434) 
<220> 

<221> VARIANT 

<222> (1) . . . (145) 

<223> Xaa - Any Amino Acid 

<400> 2061 



Met 


Thr Thr 


Pro 


Phe 


Asn 


Ser 


Ser 


Leu 


He 


Met 


Phe 


Ser 


Leu 


Leu 


Asp 


1 








5 










10 










15 




Ser 


Ser 


Met 


Pro 


Glu 


He 


Leu 


Cys 


Pro 


Leu 


Pro 


Tyr 


Phe 


Phe 


Leu 


Gly 








20 










25 










30 






Ser 


His 


Ala 


Thr 


His 


Ser 


Ser 


Xaa 


Leu 


Ser 


Ser 


Leu 


Thr 


Leu 


He 


Asn 






35 










40 










45 








Arg 


Xaa 


Asn 


Met 


Phe 


Ser 


Glu 


Leu 


Asn 


Ser 


Pro 


Tyr 


Phe 


Ser 


He 


Glu 




50 










55 










60 










Leu 


Asn 


Leu 


Lys 


Tyr 


Leu 


Tyr 


He 


Cys 


Asn 


Lys 


Leu 


Thr 


Leu 


Glu 


Lys 


65 










70 










75 










80 


Pro 


Asn 


Thr 


Phe 


Phe 


Xaa 


Thr 


Phe 


Cys 


Val 


Leu 


Ser 


Thr 


Asn 


Glu 


Arg 










85 










90 










95 




Pro 


Met 


Val 


Leu 


Phe 


Leu 


Tyr 


Cys 


He 


Gin 


Pro 


Ala 


Phe 


Trp 


He 


Pro 








100 










105 










110 






He 


Trp 


Xaa 


Asn 


Lys 


Glu 


Leu 


Ala 


Arg 


Arg 


Phe 


Leu 


Val 


Tyr 


Ser 


Gin 






115 










120 










125 








Gly 


Leu 


Cys 


Ser 


Ser 


He 


Xaa 


Asp 


Asn 


Val 


Thr 


Arg 


Cys 


Pro 


Glu 


Ala 



130 135 140 

Cys 
145 



<210> 2062 
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<211> 318 
<212> PRT 

<213> Homo sapien (4190944-1-15386-17112) 



<400> 2062 



Met 


Met 


Ser 


Phe 


Ala 


Pro 


Asn 


Ala 


Ser 


His 


Ser 


Pro 


Val 


Phe 


Leu 


Leu 


1 








5 










10 










15 




Leu 


Gly 


Phe 


Ser 


Arg 


Ala 


Asn 


He 


Ser 


Tyr 


Thr 


Leu 


Leu 


Phe 


Phe 


Leu 








20 










25 










30 






Phe 


Leu 


Ala 


He 


Tyr 


Leu 


Thr 


Thr 


He 


Leu 


Gly 


Asn 


Val 


Thr 


Leu 


Val 






35 










40 










45 








Leu 


Leu 


lie 


Ser 


Trp 


Asp 


Ser 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Tyr 


Leu 




50 










55 










60 










Leu 


Arg 


Glv 


Leu 


Ser 


Val 


He 


Asp 


Met 


Gly 


Leu 


Ser 


Thr 


Val 


Thr 


Leu 


65 










70 










75 










80 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Leu 


Val 


Ser 


His 


Tyr 


Pro 


Thr 


He 


Pro 


Ala 










85 










90 










95 




Ala 


Arn 

y 


Cys 


Leu 


Ala 


Gin 


Phe 


Phe 


Phe 


Phe 


Tvr 


Ala 


Phe 


Gly Val 


Thr 








100 










105 










110 






Asp 


Thr 


Leu 


Val 


He 


Ala 


Val 


Met 


Ala 


Leu 


Asp 


Arg 


Tyr 


Val 


Ala 


He 






115 










120 










125 








to 


Asp 


It X %J 


T.A1 1 

xjt; li 


Hie 


xyx 


Ala 


Leu 


Val 


Met 


Asn 


His 


Gin Arg Cys 


Ala 




X J \J 










135 










140 










v.yt> 


Leu 


Leu 


Ala 


Leu 


Ser 


XXJJ 


Val 


Val 


Ser 


He 


Leu 


His 


Thr 


Met 


Leu 


1 










150 










155 










160 


Arg 


Val 


Gly 


Leu 


Val 


Leu 


Pro 


Leu 


Cvs 




Thr 


Gly Asp 


Ala 


Gly Gly 










165 










170 










175 




As n 


val 


Asn 


j_> eu 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


His 


Arg 


Pro 


Leu 


Leu 


Arg 








X O W 










185 










190 






Ala 


Cor 
OCX 


Cys 


Ser 


Asp 


He 


His 


Ser 


Asn 


Glu 


Leu 


Ala 


He 


Phe 


Phe 


Glu 






X J J 










200 










205 








Gly 


Gly 
-* 


Phe 


Leu 


Met 


Leu 


Gly 


Pro 


Cys 


Ala 


Leu 


He 


Val 


Leu 


Ser 


Tyr 




210 










215 










220 










Val 


Arg 


He 


Gly 


Ala 


Ala 


He 


Leu 


Arg 


Leu 


Pro 


Ser 


Ala 


Ala 


Gly Arg 


225 










230 










235 










240 


Arg 


Arg 


Ala 


Val 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Met 


Val 


Gly 


Phe 










245 










250 










255 




Leu 


Tyr 


Gly 


Thr 


He 


He 


Cys 


Val 


Tyr 


Phe 


Gin 


Pro 


Pro 


Phe 


Gin 


Asn 








260 










265 










270 






Ser 


Gin 


Tyr 


Gin 


Asp 


Met 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Ala 


He 


Thr 






275 










280 










285 








Pro 


Leu 


Ala 


Asn 


Pro 


Phe 


Val 


Tyr 


Ser 


Leu 


His 


Asn 


Lys 


Asp 


Val 


Lys 




290 










295 










300 










Gly 


Ala 


Leu Cys 


Arg 


Leu 


Leu 


Glu 


Trp 


Val 


Lys 


Val 


Asp 


Pro 







305 310 315 



<210> 2063 
<211> 317 
<212> PRT 

<213> Homo sapien (4190944-1-176262-177597) 



<400> 2063 




























Met 


Asn 


Ser 


Glu 


Asn 


Leu 


Thr 


Arg 


Ala 


Ala 


Val 


Ala 


Pro 


Ala 


Glu 


Phe 


1 








5 










10 










15 




Val 


Leu 


Leu 


Gly 


He 


Thr 


Asn Arg 


Trp 


Asp 


Leu 


Arg 


Val 


Ala 


Leu 


Phe 








20 










25 










30 






Leu 


Thr 


Cys 


Leu 


Pro 


Val 


Tyr 


Leu 


Val 


Ser 


Leu 


Leu 


Gly Asn Met 


Gly 






35 










40 










45 








Met 


Ala 
50 


Leu 


Leu 


He 


Arg 


Met 
55 


Asp 


Ala 


Arg 


Leu 


His 
60 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Leu 


Leu 


Asp 


Ala 


Cys 


Tyr 


Ser 


Ser 


Ala 



1206 



BNSOOCID: <WO 0127158A2_I_> 



WO 01/27158 



PCT/US00/27582 



65 70 75 80 



He 


Gly 


Pro 


Lys 


Met 


Leu 


Val 


Asp 


Leu 


Leu 


Leu 


Pro 


Arg 


Ala 


Thr 


He 








85 










90 










95 




Pro 


Tyr 


Thr 


Ala 


Cys 


Ala 


Leu 


Gin 


Met 


Phe 


Val 


Phe 


Ala 


Gly 


Leu 


Ala 






100 










105 










110 






Asp 


Thr 


Glu 


Cys 


Cys 


Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 




115 










120 










125 








Ala 


He 


Arg 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Thr 


Ala 


Met 


Ser 


Gin 


Arg 


Leu 




130 








135 










140 










Cys 


Leu 


Ala 


Leu 


Leu Gly 


Ala 


Ser 


Gly 


Leu 


Gly 


Gly Ala 


Val 


Ser 


Ala 


145 










150 










155 










160 


Phe 


Val 


His 


Thr 


Thr 


Leu 


Thr 


Phe Arg 


Leu 


Ser 


Phe 


Cys 


Arg 


Ser 


Arg 










165 










170 










175 




Lys 


He 


Asn 


Ser 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Pro 


Leu 


Leu 


Ala 


He 


Ser 






180 










185 










190 






Cys 


Ser 


Asp 


Thr 


Ser 


Leu 


Asn 


Glu 


Leu 


Leu 


Leu 


Phe 


Ala 


He 


Cys 


Gly 




195 










200 










205 








Phe 


He 
210 


Gin 


Thr 


Ala 


Thr 


Val 
215 


Leu 


Ala 


He 


Thr 


Val 
220 


Ser 


Tyr 


Gly 


Phe 


He 


Ala 


Gly Ala 


Val 


He 


His 


Met 


Arg 


Ser 


Val 


Glu 


Gly 


Ser Arg 


Arg 


225 










230 










235 










240 


Ala 


Ala 


Ser 


Thr 


Gly Gly 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Ala 


Met 


Met 


Tyr 










245 










250 










255 




Gly 


Thr 


Leu 


He 


Phe 


Met 


Tyr 


Leu 


Arg 


Pro 


Ser 


Ser 


Ser 


Tyr 


Ala 


Leu 






260 










265 










270 






Asp 


Thr 


Asp 


Lys 


Met 


Ala 


Ser 


Val 


Phe 


Tyr 


Thr 


Leu 


Val 


He 


Pro 


Ser 




275 










280 










285 








Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu Arg Asn 


Lys 


Glu 


Val 


Lys 


Glu 


Ala 




290 










295 










300 










Leu 


Arg 


Gin 


Thr 


Trp 


Ser 


Arg 


Phe 


His 


Cys 


Pro 


Gly 


Gin 








305 










310 










315 













<210> 2064 
<211> 314 
<212> PRT 

<213> Homo sapien (4190944-1-2029-4183) 
<400> 2064 



Met 


Asp 


Asn 


Ser 


Asn 


Trp 


Thr 


Ser 


Val 


Ser 


His 


Phe 


Val 


Leu 


Leu 


Gly 


1 






5 










10 










15 




He 


Ser 


Thr 


His 
20 


Pro 


Glu 


Glu 


Gin 


He 
25 


Pro 


Leu 


Phe 


Leu 


Val 
30 


Phe 


Ser 


Leu 


Met 


Tyr 
35 


Ala 


He 


Asn 


He 


Ser 
40 


Gly 


Asn 


Leu 


Ala 


He 
45 


He 


Thr 


Leu 


He 


Leu 
50 


Ser 


Ala 


Pro 


Arg 


Leu 
55 


His 


He 


Pro 


Met 


Tyr 
60 


He 


Phe 


Leu 


Ser 


Asn 


Leu 


Ala 


Leu 


Thr 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Gin 


He 


He 
85 


Phe 


Ser 


Pro 


Thr 


Lys 
90 


Val 


He 


Ser 


Tyr 


Thr 
95 


Gly 


Cys 


Leu 


Ala 


Gin 


Thr 


Tyr 


Phe 


Phe 


He 


Cys 


Phe 


Ala 


Val 


Met 


Glu 


Asn 






100 










105 










110 






Phe 


He 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


He 


Ala 
125 


He 


Cys 


His 


Pro 


Phe 
130 


His 


Tyr 


Thr 


Met 


He 
135 


Leu 


Thr 


Arg 


Met 


Leu 
140 


Cys 


Val 


Lys 


Met 


Val 


Val 


Met 


Cys 


His 


Ala 


Leu 


Ser 


His 


Leu 


His 


Ala 


Met 


Leu 


His 


Thr 


145 








150 










155 










160 


Phe 


Leu 


He 


Gly 


Gin 
165 


Leu 


He 


Phe 


Cys 


Ala 
170 


Asp 


Asn 


Arg 


He 


Pro 
175 


His 


Phe 


Phe 


Cys 


Asp 


Leu 


Tyr 


Ala 


Leu 


Met 


Lys 


He 


Ser 


Cys 


Thr 


Ser 


Thr 
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180 










1 RR 

lOj 










190 








L»evi 


Asn 


X XIX 


T .pi i 


llv u 


Tl e 


nx o 


x nr 


Glu Gly Ala 


Val 


Val 


Tie 

IXC 


Ser 






195 










200 










205 










Ala 


Leu 


Al a 

.rt.-L.Ct 




Tie 

X. xc 


Thr 


Al a 
AX. d 


Ser 


xyx 


Ala 


Cys 


He 


He 


Leu 


Val 




z x u 










?l s 










220 










val 


Leu 


A-rrr 


Tl o 
lie 






Ala 


JL*ys 






Trp 


Lys 


Thr 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Jf o 


r:l w 


OCX 


Hi q 


T . oi i 

XJCSU 


x nx. 


Val 


Val 


Al a 


Tie 
lie 


Phe 


Tyr 


Gly Thr 


Leu 


Ser 










*± J 










250 










255 




Trp 


vai 


Tyr 


Phe 


Arg 


Pro 


Leu 


Ser 


Ser 


Tyr 


Ser 


Val 


Thr 


Lys 


Gly Arg 








260 










265 










270 






He 


He 


Thr 


Val 


Val 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Gly Asp 


Val 


Lys 


Gly Gly 


Phe 


Met 


Lys 


Trp 




290 










295 










300 










Met 


Ser 


Arg Met 


Gin 


Thr 


Phe 


Phe 


Phe 


Arg 














305 










310 























<210> 2065 
<211> 216 
<212> PRT 

<213> Homo sapien (438406-1-1-648) 
<400> 2065 



Val 


Leu 


Asp Val 


Gly Cys 


He 


Thr 


Val 


Thr 


Val 


Pro 


Ala 


Met 


Leu Gly 


1 








5 










10 










15 




Arg 


Leu 


Leu 


Ser 
20 


His 


Lys 


Ser 


Thr 


He 
25 


Ser 


Tyr 


Asp 


Ala 


Cys 
30 


Leu 


Ser 


Gin 


Leu 


Phe 


Phe 


Phe 


His 


Leu 


Leu 


Ala 


Gly Met 


Asp 


Cys 


Phe 


Leu 


Leu 






35 










40 










45 








Thr 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Leu 


Leu 


Gly 


He 


Cys 
60 


Gin 


Ala 


Leu 


Thr 


Tyr 


Arg 


Thr 


Arg 


Met 


Ser 


Gin 


Thr 


Val 


Gin 


Arg 


Met 


Leu 


Val 


Ala 


Ala 


65 










70 










75 










80 


Ser 


Trp 


Ala 


Cys 


Ala 


Phe 


Thr 


Asn 


Ala 


Leu 


Thr 


His 


Thr 


Val 


Gly Met 










85 










90 










95 




Ser 


Thr 


Leu 


Asn 
100 


Phe 


Cys 


Gly 


Pro 


Asn 
105 


Val 


He 


Asn 


His 


Phe 
110 


Tyr 


Cys 


Asp 


Leu 


Pro 
115 


Gin 


Leu 


Phe 


Lys 


Leu 
120 


Ser 


Cys 


Ser 


Ser 


Thr 
125 


Gin 


Leu 


Asn 


Glu 


Leu 


Leu 


Leu 


Phe 


Ala 


Val 


Gly 


Phe 


He 


Met 


Ala 


Gly Thr 


Pro 


Met 




130 










135 










140 










Ala 


Leu 


He 


Val 


He 


Ser 


Tyr 


He 


His 


Val 


Ala 


Ala 


Ala 


Val 


Leu 


Arg 


145 










150 










155 










160 


He 


Arg 


Ser 


Val 


Glu 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Val 
180 


Val 


Ala 


He 


Phe 


Tyr 
185 


Gly 


Ser 


Gly 


He 


Phe 
190 


Asn 


Tyr 


Met 


Arg 


Leu 
195 


Gly 


Ser 


Thr 


Lys 


Leu 
200 


Ser 


Asp 


Lys 


Asp 


Lys 
205 


Ala 


Val 


Gly 


He 


Phe 


Asn 


Thr 


Val 


He 


Asn 


Pro 



















210 215 



<210> 2066 
<211> 318 
<212> PRT 

<213> Homo sapien (4581418-1-11548-14170) 
<400> 2066 

Met Asp Gin Ser Asn Tyr Ser Ser Leu His Gly Phe He Leu Leu Gly 
15 10 15 
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Phe 


Ser 


Asn 


His 


Pro 


Lys 


Met 


Glu 


Met 


He 


Leu 


Ser 


Gly 


Val 


Val 


Ala 








20 










25 










30 






He 


Phe 


Tyr 


Leu 


He 


Thr 


Leu 


Val 


Gly 


Asn 


Thr 


Ala 


He 


He 


Leu 


Ala 






35 










40 










45 








Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Arg 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


Ser 


He 


He 


Pro 


Gin 


65 










70 










75 










80 


Met 


Leu 


Val 


Asn 


Leu 


Trp 


Gly 


Pro 


Asp 


Lys 


Thr 


He 


Ser 


Tyr 


Val 


Gly 










85 










90 










95 




Cys 


He 


He 


Gin 


Leu 


Tyr 


Val 


Tyr 


Met 


Trp 


Leu 


Gly 


Ser 


Val 


Glu 


Cys 








100 










105 










110 






Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Phe 


Thr 


Ala 


He 


Cys 


Lys 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Phe 


Val 


Val 


Met 


Asn 


Pro 


His 


Leu 


Cys 


Leu 


Lys 


Met 




130 










135 










140 










He 


He 


Met 


He 


Trp 


Ser 


He 


Ser 


Leu 


Ala 


Asn 


Ser 


Val 


Val 


Leu 


Cys 


145 










150 










155 










160 


Thr 


Leu 


Thr 


Leu 


Asn 


Leu 


Pro 


Thr 


Cys 


Gly 


Asn 


Asn 


He 


Leu 


Asp 


His 










165 










170 










175 




Phe 


Leu 


Cys 


Glu 


Leu 


Pro 


Ala 


Leu 


Val 


Lys 


He 


Ala 


Cys 


Val 


Asp 


Thr 








180 










185 










190 






Thr 


Thr 


Val 


Glu 


Met 


Ser 


Val 


Phe 


Ala 


Leu 


Gly 


He 


He 


He 


Val 


Leu 






195 










200 










205 








Thr 


Pro 


Leu 


He 


Leu 


He 


Leu 


He 


Ser 


Tyr 


Gly 


Tyr 


He 


Ala 


Lys 


Ala 




210 










215 










220 










Val 


Leu 


Arg 


Thr 


Lys 


Ser 


Lys 


Ala 


Ser 


Gin 


Arg 


Lys 


Ala 


Met 


Asn 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ser 


Met 


Phe 


Tyr 


Gly 


Thr 


He 


He 








245 










250 










255 




Tyr 


Met 


Tyr 


Leu 


Gin 


Pro 


Gly 


Asn 


Arg 


Ala 


Ser 


Lys 


Asp 


Gin 


Gly 


Lys 








260 










265 










270 






Phe 


Leu 


Thr 


Leu 


Phe 


Tyr 


Thr 


Val 


He 


Thr 


Pro 


Ser 


Leu 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Asp 


Ala 


Leu 


Lys 


Lys 


Leu 




290 










295 










300 










Met 


Arg 


Phe 


His 


His 


Lys 


Ser 


Thr 


Lys 


He 


Lys 


Arg 


Asn 


Cys 







305 310 315 



<210> 2067 
<211> 257 
<212> PRT 

<213> Homo sapien (4581418-1-39007-42459) 
<220> 

<221> VARIANT 

<222> (1)...(257) 

<223> Xaa = Any Amino Acid 



<400> 2067 



Phe 


He 


Leu 


Trp 


Gly 


Phe 


Phe 


Asp 


His 


Pro 


Xaa 


Pro 


Glu 


Met 


Phe 


Leu 


1 








5 










10 










15 




Phe 


He 


Met 


Gly 
20 


Leu 


Val 


Gly 


Leu 


Ser 
25 


Leu 


His 


Thr 


Gly 


Gly 
30 


Gin 


His 


Leu 


Asn 


Tyr 
35 


Cys 


Gly 


Thr 


Gin 


Gly 
40 


He 


Phe 


Xaa 


Gly 


Ser 
45 


Thr 


Lys 


Cys 


He 


He 
50 


Leu 


Ala 


Val 


Thr 


Ser 
55 


Leu 


Asp 


Pro 


Tyr 


He 
60 


Ala 


He 


Cys 


Lys 


His 


Leu 


Arg 


Tyr 


Pro 


Ala 


He 


Met 


His 


Gin 


Gin 


Leu 


Cys 


Val 


Leu 


Leu 


65 










70 










75 










80 


Val 


Ala 


Met 


Ala 


Trp 


Leu 


Ser 


Ser 


Leu 


Ala 


Asn 


Ser 


Leu 


Gin 


Ser 


Ser 
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85 90 95 



Leu 


Ala 


Val 


Gin 


Leu 


Pro 


Leu Gly Gly 


Asn 


Lys 


Val 


Asp Asp 


Phe 


Leu 








100 








105 










110 






Cys 


Glu 


Val 
115 


Ser 


Ala 


Met 


Xle Lys 
120 


He 


Ser 


Arg 


Phe 


Asp 
125 


Thr 


Thr 


Phe 


Asn 


Val 

JL ~J \J 


Ser 


Met 


Leu 


Ser 


Xle Val 
135 


Arg 


He 


Phe 


Xaa 
140 


Ser 


Leu 


Val 


Leu 


Xaa 


Ser 


He 


He 


Phe 


Ala 


TVr Cvs 


Glv 


Phe 


He 


Val 


Ala 


Thr 


Val 


Leu 


145 










150 








155 










160 


Arg 


He 


Gin 


Ser 


Ser 
165 


Gly 


Gly Lys 


Lys 


Glu 
170 


Val 


Phe 


Asn 


Thr 


Cys 
175 


Gly 


Ser 


His 


He 


Val 
1 no 


Ser 


Leu 


Leu Tyr 


Gly 
185 


Pro 


Val 


He 


Ser 


Met 
190 


Tyr 


Val 


Gin 


Pro 


Ser 
195 


Ala 


Asn 


Ser 


Gin Asp 
200 


Lys 


Asn 


Lys 


Phe 


Met 
205 


Ser 


Leu 


Phe 


Tyr 


Ser 
210 


Leu 


Val 


Thr 


Pro 


Met Leu 
215 


Asn 


Pro 


Phe 


He 
220 


Tyr 


Thr 


Leu 


Ser 


Asn 


Arg 


Asp 


He 


Lys 


Gly Ala Met Arg 


Arg 


Leu 


Leu 


Val 


Phe 


Leu 


Tyr 


225 










230 








235 










240 


His 


Gin 


Glu 


Glu 


Asn 
245 


Lys 


Ser Asn 


Tyr 


Cys 
250 


Leu 


Tyr 


Ser 


Thr 


Phe 
255 


Phe 



He 



<210> 2068 
<211> 309 
<212> PRT 

<213> Homo sapien (5081803-1-1-930) 



<400> 2068 



Met 


Lys 


Lys 


Glu 


Asn 


Gin 


Ser 


Phe 


Asn 


Leu 


Asp 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Val 


Thr 


Ser 


Gin 


Gin 


Glu 


Gin 


Asn 


Asn 


Val 


Phe 


Phe 


Val 


He 


Phe 


Leu 








20 










25 










30 






Cys 


He 


Tyr 


Pro 


He 


Thr 


Leu 


Thr 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








He 


Cys 


Ala 


Asp 


He 


Arg 


Leu 


His 


Asn 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Leu 


Val 


Asp 


He 


He 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Val 


Leu 


Ala 


Asn 


His 


Leu 


Leu 


Gly 


Ser 


Lys 


Phe 


He 


Ser 


Phe 


Gly 


Gly 










85 










90 










95 




Cys 


Leu 


Met 


Gin 


Met 


Tyr 


Phe 


Met 


He 


Ala 


Leu 


Ala 


Lys 


Ala 


Asp 


Ser 








100 










105 










110 






Tyr 


Thr 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Ala 


Val 


Ala 


He 


Ser 


Cys 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Pro 


Arg 


Ser 


Cys 


He 


Leu 


Leu 




130 










135 










140 










He 


Ala 


Gly 


Ser 


Trp 


Val 


He 


Gly 


Asn 


Thr 


Ser 


Ala 


Leu 


Pro 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Thr 


Ala 


Ser 


Leu 


Ser 


Phe 


Cys 


Gly 


Asn 


Gin 


Glu 


Val 


Ala 


Asn 










165 










170 










175 




Phe 


Tyr 


Cys 


Asp 


He 


Met 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Val 








180 










185 










190 






His 


Phe 


Asn 


Val 


Lys 


Met 


Met 


Tyr 


Leu 


Gly 


Val Gly Val 


Phe 


Ser 


Leu 






195 










200 










205 








Pro 


Leu 


Leu 


Cys 


He 


He 


Val 


Ser 


Tyr 


Val 


Gin 


Val 


Phe 


Ser 


Thr 


Val 




210 










215 










220 










Phe 


Gin 


Val 


Pro 


Ser 


Thr 


Lys 


Ser 


Leu 


Phe 


Lys 


Ala 


Phe 


Cys 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Phe 


Leu 


Tyr 


Tyr Gly Thr 


Thr 


Met 


Gly 



1210 



BNSDOCID: <WO_0127158A2_I_> 



WO 01/27158 



PCT/US00/27582 



245 

Met Tyr Phe Arg Pro Leu Thr Ser 
260 

Thr Val Met Tyr Val Ala Val Thr 
275 280 
Ser Leu Arg Asn Trp Asp Met Lys 

290 295 
Lys Arg He Ser Ser 
305 



250 255 
Tyr Ser Pro Lys Asp Ala Val He 
265 270 
Pro Ala Leu Asn Pro Phe He Tyr 
285 

Ala Ala Leu Gin Lys Leu Phe Ser 
300 



<210> 2069 
<211> 272 
<212> PRT 

<213> Homo sapien (5262456-1-1-1993) 



<400> 2069 



Met 


Trp 


He 


Asn 


Asn 


Gin 


Ser 


Ser 


Leu 


Asp 


Asp 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Asp 


Arg 
20 


Pro 


Trp 


Leu 


Glu 


Thr 
25 


Pro 


Leu 


Val 


He 


Phe 
30 


Leu 


Val 


Ala 


Tyr 


He 
35 


Phe 


Ser 


Leu 


Phe 


Gly 
40 


Asn 


He 


Ser 


He 


He 
45 


Leu 


Val 


Ser 


His 


Leu 
50 


Asp 


Pro 


Gin 


Leu 


Asp 
55 


Ser 


Pro 


Met 


Tyr 


Phe 
60 


Phe 


Val 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Ser 


Thr 


Val 


Pro 


Gin 


Met 


65 










70 










75 










80 


Leu 


Val 


Asn 


Leu 


Arg 
85 


Gly 


Pro 


Glu 


Lys 


Thr 
90 


He 


Ser 


Tyr 


Gly 


Gly 
95 


Cys 


Val 


Ala 


Gin 


Leu 
100 


Tyr 


He 


Phe 


Leu 


Ala 
105 


Leu 


Gly 


Ser 


Thr 


Glu 
110 


Cys 


He 


Leu 


Leu 


Ala 
115 


He 


Met 


Ala 


Phe 


Asp 
120 


Arg 


Tyr 


Ala 


Ala 


He 
125 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Pro 


Val 


He 


Met 


Asn 


His 


Arg Arg 


Cys 


He 


His 


Met 


Ala 




130 










135 










140 










Ala 


Gly 


Thr 


Trp 


He 


Ser 


Gly 


Phe 


Ala 


Asn 


Ser 


Leu 


Val 


Gin 


Ser 


Thr 


145 










150 










155 










160 


Leu 


Thr 


Val 


Val 


Ala 


Pro 


Arg 


Cys 


Gly Gin Arg Val 


Leu 


Asp 


His 


Phe 










165 










170 










175 




Phe 


Cys 


Glu 


Val 
180 


Pro 


Ala 


Leu 


Leu 


Lys 
185 


Leu 


Ala 


Cys 


He 


Asp 
190 


He 


Arg 


Val 


Asn 


Glu 


Met 


Glu 


Leu 


Asn 


Val 


Leu Gly Ala Leu 


Leu 


Leu 


Leu 


Met 






195 










200 










205 








Pro 


Leu 


Thr 


Leu 


He 


Leu 


Gly Thr 


Tyr 


Val 


Phe 


He 


Ala 


Gin 


Ala 


Val 




210 










215 










220 










Met 


Arg 


He 


Cys 


Ser 


Ala 


Glu 


Ser 


Arg 


Trp 


Lys 


Ala 


Phe 


Asn 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Leu 


Leu 
245 


Val 


Val 


Ser 


Leu 


Phe 
250 


Tyr 


Phe 


Thr 


Ala 


He 
255 


Ser 


Met 


Tyr 


Val 


Gin 
260 


Pro 


Pro 


Ser 


Ser 


Tyr 
265 


Ser 


His 


Asp 


Arg 


Gly 
270 


Lys 


He 



<210> 2070 
<211> 356 
<212> PRT 

<213> Homo sapien (5262456-1-22068-24947) 



<220> 

<221> VARIANT 

<222> (1)...<356) 

<223> Xaa = Any Amino Acid 
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<400> 2070 

Met lie Asn Asp Ser His Phe Ser Gly Phe lie Leu Leu Gly Phe Thr 

15 10 15 

Gly Gin Pro Gin Leu Gin Met Met lie Ser Gly Val Val Phe Phe Phe 

20 25 30 

Tyr Thr lie Ala Phe Met Gly Asn Met Ala lie lie Leu Leu Ser Phe 

35 40 45 

Leu Asp Asp His Leu Gin Val Pro Met Tyr Phe Phe Leu Arg Asn Leu 

50 55 60 

Ala lie Leu Asp Leu Cys Tyr Thr Thr Asn lie Val Pro Gin Met Leu 
6 5 70 75 80 

Val Ser lie Trp Gly Lys Asp Lys Arg He Thr Phe Gly Gly Cys Ala 

85 90 95 

Phe Gin Leu Phe He Asp Val Ala Leu Tyr Ser Val Glu Cys He Leu 

100 105 HO 

Leu Ser Met Met Ser Tyr Asp Arg Leu Asn Ala He Cys Lys Pro Leu 

115 120 125 

His His Met Thr He Met Asn Leu Gin Leu Cys Gin Gly Leu Val Val 

130 135 140 

He Ser Trp Val Val Gly Val He Asn Cys He He Pro Ser Pro Tyr 
145 150 155 160 

Ala Thr Ser Leu Pro Arg Cys Arg Asn His His Leu Asp His Phe Phe 

165 170 175 

Val Cys Val Lys Cys Leu Gin Xaa Ser Arg Phe Lys lie Ala Cys Val 

180 185 190 

Asp Thr Thr Ala Met Glu Val Thr Thr Phe Ala Met Cys Leu He He 

195 200 205 

Val Leu Val Pro Leu Leu Leu He Leu Val Ser Tyr Gly Phe He Ala 

210 215 220 

Val Ala Val Leu Lys He Lys Ser Ala Ala Gly Arg Gin Lys Ala Phe 
225 230 235 ^ 240 

Gly Thr Cys Ser Ser His Leu Val Val Val Ser He Phe Cys Gly Thr 

245 250 255 

Val Thr Tyr Met Tyr He Gin Pro Gly Asn Ser Pro Asn Gin Asn Glu 

260 265 270 

Gly Lys Leu Leu Ser He Phe Tyr Ser He Val Thr Pro Ser Leu Asn 

275 280 285 

Pro Leu He Tyr Thr Val Arg Asn Lys Glu Phe Lys Gly Ala Met Lys 

290 295 300 

Arg Leu Thr Gly Lys Glu Lys Asp Cys Met Glu Lys Arg Gly His Xaa 
305 310 315 ~ 320 

Phe Phe Leu Pro Ala He Ser Asn Met Ala He Asp Leu Pro Asn Leu 

325 330 335 

Lys Cys Arg Gin Phe He Leu Xaa He Asn Cys Leu His Leu Arg Xaa 

340 345 350 

Arg Xaa Tyr Pro 
355 

<210> 2071 
<211> 338 
<212> PRT 

<213> Homo sapien (5679453-1-2929-5456) 
<220> 

<221> VARIANT 

<222> (1) . . . (338) 

<223> Xaa = Any Amino Acid 

<400> 2071 

Met He Leu Pro Ala Ser Phe Ser Xaa Gly Thr Met Glu Thr Ser Ser 
1 5 10 15 
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Val 


Ser 


Ser 


Gly 


Thr 


Asp 


Phe 


He 


Leu 








20 










25 


Gin 


Leu 


Glu 


His 


lie 


He 


Ser 


Val 


Val 






35 










40 




Thr 


Leu 


Val 


Gly 


Asn 


Thr 


Thr 


He 


He 




50 










55 






Gin 


Leu 


His 


Thr 


Phe 


Met 


Tyr 


Phe 


Phe 


65 










70 








Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Ser 


He 


He 










85 










Trp 


Gly 


Pro 


Lys 


Lys 


Ser 


He 


Thr 


Tyr 








100 










105 


Phe 


Phe 


Val 


Leu 


Asp 


Leu 


Gly 


Ala 


Thr 






115 










120 




Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Ala 


Ala 


Val 




130 










135 






Leu 


Lys 


Cys 


Thr 


Leu 


Ser 


Phe 


Ala 


Thr 


145 










150 








Ser 


Ala 


Leu 


lie 


Val 


Cys 


Ser 


Leu 


Thr 










165 










His 


Arg 


Glu 


Val 


Asp 


Asn 


Phe 


Phe 


Cys 








180 










185 


Met 


Ala 


Cys 


Val 


Tyr 


Ser 


Lys 


Val 


He 






195 










200 




Gly 


Val 


Val 


Phe 


Leu 


Phe 


Val 


Pro 


Leu 




210 










215 






Glv 


Val 


lie 


Thr 


Gin 


Ala 


Val 


Met 


Arg 


225 










230 








Gin 


Lys 


lie 


Leu 


Asn 


Thr 


Cys 


Gly 


Ser 










245 










Phe 


Tyr 


Gly 


Thr 


He 


He 


Tyr 


He 


Tyr 








260 










265 


Ser 


Gin 


Asp 


Glu 


Gly 


Lys 


Phe 


Ser 


Leu 






275 










280 




Ser 


Leu 


Asn 


Leu 


Pro 


He 


Tyr 


Thr 


Leu 




290 










295 






Ala 


Leu 


Lys 


Arg 


He 


Leu 


Trp 


Met 


Lys 


305 










310 








Asn 


Xaa 


Met 


Glu 


Lys 


Ser 


Arg 


Met 


Xaa 



325 



Phe He 



<210> 2072 
<211> 308 
<212> PRT 

<213> Homo sapien (5791525-1-119325 



<400> 2072 



Met 


Ala 


Met 


Asp 


Asn 


Val 


Thr 


Ala 


Val 


1 








5 










He 


Ser 


Asn 


Tyr 


Pro 


Gin 


Trp Arg 


Asp 








20 










25 


He 


He 


Tyr 


Leu 


Ser 


Thr 


Leu 


Leu 


Gly 






35 










40 




He 


His 


Phe 


Asp 


Pro 


Asn 


Leu 


His 


Thr 




50 










55 






Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Tyr 


65 










70 








Ala 


Leu 


Val 


His 


Cys 


Phe 


Ser 


Thr 


His 



85 



PCT/US00/27582 



Leu 


Gly 


Phe 


Ser 


Asp 


Arg 


Pro 










30 






Val 


Phe 


He 


He 


Tyr 


He 


Val 








45 








Leu 


Val 


Ser 


Tyr 


Leu 


Asp 


Thr 






60 










Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 




75 










80 


Pro 


Gin 


Met 


Leu 


Ala 


Asn 


Gin 


90 










95 




Gly 


Gly Cys Val 


Leu 


Gin 


Phe 










110 






Glu 


Cys 


Leu 


Leu 


Leu 


Ala 


Val 








125 








Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Thr 






140 










Ala 


Tro 


Leu 


Ser 


Gly Leu 


Ala 




155 










160 


Leu 


Lys 


Leu 


Pro 


Arg 


Cys 


Gly 


170 










175 




Glu 


Met 


Pro 


Ala 


Leu 


He 


Lys 










190 






Glu 


He 


Val 


Val 


Phe 


Ala 


Phe 








205 








Ser 


Leu 


He 


Leu 


He 


Ser 


Tyr 






220 










He 


Lys 


Ser 


Ala 


Thr 


Arc? 


Leu 




235 










240 


His 


Leu 


Thr 


Val 


Val 


He 


Leu 


250 










255 




Met 


Lys 


Pro 


Gin 


Asn 


Thr 


He 










270 






Phe 


Tyr 


Thr 


He 


He 


Thr 


Pro 








285 








Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Ser 






300 










Lys 


Ser 


Ser 


Ala 


Glu 


Xaa 


Met 




315 










320 


Ser 


Thr 


Lys 


Glu 


He 


Leu 


Ala 


330 










335 




122054) 












Phe 


Gin 


Phe 


Leu 


Leu 


He 


Gly 


10 










15 




Thr 


Phe 


Phe 


Thr 


Leu 


Val 


Leu 










30 






Asn 


Gly 


Phe 


Met 


He 


Phe 


Leu 








45 








Pro 


He 


Tyr 


Phe 


Phe 


Leu 


Ser 






60 










Gly 


Thr 


Ala 


Ser 


Met 


Pro 


Gin 




75 










80 


Pro 


Tyr 


Leu 


Ser 


Tyr 


Pro 


Arg 


90 










95 
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V*jf& Xjv£U 


Ala 


Gin 


Thr 


Ser 


Val 


Ser 


Leu 


Ala 


Leu 


Ala 


Thr 


Ala 


Glu 


Cys 




100 










105 










110 






iicli LcU 


Leu 


Ala 


Ala 


Met 


Ala 


Tvr 


Asd 


Ara 


Val 


Val 


Ala 


He 


Ser 


Asn 




IIS 

J. J» J 










120 










125 










Arg 




Ser 


Val 


Val 


Met 


Asn 


Glv 


Pro 


Val 


Cys 


Val 


Cys 


Leu 


X J w 










135 










140 










Vdl Aid 


Tnr 


Car 

PCX 


x ip 


Glv 


Thr 


Ser 


Leu 


Val 


Leu 


Thr 


Ala 


Met 


Leu 


He 










150 










155 










160 


Leu Ser 


Leu 


Arg 


Leu 


His 


Phe 


Cvs 


Glv 


Ala 


Asn 


Val 


He 


Asn 


His 


Phe 






165 










170 










175 




Ala Cys 


Ulu 


Tip 

xxc 


Leu 


Ser 


Leu 


He 


Lvs 


Leu 


Thr 


Cys 


Ser 


Asp 


Thr 


Ser 




low 










185 










190 






Jjcii Asn 


ulu 


PVi#a 
rile 


Met 


He 


Leu 


He 


Thr 


Ser 


He 


Phe 


Thr 


Leu 


Leu 


Leu 




1 










200 










205 








Pro Pne 


vjiy 




vax 


Leu 


Leu 


Ser 


Tvr 


He 


Arg 


He 


Ala 


Met 


Ala 


He 












215 










220 










He Arg 


Tl a 

± j.e 


Arg 


*_> trX 


Leu 


Gin 


Gly 


Arg 


Leu 


Lys 


Ala 


Phe 


Thr 


Thr 


Cys 


Z Z _) 








230 










235 










240 


\j-L_y Del 




Leu 


Thr 


Val 


Val 


Thr 


He 


Phe 


Tyr 


Gly 


Ser 


Ala 


He 


Ser 






245 










250 










255 




Met Tyr 


Met 


Lys 


Thr 


Gin 


Ser 


Lys 


Ser 


Tyr 


Pro 


Asp 


Gin 


Asp 


Lys 


Phe 






260 










265 










270 






lie Ser 


Val 


Phe 


Tvr 

A Jr A 


Glv 


Ala 


Leu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 




275 










280 










285 








Tyr Ser 


Leu 


Arg 


T ,vrc 




Asp 


Val 


Lys 


Ara 


Ala 


He 


Arg 


Lys 


Val 


Met 


290 










295 










300 










Leu Lys 


Arg 


Thr 


























305 






























<210> 2073 




























<211> 314 




























<212> PRT 




























<213> Homo sapien (5791525-1-456-2065) 














<220> 






























<221> VARIANT 


























<222> (1) . . 


. (314) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 2073 




























Met His 


Gin 


Gly 


Asn 


Xaa 


Thr 


Thr 


Val 


Ser 


Lys 


Phe 


Phe 


Leu 


Leu 


Gly 


1 




5 










10 










15 




lie Thr 


Thr 


Lys 


Pro 


Lys 


Glu 


Gin 


Gin 


Phe 


He 


Phe 


Met 


Leu 


Phe 


Leu 






20 










25 










30 






Cys Thr 


Tyr 


Leu 


Val 


Thr 


Met 


Val 


Arg 


Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 




35 










40 










45 








Val Val 


Ser 


Asp 


Ala 


His 


Leu 


His 


Gly 


Pro 


He 


Tvr 

* Jr *> 


Phe 


Phe 


Leu 


Ala 


50 










55 










60 










Asn Leu 


Ser 


Phe 


Thr 


Asn 


Val 


Cys 


He 


Thr 


Thr 


Thr 


Thr 


Val 


Pro 


Lys 


65 








70 










75 










80 


He Leu 


Ala 


Asp 


He 


Gin 


Ser 


Gin 


Asn 


Ser 


Thr 


He 


Ser 


Phe 


Glu 


Gly 








85 










90 










95 




Cys Pro 


Ala 


Gin 


Met 


Xaa 


Phe 


Xaa 


He 


Phe 


Leu 


Val 


Asn 


Leu 


Asp 


Asn 




100 










105 










110 






Phe Leu 


Leu 


Val 


Asp 


Met 


Ala 


Tyr 


Asn 


Xaa 


Tyr 


He 


Ala 


He 


Cys 


His 




115 










120 










125 








Pro Leu 


His 


Tyr 


Thr 


Val 


Val 


Val 


Leu 


Ser 


Pro 


Lys 


Asn 


Cys 


Ala 


Leu 


130 










135 










140 










Leu Val 


Val 


Thr 


Pro 


Trp 


Val 


He 


Ser 


Asn 


Leu 


Val 


Ser 


He 


Leu 


His 


145 








150 










155 










160 


Leu Ser 


Leu 


Leu 


Ser 


His 


Leu 


Thr 


Phe 


Cys 


He 


Ser 


His 


He 


Phe 


Tyr 
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165 170 175 

Asp Leu Glu Pro He Leu Gly Leu Ala Cys Ser Asp Thr Gin He Asn 

180 185 190 

Asn Leu He He Thr Ala He Gly Glu Val Val He Phe He Pro Phe 

195 200 205 

Thr Cys His He Leu Val Ser Tyr Gly Leu He Gly Ser Thr Met Leu 

210 215 220 

Gly Val Pro Ser Ala Lys Gly Lys Xaa Lys Thr Phe Ser Thr Cys Gly 
225 230 235 240 

Ser His Leu Ser Val Val Pro Gin Val Phe Tyr Gly Phe He He Gly 

245 250 255 

Val Tyr Phe Leu Ser Phe Phe Ala Tyr Ser Ala Glu Arg Asp Glu Val 

260 265 270 

Ala Ala He Met Tyr Thr Thr Val Thr His Leu He Lys Ser Phe He 

275 280 285 

Cys Ser Leu Arg Asn Glu Asp Met Lys Gly Ala Leu Arg Arg Pro Leu 

290 295 300 

Ser Arg Gin Gly Phe Ser Gly Val Val Ser 
305 310 

<210> 2074 
<211> 138 
<212> PRT 

<213> Homo sapien (5823349-1-32238-32756) 
<220> 

<221> VARIANT 

<222> (1)...(138) 

<223> Xaa = Any Amino Acid 

<400> 2074 

Leu Met Leu Leu Asp Leu Leu Ser Asp Ala Glu Val His Ala Val Ser 

15 10 15 

Ser Ser His Cys Ser Leu His Leu Thr Lys Glu He Phe Ser He Val 

20 25 30 

Ser Asn Gin Ala Leu Ser Pro Glu Ser Thr Leu Gly Leu His Met His 

35 40 45 

Leu Cys Ala Phe Leu Thr Leu Phe Pro Leu Pro Arg Thr Pro Leu Pro 

50 55 60 

Ser Phe Leu He His Arg Asn Leu He His Leu Ser Ser His Ala Gin 
65 70 75 80 

Gin Leu Ser Phe Pro Xaa Leu Leu Xaa Lys Tyr Ser Leu Phe Asn Leu 

85 90 95 

Tyr Val He Leu Ser Arg He Leu Phe Pro Leu His Pro Leu Val Tyr 

100 105 HO 

Glu Gin Phe Lys Ser Gly Cys Tyr Gly Xaa Phe He He Lys He Leu 

115 120 125 

Asn Phe Cys Leu Leu Xaa Val Met Asn Leu 
130 135 

<210> 2075 
<211> 162 
<212> PRT 

<213> Homo sapien (5931513-1-1-2929) 
<400> 2075 

Met Asn Val Ser Glu Pro Asn Ser Ser Phe Ala Phe Val Asn Glu Phe 

15 10 15 

He Leu Gin Gly Phe Ser Cys Glu Trp Thr He Gin He Phe Leu Phe 

20 25 30 

Ser Leu Phe Thr Thr Thr Tyr Ala Leu Thr He Thr Gly Asn Gly Ala 
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35 40 45 



He 


Ala 
50 


Phe 


Val 


Leu 


Trp 


Cys 
55 


Asp 


Arg 


Arg 


Leu 


His 
60 


Thr 


Pro 


Met 


Tyr 


Met 


Phe 


Leu 


Gly Asn 


Phe 


Ser 


Phe 


Leu 


Glu 


He 


Trp 


Tyr 


Val 


Ser 


Ser 


65 










70 










75 










80 


Thr 


Val 


Pro 


Lys 


Met 
85 


Leu 


Val 


Asn 


Phe 


Leu 
90 


Ser 


Glu 


Lys 


Lys 


Asn 
95 


He 




Phe 


Ala 


Gly Cys 


Phe 


Leu 


Gin 


Phe 


Tvr 


Phe 


Phe 


Phe 


Ser 


Leu Gly 








100 










105 










110 






Thr 


Ser 


Glu 
115 


Cys 


Leu 


Leu 


Leu 


Thr 
120 


Val 


Met 


Ala 


Phe 


Asp 
125 


Gin 


Tyr 


Leu 


Ala 


He 
130 


Cys 


Arg 


Pro 


Leu 


Leu 
135 


Tyr 


Pro 


Asn 


He 


Met 
140 


Thr 


Gly 


His 


Leu 


Tyr 


Ala 


Lys 


Leu 


Val 


He 


Leu 


Cys 


Trp 


Val 


Cys 


Gly 


Phe 


Leu 


Trp 


Phe 


145 










150 










155 










160 


Leu 


He 































<210> 2076 
<211> 318 
<212> PRT 

<213> Homo sapien (6087993-15-1-2211) 



<400> 2076 



Met 


He 


Gin 


Pro 


Met 


Ala 


Ser 


Pro 


Ser 


Asn 


Ser 


Ser 


Thr 


Val 


Pro 


Val 


1 








5 










10 










15 




Ser 


Glu 


Phe 


Leu 


Leu 


Thr 


Cys 


Phe 


Pro 


Asn 


Pne 


Gin 


Ser 


Trp 


Gin 


His 








20 










25 










30 






Trp 


Leu 


Ser 


Leu 


Pro 


Leu 


Ser 


Leu 


Leu 


Pne 


Leu 


Leu 


Ala 


Met 


Gly Ala 






"5 tz 
JD 










40 










45 








Asn 


Thr 


Thr 


Leu 


Leu 


He 


Thr 


He 


Gin 


Leu 


Glu 


Ala 


Ser 


Leu 


His 


Gin 




50 










55 










60 










Pro 


Leu 


Tyr 


Tyr 


Leu 


Leu 


Ser 


Leu 


Leu 


Ser 


Leu 


Leu 


Asp 


He 


Val 


Leu 


65 










70 










75 










80 


Cys 


Leu 


Thr 


Val 


He 


Pro 


Lys 


Val 


Leu 


Ala 


He 


Phe 


Trp 


Tyr Asp 


Leu 










85 










90 










95 




Arg 


Ser 


He 


Ser 


Phe 


Pro 


Ala 


Cys 


Phe 


Leu 


Gin 


Met 


Phe 


He 


Met 


Asn 








100 










105 










110 






Ser 


Phe 


Leu 


Pro 


Met 


Glu 


Ser 


Cys 


Thr 


Phe 


Met 


Val 


Met 


Ala 


Tyr 


Asp 






115 










120 










125 








Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Pro 


Ser 


He 


He 


Thr 




130 










135 










140 










Asn 


Gin 


Phe 


Val 


Ala 


Lys 


Ala 


Ser 


Val 


Phe 


He 


Val 


Val 


Arg 


Asn 


Ala 


145 










150 










155 










160 


Leu 


Leu 


Thr 


Ala 


Pro 


He 


Pro 


He 


Leu 


Thr 


Ser 


Leu 


Leu 


His 


Tyr 


Cys 










165 










170 










175 




Gly 


Glu 


Asn 


Val 


He 


Glu 


Asn 


Cys 


He 


Cys 


Ala 


Asn 


Leu 


Ser 


Val 


Ser 








180 










185 










190 






Arg 


Leu 


Ser 


Cys 


Asp 


Asn 


Phe 


Thr 


Leu 


Asn 


Arg 


He 


Tyr 


Gin 


Phe 


Val 






195 










200 










205 








Ala 


Gly 


Trp 


Thr 


Leu 


Leu 


Gly 


Ser Asp 


Leu 


Phe 


Leu 


He 


Phe 


Leu 


Ser 




210 










215 










220 










Tyr 


Thr 


Phe 


He 


Leu 


Arg 


Ala 


Val 


Leu 


Arg 


Phe 


Lys 


Ala 


Glu Gly Ala 


225 










230 










235 










240 


Ala 


Val 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Phe 


He 


Leu 


He 


Leu 










245 










250 










255 




Phe 


Phe 


Ser 


Thr 


He 


Leu 


Leu 


Val 


Val 


Val 


Leu 


Thr 


Asn 


Val 


Ala 


Arg 








260 










265 










270 






Lys 


Lys 


Val 


Pro 


Met 


Asp 


He 


Leu 


He 


Leu 


Leu 


Asn 


Val 


Leu 


His 


His 






275 










280 










285 








Leu 


He 


Pro 


Pro 


Ala 


Leu 


Asn 


Pro 


He 


Val 


Tyr Gly Val 


Arg 


Thr 


Lys 
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290 295 300 

Glu He Lys Gin Gly lie Gin Lys Leu Leu Gin Arg Gly Arg 
305 310 315 

<210> 2077 
<211> 314 
<212> PRT 

<213> Homo sapien (6087993-21-1-3 660) 



<400> 2077 



Met 


Leu 


Leu 


Ser 


Asn 


Ser 


Ser 


Trp 


Arg 


Leu 


Ser 


Gin 


Pro 


Ser 


Phe 


Leu 


1 








5 










10 










15 




Leu 


Val 


Gly 


He 


Pro 


Gly 


Leu 


Glu 


Glu 


Ser 


Gin 


His 


Trp 


He 


Ala 


Leu 






20 










25 










30 






Pro 


Leu 


Gly 
35 


He 


Leu 


Tyr 


Leu 


Leu 
40 


Ala 


Leu 


Val 


Gly 


Asn 
45 


Val 


Thr 


He 


Leu 


Phe 
50 


He 


He 


Trp 


Met 


Asp 
55 


Pro 


Ser 


Leu 


His 


Gin 
60 


Ser 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Ala 


He 


Asp 


Leu 


Val 


Leu 


Ala 


Ser 


Ser 


Thr 


65 










70 










75 










80 


Ala 


Pro 


Lys 


Ala 


Leu 
85 


Ala 


Val 


Leu 


Leu 


Val 
90 


His 


Ala 


His 


Glu 


He 
95 


Gly 


Tyr 


He 


Val 


Cys 
100 


Leu 


He 


Gin 


Met 


Phe 
105 


Phe 


He 


His 


Ala 


Phe 
110 


Ser 


Ser 


Met 


Glu 


Ser 


Gly Val 


Leu 


Val 


Ala 


Met 


Ala 


Leu 


Asp 


Arg 


Tyr 


Val 


Ala 






115 










120 










125 








He 


Cys 
130 


His 


Pro 


Leu 


His 


His 
135 


Ser 


Thr 


He 


Leu 


His 
140 


Pro 


Gly 


Val 


He 


Gly 


Arg 


He 


Gly Met 


Val 


Val 


Leu 


Val 


Arg Gly 


Leu 


Leu 


Leu 


Leu 


He 


145 










150 










155 










160 


Pro 


Phe 


Pro 


He 


Leu 
165 


Leu 


Gly 


Thr 


Leu 


He 
170 


Phe 


Cys 


Gin 


Ala 


Thr 
175 


He 


He 


Gly 


His 


Ala 
180 


Tyr 


Cys 


Glu 


His 


Met 
185 


Ala 


Val 


Val 


Lys 


Leu 
190 


Ala 


Cys 


Ser 


Glu 


Thr 


Thr 


Val 


Asn 


Arg 


Ala 


Tyr 


Gly Leu 


Thr 


Met 


Ala 


Leu 


Leu 






195 










200 










205 








Val 


He 


Gly 


Leu 


Asp 


Val 


Leu 


Ala 


He 


Gly Val 


Ser 


Tyr 


Ala 


His 


He 




210 










215 










220 










Leu 


Gin 


Ala 


Val 


Leu 


Lys 


Val 


Pro 


Gly 


Ser 


Glu 


Ala 


Arg 


Leu 


Lys 


Ala 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Cys 


Gly 
245 


Ser 


His 


He 


Cys 


Val 
250 


He 


Leu 


Val 


Phe 


Tyr 
255 


Val 


Pro 


Gly 


He 


Phe 


Ser 


Phe 


Leu 


Thr 


His 


Arg 


Phe 


Gly 


His 


His 


Val 


Pro 






260 










265 










270 






His 


His 


Val 

275 


His 


Val 


Leu 


Leu 


Ala 
280 


Thr 


Arg 


Tyr 


Leu 


Leu 
285 


Met 


Pro 


Pro 


Ala 


Leu 
290 


Asn 


Pro 


Leu 


Val 


Tyr 
295 


Gly 


Val 


Lys 


Thr 


Gin 
300 


Gin 


He 


Arg 


Gin 


Arg 


Val 


Leu 


Arg 


Val 


Phe 


Thr 


Gin 


Lys 


Asp 















305 310 



<210> 2078 
<211> 327 
<212> PRT 

<213> Homo sapien (6087993-34-2575-6318) 
<220> 

<221> VARIANT 

<222> {!)... (327) 

<223> Xaa = Any Amino Acid 
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<400> 2078 






























rllc 


Ser 


Asn 


Asn 


Ser 


vai 


Leu 


Phe 


Pro 


His 


Thr 


Phe 


pne 


Leu 


Ala 


1 








c 










10 










lb 






lie 


Pro Gly 


Leu 


inr 


Ala 


inr 


His 


He 


Trp 


He 


Leu 


Leu 


Pro 


pne 


















25 










JO 






Cys 


Phe 


Met 


Pne 


rne 


Leu 


Ser 


Leu 


Thr Gly Asn 


Gly Val 


Leu 


Leu 


Phe 






35 










40 










45 








Leu 


He 
50 


Arg 


Thr 




Cys 


Ser 

3D 


Leu 


Arg 


Gin 


Pro 


Met 
60 


Phe 


Leu 


pne 


Leu 


Aid 


Met 


Leu 


Ser 


FJie 


val 


Asp 


Leu 


Val 


Leu 


Ser 


Leu 


Ser 


Thr 


Leu 


Pro 


OD 










70 










75 












Lys 


Met 


Leu 


Ala 


He 


Phe 


Trp 


Phe 


Gly Ala 


Thr 


Ala 


He 


Ser 


Ser 


His 










85 










90 










95 




Ser 


Cys 


Leu 


Ser 
100 


Gin 


Met 


Pne 


pne 


He 
105 


His 


Ala 


Phe 


Ser 


Ala 
110 


Met 


Glu 


Ser 


Gly Val 


Leu 


Val 


Ala 


Met 


Ala 


Leu 


Asp 


Arg 


Ser 


Val 


Ala 


He 


Cys 






115 










120 










125 








Asn 


Pro 


Leu Arg Tyr Ala 


Thr 


He 


Leu 


Pro 


Pro 


Val 


Val 


Val 


Ala 


Lys 




130 










135 










140 










He Gly Gly Leu Val 


Val 


Leu 


Xaa 


Gly Val 


Gly 


Leu 


Thr 


He 


Ser 


Phe 


145 










150 










155 










160 


Pro 


Ser 


Leu 


Ala 


His 
165 


Arg 


Leu 


His 


Tyr 


His 
170 


Gly 


Ser 


His 


Met 


He 
175 


Ala 


Tyr 


Thr 


Phe 


Cys 
180 


Glu 


His 


Met 


Ala 


Val 
185 


Val 


Lys 


Leu 


Ala 


Cys 
190 


Glu 


Ala 


Thr 


Thr 


Val 
195 


Asp 


Asn 


Leu 


Tyr 


Ala 
200 


Phe 


Val 


Val 


Ala 


He 
205 


Phe 


Leu 


Gly 


Gly Gly Asp Val 


Val 


Cys 


He 


Ala 


Tyr 


Ser 


Tyr 


Gly 


Leu 


He 


Val 


Arg 




210 










215 










220 










Thr 


Val 


Met 


His 


Phe 


Pro 


Ser 


Pro 


Glu 


Glu 


Arg 


Ala 


Lys 


Ala Gly 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Thr 


Ala 


His 


Val 


cys 


Val 


He 


Leu 


Phe 


Phe 


Tyr Gly 


Leu 


Gly 










245 










250 










255 




Phe 


Leu 


Ser 


Val 


Val 


Met 


Gin 


Arg 


Phe 


Gly Ala 


Pro 


Thr 


Ala 


Ser 


Thr 








260 










265 










270 






Ala 


Lys 


Val 
275 


He 


Leu 


Ala 


Asn 


Leu 
280 


Tyr 


Leu 


Leu 


Phe 


Pro 
285 


Pro 


Ala 


Leu 


Asp 


Pro 
290 


He 


Val 


Tyr 


Gly 


Met 
295 


Glu 


Thr 


Lys 


Gin 


He 
300 


Xaa 


Glu 


Arg 


Leu 


Leu 


Met 


He 


Leu 


Ser 


Pro 


Lys 


Gin 


He 


Glu 


Leu 


Thr 


Xaa 


Val 


Xaa 


Leu 


305 










310 










315 










320 


Ser 


Pro 


Ala 


Gly 


Leu 


Gin 


Gly 





















325 



<210> 2079 
<211> 135 
<212> PRT 

<213> Homo sapien (6087993-36-10518-12399) 



<220> 

<221> VARIANT 

<222> (U...C135) 

<223> Xaa = Any Amino Acid 



<400> 2079 

Lys Asp Leu Xaa Arg Arg Ser Asn 

1 5 
Tyr Phe Phe He Xaa Gly Trp Glu 
20 

Leu Leu Met Phe Cys Glu Ser Phe 
35 40 



He Asn Phe Arg He Glu Arg Leu 

10 15 
Met Lys Met Gly Leu Xaa Asn Xaa 
25 30 
Xaa Xaa Xaa Lys Thr Val Leu Arg 
45 
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lie Lys Gly Glu Gly Asp Met Ala 

50 55 
His Phe lie Leu lie Leu Phe Phe 
65 70 
lie Thr Asn Leu Ala Arg Lys Arg 
85 

Leu Asn lie Leu His His Leu lie 
100 

Tyr Gly Val Arg Thr Lys Glu He 
115 120 
Arg Arg Leu Xaa Lys lie Lys 
130 135 



Lys Ala Leu Gly Thr Cys Gly Ser 
60 

Thr Thr Val Leu Leu Val Leu Val 

75 80 
He Pro Pro Asp Val Pro He Leu 

90 95 
Pro Pro Ala Leu Asn Pro He Val 
105 110 
Lys Gin Gly He Gin Asn Leu Leu 
125 



<210> 2080 
<211> 141 
<212> PRT 

<213> Homo sapien (6094601-37-1-3120) 



<220> 

<221> VARIANT 

<222> (1) . . . (141) 

<223> Xaa = Any Amino Acid 

<400> 2080 



Met 


Leu 


Thr 


Cys 


Phe 


Trp 


Lys 


His 


Leu 


Xaa 


Tyr 


Leu 


Pro 


Leu 


Xaa 


Phe 


1 








5 










10 










15 




Val 


Asp 


Phe 


Val 
20 


Leu 


Ser 


Lys 


Lys 


Lys 
25 


Pro 


Ser 


Asn 


Xaa 


Ser 
30 


Val 


Ser 


He 


Asn 


Val 
35 


Phe 


Leu 


Leu 


Leu 


Thr 
40 


Tyr 


Xaa 


Xaa 


Ser 


Phe 
45 


Ala 


Leu 


Val 


Tyr 


Leu 
50 


Cys 


Phe 


Asp 


Lys 


Leu 
55 


Phe 


Trp 


He 


Cys 


Asn 
60 


Pro 


Leu 


Ser 


Gly 


Leu 


Met 


Thr 


Leu 


Arg 


Arg 


Thr 


Arg 


Cys 


Ala 


Gly 


He 


Leu 


Gly 


Ala 


Cys 


65 










70 










75 










80 


Trp 


Thr 


Tyr 


Ala 


Phe 
85 


Thr 


Ser 


Thr 


He 


Arg 
90 


Xaa 


Val 


Phe 


Phe 


Phe 
95 


Phe 


Asn 


Leu 


Lys 


Asp 
100 


Lys 


Leu 


Phe 


Phe 


Gin 
105 


Met 


Ser 


Asn 


Phe 


Leu 
110 


Ser 


Leu 


Xaa 


Glu 


Leu 


Met 


Xaa Gly 


Pro 


Phe 


Phe 


Leu 


Glu 


Asn 


Ser 


His 


Met 


Tyr 






115 










120 










125 








Ser 


Tyr 


Thr 


His 


Lys 


Leu 


Cys 


Leu 


Leu 


Phe Xaa Gly Val 










130 










135 










140 











<210> 2081 
<211> 315 
<212> PRT 

<213> Homo sapien (6249440-1-23422-29767) 



<220> 

<221> VARIANT 

<222> (1)...(3X5) 

<223> Xaa = Any Amino Acid 



<400> 2081 

Met Gly Gly Leu Lys Arg Asp Asn 

1 5 
Leu Val Gly Phe Ala Gin His Pro 
20 

Glu Leu Leu Phe Phe Tyr Xaa Ser 

35 40 
Val Ala Val Val Arg Xaa Asp Ser 



Ala Ser Glu Met Thr Glu Leu He 

10 15 
Glu He Gin Thr Ala Phe Phe Leu 
25 30 
Gin Leu Phe Glu Asn He Leu He 
45 

Arg Leu His Thr Pro Met Gly Phe 
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50 55 60 

Phe Phe Leu Ser Thr Leu Ser Ser Leu Glu Met Cys Tyr Ser lie Ser 
65 70 75 ^ 80 

Trp Glu Leu Xaa Val Leu Ala Gin Cys lie Lys Asp Phe Pro Thr lie 

85 90 95 

Ser Tyr Asn Ser Cys Ser Val Gin Met He Thr His Leu Phe Leu Gly 

100 105 110 

Thr Ala Gin Cys Leu Leu Leu Ala Gly Met Ala Tyr Asn Arg Phe Val 

115 120 125 

Glu lie Ser Tyr Leu Leu His Tyr Thr He He Met Ser Asn Arg Val 

130 135 140 

Cys lie Gin Leu Ala Leu Gly He Trp Thr His Ala Phe Leu Val Ala 
145 150 155 160 

Val Thr Leu He He Ala He Pro Ala Ser Tyr Tyr Gly His Asn Val 

165 170 175 

He Asn His Phe Thr Cys Glu He Gin Ala Leu Leu Lys Leu Val Cys 

180 185 190 

Ser Asp Thr Leu Val Ser Leu He Gin Gly Leu Val He Ser Val Phe 

195 200 205 

Thr Leu Pro Leu Pro Phe Thr Phe He Leu He Ser Xaa Phe Cys He 

210 215 220 

Phe Val Arg Ala Val Glu Ala Arg Arg Glu Ala Phe Ser Thr Cys Gly 
225 230 235 " 240 

Ser His Leu Thr Gly Val Thr He Phe Tyr Gly Ala Ala He Cys Met 

245 250 255 

Tyr Leu Lys Pro Gin Ser Lys Gly Thr Gin Glu Glu Asp Lys Val Val 

2 60 265 270 

Ser Lys Leu Tyr Gly Ala Val Thr Pro Met Leu Asn Pro Pro He Tyr 

275 280 285 

He Gin Arg Asn Lys Asp He Lys Gly Ala Leu Arg Lys Leu Ala Lys 

290 295 300 

Gly Asn Glu Lys Ser Xaa Gin Phe Ser Leu Asn 
305 310 315 



<210> 2082 
<211> 295 
<212> PRT 

<213> Homo sapien (6739493-1-1-1041) 



<400> 2082 


























Met 


Tyr 


Ser 


Phe 


Met Ala Gly 


Ser 


He 


Phe He 


Thr 


He 


Phe Gly Asn 


1 








5 










10 








15 




Leu 


Ala 


Met 


He 


He 


Ser 


He 


Ser 


Tyr 


Phe Lys 


Gin 


Leu 


His 


Thr 


Pro 








20 










25 








30 






Thr 


Asn 


Phe 


Leu 


He 


Leu 


Ser 


Met 


Ala 


He Thr 


Asp 


Phe 


Leu 


Leu 


Gly 






35 










40 








45 






Phe 


Thr 


He 


Met 


Pro 


Tyr 


Ser 


Met 


He 


Arg Ser 


Val 


Glu 


Asn 


Cys 


Trp 




50 










55 








60 






Tyr 


Phe 


Gly Leu 


Thr 


Phe 


Cys 


Lys 


He 


Tyr Tyr 


Ser 


Phe 


Asp 


Leu 


Met 


65 










70 








75 








80 


Leu 


Ser 


He 


Thr 


Ser 


He 


Phe 


His 


Leu 


Cys Ser 


Val 


Ala 


He 


Asp 


Arg 










85 










90 








95 




Phe 


Tyr 


Ala 


He 


Cys 


Tyr 


Pro 


Leu 


Leu 


Tyr Ser Thr 


Lys 


He 


Thr 


He 








100 










105 








110 






Pro 


Val 


He 


Lys 


Arg 


Leu 


Leu 


Leu 


Leu 


Cys Trp 


Ser 


Val 


Pro Gly Ala 






115 










120 








125 








Phe 


Ala 


Phe 


Gly Ala Val 


Phe 


Ser 


Glu 


Ala Tyr 


Ala 


Asp Gly 


He 


Glu 




130 










135 








140 










Gly 


Tyr 


Asp 


He 


Leu 


Val 


Ala 


Cys 


Ser 


Ser Ser 


Cys 


Pro 


Val 


Met 


Phe 


145 










150 








155 








160 


Asn 


Lys 


Leu Trp Gly Thr 


Thr 


Leu 


Phe Met Ala Gly Phe Phe Thr 


Pro 
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165 170 175 

Gly Ser Met Met Val Gly lie Tyr Gly Lys lie Phe Ala Val Ser Arg 

180 185 190 

Lys His Ala His Ala lie Asn Asn Leu Arg Glu Asn Gin Asn Asn Gin 

195 200 205 

Val Lys Lys Asp Lys Lys Ala Ala Lys Thr Leu Gly He Val He Gly 

210 215 220 

Val Phe Leu Leu Cys Trp Phe Pro Cys Phe Phe Thr lie Leu Leu Asp 
225 230 235 240 

Pro Phe Leu Asn Phe Ser Thr Pro Val Val Leu Phe Asp Ala Leu Thr 

245 250 255 

Trp Phe Gly Tyr Phe Asn Ser Thr Cys Asn Pro Leu He Tyr Gly Phe 

260 265 270 

Phe Tyr Pro Trp Phe Arg Arg Ala Leu Lys Tyr lie Leu Leu Gly Lys 

275 280 285 

He Phe Ser Ser Cys Phe His 
290 295 

<210> 2083 
<211> 302 
<212> PRT 

<213> Homo sapien (6911343-1-10351-11487) 
<220> 

<221> VARIANT 

<222> (1)...(302) 

<223> Xaa = Any Amino Acid 

<400> 2083 

Leu Ser Ser Met Cys Leu Thr He Val Met His Cys Glu Phe Phe Leu 

15 10 15 

Met Asp Leu Thr Asp Asp Pro Gin Leu His Pro Thr Phe Ser Ala Leu 

20 25 30 

Phe Leu Pro He Tyr Val Val Met Val Met Ala Asn Leu Gly Leu Leu 

35 40 45 

Ala Phe He Val Val Ser Pro Gin Phe Leu Thr Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Trp Ser Ser Val Asp Phe Cys Tyr Ser Ser Val Thr Val 
65 70 75 80 

Pro Lys He Ser Met Gly Phe Phe Ser Asp Cys Gin Val Phe Ser Phe 

85 90 95 

Ser Gly Cys Met Ala Gin Leu Ser Cys Phe Xaa He Phe Ala Asp Thr 

100 105 HO 

Glu Phe Phe Leu Leu Ala Ser Met Val Tyr Tyr Arg Xaa Glu Ala Val 

115 120 125 

Cys Asn Pro Leu Leu Tyr His He Thr Met Ser Pro Lys Leu Cys Leu 

130 135 140 

Gin Leu Val Ala Thr Ser Met Asn Met Val Leu Pro Ser Ser Thr He 
145 150 155 160 

Phe His Leu He Phe Cys Lys Ser Arg Ala He He His Xaa Phe Cys 

165 170 175 

Tyr Phe Ser Pro Pro Pro Arg Leu Xaa Lys Leu Ser Cys Ser Asp Met 

180 185 190 

Gin Gly Leu Gin Leu Leu Thr Phe Ala Ser Ser Ser Phe Asn Val Ser 

195 200 205 

Val Ser Arg Thr He Phe Leu Val Ser Tyr Leu He Met Arg Met Pro 

210 215 220 

Ser Val Xaa Gly Lys His Cys Ala Ser His Leu Thr Ala Val Ser Leu 
225 230 235 240 

Cys Tyr Gly Thr Thr Val Phe Leu His Leu His Leu Ser Leu Lys Cys 
245 250 255 



1221 



BNSDOCID: <WO 0127158A2 L> 



WO 01/27158 



PCTAJS00/27582 



Ser Pro Asp Arg Asp Met Leu Val Ser Val Leu His Ser Ala lie Leu 

260 265 270 

Met Leu Asn Pro Met Val Gin Ser Leu Arg Asn Lys Asp Val Lys Lys 

275 280 285 

Thr Phe Gly Thr Ser Ser Xaa Arg Phe Thr lie Pro Leu Leu 
290 295 300 

<210> 2084 
<211> 274 
<212> PRT 

<213> Homo sapien (6911343-1-22015-25112) 
<220> 

<221> VARIANT 

<222> (1) . . . (274) 

<223> Xaa = Any Amino Acid 



<400> 2084 



Glu 


Arg 


Asn 


Pro 


Ser 


Val 


Ala 


Glu 


Lys 


Cys 


Leu 


Gin Gly Met 


rp"l_ 

inr 


Asp 


1 






5 










10 










±D 




Ser 


Ser 


His 


His 
20 


Tyr 


Leu 


Xaa 


Leu 


Arg 
25 


Leu 


Pro 


Leu 


Phe 


Arg 
30 


Leu 


Leu 


lie 


Leu 


Leu Tyr 


Thr 


He 


He 


Thr 


He Gly Asn 


Leu Gly Thr 


vaJ. 


lie 






35 










40 










45 








Leu 


He 


Gly He 


Ser 


Leu Gly 


Leu 


Tyr Val 


Cys 


Pro 


Pro 


Arg 


Pne 


Leu 




50 










55 










60 










Leu 


Phe 


Thr 


Phe 


Ser 


Met 


Leu 


Arg 


Val 


Leu 


Val 


Lys 


Cys 


Phe 


Xaa 


Ser 


65 










70 










75 










80 


Thr 


Val 


Leu 


Pro 


Phe 
85 


Ser 


Phe 


Trp 


Ser 


Leu 
90 


Glu 


Ala 


Gin 


He 


Asn 
95 


Phe 


Phe 


Ser 


He 


Leu 
100 


Cys 


He 


Thr 


Glu 


Phe 
105 


Phe 


Pro 


Leu 


Ala 


Thr 
110 


Met 


Ala 


Tyr 


Asp 


Asp Asn Val 


Ala 


Thr 


Cys 


Glu 


Pro 


Leu 


Phe 


His 


Pro 


Phe 


Thr 


115 










120 










125 








Ser 


Leu 


Arg 


Leu 


Asn 


Ser 


Ala 


Phe 


Val 


Xaa 


Glu 


Lys 


Leu 


Tyr 


Leu 


Arg 




130 








135 










140 










Ala 


Phe 


Thr 


Ser 


Ala 


Leu 


Pro 


Ser 


Thr 


Leu 


Pro 


Phe 


His 


Leu 


Pro 


Phe 


145 










150 










155 










160 


Phe 


Asn 


Ser 


His 


Leu 
165 


Cys 


Ser 


Leu 


Gin 


Xaa 
170 


His 


Tyr 


Phe 


Leu 


Gly 
175 


Gin 


Val 


Val 


Leu 


Xaa 
180 


Asn 


Met 


Thr 


Pro 


Asn 
185 


Phe 


Lys 


Leu 


Pro 


Asp 
190 


Phe 


Ser 


Asn 


Ser 


Asn 
195 


Val 


Asn 


Leu 


Val 


Ser 
200 


Leu 


Cys 


Cys 


Pro 


Thr 
205 


He 


Cys 


Cys 


Tyr 


Pro 


He 


He 


Leu 


Arg 


Ser 


Leu 


Ser 


Ser 


His 


Asn 


Xaa 


Ser 


Glu 


Asn 


210 










215 










220 










Lys 


Leu 


Leu 


He 


He 


He 


Phe 


Phe 


Gin 


Asn 


Ser 


Thr 


Xaa 


Leu 


Leu 


Phe 


225 










230 










235 










240 


He 


Phe 


Cys 


Ser 


Asp 


Glu 


Asn 


Val 


Tyr 


Xaa 


Thr 


He 


Xaa 


Gly 


He 


Thr 








245 










250 










255 




Asp 


Xaa 


Phe 


He 


Lys 


Ser 


Lys 


His 


Cys 


Val 


His 


He 


Pro 


Leu 


Met 


Gin 



260 265 270 

He Leu 



<210> 2085 
<211> 323 
<212> PRT 

<213> Homo sapien (6911343-1-65670-69060) 
<220> 
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<221> VARIANT 

<222> (1)...(323) 

<223> Xaa = Any Amino Acid 



<400> 2085 



Val 


Glu 


Asn 


Ser 


Pro 


Met 


Val 


Thr 


Asp 


Phe 


He 


Phe 


Leu Gly Met 


Thr 


1 








5 










10 










15 




Asp 


Asn 


Ser 


Gin 


Leu 


Glu 


Val 


Leu 


Leu 


Phe 


Gly Val 


Phe 


Leu 


He 


Ala 






20 










25 










30 






Tvr 
* Jr *• 


lie 


lie 


Thr 


Val 


Leu 


Glu Asn Leu Gly 


Leu 


Val 


Val 


Leu 


He 


Arg 




35 










40 










45 








Val 


Sex* 
50 


Ser 


Arg 


Leu 


His 


Thr 
55 


Pro 


Met 


Tyr 


Phe 


Phe 
60 


Leu 


Ser 


Asn 


Gin 


Ser 


Phe 


Leu 


Asp 


Val 


Cvs 


Phe 


Ser 


Ser 


He 


Thr 


He 


Pro 


Gin Asn 


Leu 


65 










70 










75 










80 


AT a 

Aid 




Leu 


Phe 


Ser 
85 


Lys 


Leu 


Gin 


Tyr 


Val 
90 


Ser 


Phe 


Leu 


Phe 


Pro 
95 


Tyr 


X I IX 


Xaa 


Met 


Ser 
100 


Leu 


Phe 


Val 


He 


Phe 
105 


Ala 


Ser 


Ala 


Glu 


Cys 
110 


Asn 


Phe 


Leu 


Asn 


Leu 


Met 


Ala 


xyx 


Asp Arg 


Phe 


Thr 


Ala 


He 


Cys 


His 


Pro 


Leu 






1 1 c 

X X Zj 










120 










125 








rI16 


Tyr 
130 


Hi <= 

nib 


Tip 
X X«= 


Thr 


Met 


Ser 
135 


Arg 


Gly 


His 


Tyr 


Leu 
140 


Phe 


Leu 


Val 


Ala 




Cys 


Tyr 


Leu 




uiy 


Leu 


Val 


Lys 


Met 


Val 


Thr 


Val 


Thr 


Thr 


Ser 


1 A K 










ISO 

1 Jv 










155 










160 


Tl A 

X ±B 


i nr 


bin 


Leu 


Ser 
165 


Leu 


Cys 


Gin 


Pro 


Cys 
170 


Val 


Leu 


Pro 


Ala 


Phe 
175 


Phe 


Cys 


Asp 


lie 


Pro 


iJCJ. 


Leu 


Leu 


Val 


Leu 


Val 


Cys 


Ser 


Asp 


Pro 


Trp 


He 




1 AO 










185 










190 






1 XlxT 


Oct 


ocl 


Tip 
lie 


iicU 


v d x 


Val 


Gly Cys 


Gly Gly 


Phe 


Thr 


Leu 


Val 


Thr 






1 OR 
J. 










200 










205 








Ser 


Val 
210 


Val 


Val 


He 


Leu 


Val 
215 


Ser 


Tyr 


Met 


Ser 


Ser 
220 


Leu 


Met 


Thr 


He 


Leu 


Gly 


lie 


Pro 


Leu 


Ala 


Ser Gly Lys Gin Arg 


Ala 


Phe 


Ser 


Thr 


Cys 


225 








230 










235 










240 


Ala 


Ser 


His 


Leu 


Thr 
245 


Ala 


Val 


Ser 


Leu 


Tyr 
250 


Tyr 


Glu 


Thr 


Thr 


Met 
255 


Tyr 


Thr 


Tyr 


Leu 


Pro 


Ala 


Ser 


Arg 


His 


Gly Ser Gly Ala 


Gly Asn Gin 


He 






260 










265 










270 






Val 


Ser 


Val 
275 


Phe 


Tyr 


Thr 


Met 


Val 
280 


He 


Pro 


Met 


Leu 


Asn 
285 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Glu 


Glu 


Val 


Lys 


Val 


Ala 


Leu 


Xaa 


Lys 


Thr 


Leu 


290 










295 










300 










Arg 


His 


Ser 


Pro 


Xaa 


Ser 


Ser 


Leu 


Ser 


Val 


Ser 


Lys 


Met 


Gin 


Asn 


He 


305 










310 










315 










320 


Leu 


Xaa 


Arg 





























<210> 2086 
<211> 318 
<212> PRT 

<213> Homo sapien (7024122-10-14004-16338) 
<220> 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 

<400> 2086 

Met Lys Ser Glu Leu Asn Arg Asn Tyr Ser Glu Val Thr Glu Phe He 
15 10 15 
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Leu 


Leu 


Gly 


pne 


Arg 


I XIX 


Ser 


Pro 


















Leu 


Phe 


Leu 


Leu 


Tl „ 

lie 


Tyr 


wee 


i; a i 

Val 


















Leu 


Val 


vax 


Tl- 
116 


VslU 


lie 


Asp 


Ser 




50 










cc 




Phe 


Leu 


Arg 


Asn 


Leu 


Ser 


Tyr 


Leu 


65 










1 u 






Ala 


Pro 


Lys 


Leu 


ml, ~» 

Tnr 


Tnr 


T At i 

Leu 


irne 


















Asn 


Gly 


Xaa 


Ala 


Tnr 


Cain 


Leu 


rfle 








100 










Glu 


Gly 


Phe 


Pne 


Leu 


ASp 


M6t 


Met 






115 










izu 


Cys 


Ser 


Pro 


Pne 


Pne 


Tyr 


inr 


vai 




130 














Cys 


Leu 


Val 


Val 


Gly 


Ser 


Ser 


lie 


145 










150 






Gin 


Thr 


Gly 


Phe 


Thr 


Pne 


Ser 


Leu 










165 








Glu 


His 


Phe 


Phe 


Cys 


Asp 


Val 


Ser 








180 










Asp 


He 


Leu 


Val 


Asn 


Glu 


Val 


Val 






195 










/\ f\ 


Thr 


Thr 


Thr 


Thr 


Thr 


Val 


He 


Leu 




210 










215 




Thr 


Val 


Leu 


Lys 


He 


Leu 


Ser 


Thr 


225 










230 






Thr 


Cys 


Ser 


Ser 


His 


He 


Thr 


Val 










245 








Phe 


Phe 


Met 


Tyr 


Ala 


Gin 


Pro 


Gly 








260 










Val 


Val 


Phe 


Xaa 


Thr 


Leu 


Val 


He 






275 










280 


Ser 


Leu 


Arg 


Asn 


Lys 


Val 


Gin 


Asn 




290 










295 




Lys 


Asn 


He 


Phe 


His 


Trp 


Pro 


Leu 


305 










310 







Glu 


Ala 


Gin 


He 


Leu 


Leu 


Phe 


Phe 


25 










30 






He 


Val 


Leu 


Arg Asn 


Leu 


Ser 


Met 










45 










Leu 


His 


Thr 
60 


Pro 


Val 


Tyr 


Phe 


no 


Leu 


Arg 
75 


Tyr 


Ser 


Thr 


Val 


He 
80 




Lys 
90 


Glu 


Lys 


Lys 


He 


Ser 
95 


Tvr 




Phe 


Ala 


Leu 


Phe 


Val 


Glv 


Thr 


i 










110 








Tyr Asp 


Arg 


Phe 


Ser 


Ala 


He 










125 








Cys 


Met 


Ser 


Gin 
140 


Gin 


Ala 


Cvs 


Val 


Cys 


Gly 


Cys 
155 


He 


Asn 


Ser 


Met 


He 
160 


ill s 


Phe 


Cys 


Gly Glu 


Asn 


Arcr 


Leu 




170 










175 




1/51 1 

vax 


Met 


He 


Lys 


He 


Ser 


Cvs 


He 


185 










190 






Leu 


Phe 


He 


Leu 


Ser 
205 


Ala 


Leu 


He 


Ala 


Ser 


Tyr 


Val 
220 


His 


Tl f» 
iXC 


Leu 


Ser 


HIS 


Gly Arg 


Arg 


Lys 


TVit 


Phe 


Ser 






235 










240 


vai 


Ser 
250 


Leu 


Phe 


Tyr 




Thr 
255 


Val 


Ala 


He 


Pro 


Lys 


Ser 


Lys 


Val 


He 


265 










270 






Pro 


Met 


Leu 


Asn 


Thr 
285 


Leu 


He 


Tyr 


Ala 


Leu 


Lys 


Arg 
300 


Tyr 


He 


Asp 


Lys 


Ala 


He 


Tyr 


Lys 


Thr 


He 







315 



<210> 2087 
<211> 318 
<212> PRT 

<213> Homo sapien (7024122-5-2648-5354) 



<400> 2087 

Met Phe Ser Ser Glu Pro Thr He Asp Gly Asn Gin Ser Leu Cys Ala 

15 10 15 

Lys Phe Thr Phe Val Ala Phe Ser Ser He Glu Glu Leu Gin Leu Val 

20 25 30 

Leu Phe He Val Phe Leu He He Tyr Leu Cys Thr He Gly Gly Asn 

35 40 45 

He He He He Ser Leu He Trp He Thr Pro Ala Leu His Thr Pro 

50 55 60 

Met Tyr Phe Phe Leu Val Asn Leu Ser Phe Leu Glu Met Cys Tyr Thr 
65 70 75 80 

Thr Ser Val Val Pro Leu Leu Val His Leu Leu Val Glu Thr Lys Thr 

85 90 95 

He Ser Val Gly Gly Cys Ala Thr Gin Met Tyr lie Phe Ala He Leu 

100 105 HO 

Gly Leu Thr Glu Cys Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg Phe 
115 120 125 
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Val Ala He Cys Tyr Pro Leu His Tyr Thr Leu Phe Met Gly Pro Arg 

130 13S 140 

Val Cys Leu Lys Leu Ala Ala Ala Ser Trp Phe Thr Gly Val Val Val 
145 150 155 160 

Glu Ser Ala Gin He Thr Leu He Phe Thr Leu Pro Phe Cys Gly Thr 

165 170 175 

Gly Lys He Pro Thr Leu Phe Cys Asp He Met Pro Val Leu Lys Leu 

180 185 190 

Ala Cys He Asp Thr Ser Gin He Glu He Val Met Phe Ser Leu Ser 

195 200 205 

Val Leu Phe He Val Ser Pro Cys Phe Leu He Leu Cys Ser His Met 

210 215 220 

His He Pro Val Thr He Leu Arg He Pro Ser Ala Ala Gly Arg His 
225 230 235 240 

Lys Ala Phe Ser Thr Cys Ser Ser His lie Leu Val Val Ser Leu Phe 

245 250 255 

Tyr Gly Thr Ala Leu Phe Thr Tyr Leu Gin Pro Lys Thr Ala His Thr 

260 265 270 

Pro Glu Thr Asp Lys Ala Thr Ala Leu Met Tyr Thr Met Val Thr Pro 

275 280 285 

Ala Leu Asn Pro Val He Tyr Thr Leu Arg Asn Lys Glu Val Lys Glu 

290 295 300 

Ala Phe Gin Arg He Thr Gin Arg Asn Ser Leu Arg Gin Thr 
305 310 315 

<210> 2088 
<211> 317 
<212> PRT 

<213> Homo sapien (7024122-6-11866-14009) 
<220> 

<221> VARIANT 

<222> (1)...(317) 

<223> Xaa = Any Amino Acid 

<400> 2088 

Met Gly Asp Lys Gly Thr Gly Asn His Ser Asp Val Thr Asp Phe He 

1 5 10 15 

Leu Glu Gly Phe Arg Val Arg Pro Glu Phe Tyr He Leu Leu Phe Phe 

20 25 30 

Leu Phe Leu Leu He Tyr Ser Met Val Leu Leu Gly Asn He Ser Val 

35 40 45 

Met Thr He He Val Thr Asp Ser Gin Leu Asn Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Gly Asn Leu Ser Phe He Asp Val Ser Tyr Ser Thr Val He 
65 70 75 80 

Ala Pro Lys Ala Met Ala His Phe Leu Ser Glu Lys Lys Thr Val Ser 

85 90 95 

Phe Ala Gly Cys Val Ala Gin Leu Phe Leu Phe Ala Leu Phe He Val 

100 105 110 

Thr Glu Gly Phe Val Leu Ala Ala Met Ala Tyr Asp Arg Phe Ser Ala 

115 120 1 125 

He Cys Asn Pro Leu Leu His Ser Val His Met Ser Arg Arg Leu Cys 

130 135 140 

Thr Gin Leu Val Ala Gly Ser Tyr Phe Cys Gly Trp Ala Ser Ser He 
145 150 155 160 

Leu Gin Val Ser Val Thr Phe Ser Val Ser Phe Cys Ala Ser Arg Val 

165 170 175 

He Ala His Phe Tyr Cys Asp Ser Tyr Gin He Glu Lys He Ser Cys 

180 185 190 

Ser Asn Leu Phe Val Asn Lys Met Val Ser Leu Ser Leu Ser Val He 
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195 










200 










205 








lie 


lie 
210 


Leu 


Pro 


X ill 


1<LC 


Val 
215 


Val 
vox 


Tip 


Tip 
IXC? 


Val 


Ser 
220 


Tvr 

* jr i 


Leu 


Tvr 


He 


vai 




Ser 


Val 




Lys 


Tie* 

Ale 


Pro 


Ser 


Ser 


Glu 


Glv 


Aro 


Lvs 

U Jf *9 


Lvs 


Asp 


225 










230 










235 










240 


r'ne 


Ser 


Thr Cys 


Ser 


Ser 


His 




Glv 


Val 


Val 


Ser 


Leu 


Leu 


Xaa 


Gly 










245 










250 










255 






Vol 


Ser 


Phe 
260 


Val 


xyx 


Leu 


Thr 


Pro 
265 


Pro 


Ser 


Asn 


Pro 


Glu 
270 


Leu 


Arg 


Lys 


Val 


Ala 
275 


Ser 


Val 


Phe 


Tyr 


He 
280 


Cys 


Val 


Thr 


Pro 


Met 
285 


Leu 


Asn 


Pro 


Leu 


He 
290 


Tyr 


Ser 


Leu 


Arg 


Asn 
295 


Lys 


Asp 


Val 


Lys 


Glu 
300 


Ala 


Leu 


Arg 


Lys 


lie 


Leu 


Cys 


Asn 


Lys 


Lys 


Ala 


Leu 


Ser 


Xaa 


Phe 


Tyr 


Phe 








305 










310 










315 













<210> 2089 
<211> 315 
<212> PRT 

<213> Homo sapien (7107785-12-32121-33524) 
<400> 2089 



Met 


Ser 


Pro 


Asp 


Gly 


Asn 


His 


Ser 


Ser 


Asp 


Pro 


Tnr 


blU 


rue 


vai 


Leu 


1 








5 










lu 










ID 




Ala 


Gly 


Leu 


Pro 


Asn 


Leu 


Asn 


Ser 


Ala 


Arg 


vai 


LslU 


Leu 




Cor 
Del 


VClX 






20 










ZD 










J u 






Phe 


Leu 


Leu 


Val 


Tyr 


Leu 


Leu 


Asn 


Leu 


Tnr 


c^iy 


Asn 


vai 


Leu 


lie 


VaX 






35 




























Gly 


Val 


Val 


Arg 


Ala 


Asp 


Tnr 


Arg 


Leu 


bin 


inr 


Pro 


Met- 
ric U 


Tyr 


rnc 


Phf» 




50 










3D 










fin 










Leu 


Gly 


Asn 


Leu 


Ser 


Cys 


Lieu 


Cj»1U 


lie 


Leu 


Leu 


1 XIX 


OtJX 


Val 


He 


He 


D D 










70 










75 










80 


Pro 


Lys 


Met 


Leu 


Ser 


Asn 


Phe 


Leu 


Ser 


Arg 


Gin 


His 


Thr 


He 


Ser 


Phe 










85 










90 










95 




Ala 


Ala 


Cys 


He 


Thr 


Gin 


Phe 


Tyr 


Phe 


Tyr 


Phe 


Phe 


Leu 


Gly 


Ala 


Ser 








100 










105 










110 






Glu 


Phe 


Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Ala 


Asp 


Arg 


Tyr 


Leu 


Ala 


He 






115 










120 










125 








Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Pro 


Leu 


Leu 


Met 


Ser 


Gly 


Ala 


Val 


Cys 


Phe 




130 










135 










140 










Arg 


Val 


Ala 


Leu 


Ala 


Cys 


Trp 


Val 


Gly 


Gly 


Leu 


Val 


Pro 


Val 


Leu 


Gly 


145 










150 










155 










160 


Pro 


Thr 


Val 


Ala 


Val 


Ala 


Leu 


Leu 


Pro 


Phe 


Cys 


Lys 


Gin 


Gly 


Ala 


Val 










165 










170 










175 




Val 


Gin 


His 


Phe 


Phe 


Cys 


Asp 


Ser 


Gly 


Pro 


Leu 


Leu 


Arg 


Leu 


Ala 


Cys 








180 










185 










190 






Thr 


Asn 


Thr 


Lys 


Lys 


Leu 


Glu 


Glu 


Thr 


Asp 


Phe 


Val 


Leu 


Ala 


Ser 


Leu 






195 










200 










205 








Val 


He 


Val 


Ser 


Ser 


Leu 


Leu 


He 


Thr 


Ala 


Val 


Ser 


Tyr 


Gly 


Leu 


He 




210 










215 










220 










Val 


Leu 


Ala 


Val 


Leu 


Ser 


He 


Pro 


Ser 


Ala 


Ser 


Gly 


Arg 


Gin 


Lys 


Ala 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Cys 


Thr 


Ser 


His 


Leu 


He 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly 










245 










250 










255 




Ser 


Ala 


He 


Phe 


Leu 


Tyr 


Val 


Arg 


Pro 


Ser 


Gin 


Ser 


Gly 


Ser 


Val 


Asp 








260 










265 










270 






Thr 


Asn 


Trp 


Ala 


Val 


Thr 


Val 


He 


Thr 


Thr 


Phe 


Val 


Thr 


Pro 


Leu 


Leu 






275 










280 










285 








Asn 


Pro 


Phe 


He 


Tyr 


Ala 


Leu 


Arg 


Asn 


Glu 


Gin 


Val 


Lys 


Glu 


Ala 


Leu 




290 










295 










300 










Lys 


Asp 


Met 


Phe 


Arg 


Lys 


Val 


Val 


Ala 


Gly 


Val 
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305 310 315 

<210> 2090 
<211> 141 
<212> PRT 

<213> Homo sapien (7107785-6-1204-2472) 
<220> 

<221> VARIANT 

<222> (1) . . . (141) 

<223> Xaa = Any Amino Acid 

<400> 2090 



Arg 


Asn 


He 


Arg 


He 


Ser 


Leu 


Pro 


He 


Tyr 


Phe 


Leu 


Ser 


Val 


Xaa 


Glu 


1 








5 










10 










15 




Glu 


Arg 


Phe Gly Arg 


Glu 


Glu 


Phe 


Leu 


Arg 


Val 


Trp 


Thr 


Tyr 


Xaa 


Leu 








20 










25 










30 






He 


Ser 


Met 


Arg 


Asn 


Cys 


Phe 


Leu 


Arg 


Gly Cys 


Leu 


Met 


Tyr 


Xaa 


Met 






35 










40 










45 








He 


Phe 
50 


Ser 


Trp 


Ser 


Cys 


Thr 
55 


Glu 


Tyr 


Val 


Val 


His 
60 


Met 


Phe 


Phe 


Ser 


Leu 


Leu 


Asn 


Ser 


Gly 


He 


Ser 


Thr 


Glu 


Cys 


Gin 


He 


Ser 


Tyr 


Gin 


Gin 


65 










70 










75 










80 


Asn 


Lys 


Asp 


He 


Ala 
85 


He 


Phe 


Phe 


Leu 


His 
90 


Asn 


Leu 


Xaa 


Xaa 


Lys 
95 


Glu 


Asn 


Phe 


Glu 


He 
100 


Phe 


Leu 


Tyr 


Glu 


Asp 
105 


Tyr 


Cys 


Ser 


His 


He 
110 


Arg 


Asp 


Leu 


Thr 


Lys 


He 


Ser 


Leu Gly 


Glu 


Ala 


Gly Xaa 


Asn 


Tyr 


Xaa 


Gly Lys 






115 










120 










125 








Ser 


Thr 
130 


Thr 


He 


Glu 


Phe 


Leu 
135 


Phe 


Leu 


Ala 


Leu 


Leu 
140 


Phe 









<210> 2091 
<211> 202 
<212> PRT 

<213> Homo sapien (7134787-10-3417-6169) 
<220> 

<221> VARIANT 

<222> (1) . . . (202) 

<223> Xaa = Any Amino Acid 



<400> 2091 



He 


Phe 


Ala 


He 


Leu 


Thr 


Thr 


He 


Asp 


Cys 


Cys 


Val 


Phe 


Val 


Trp 


Glu 


1 








5 










10 










15 




Phe 


Leu 


Glu 


Cys 
20 


Thr 


Val 


Phe 


Val 


Asn 
25 


Lys 


Arg 


Ala 


Cys 


Ala 
30 


Gin 


Leu 


Ala 


Cys 


Gly Ala 


Phe 


Cys 


He 


Gly 


Leu 


He 


Met 


Thr 


Val 


Val 


Xaa 


He 






35 










40 










45 








Thr 


Thr 


Val 


Ser 


Gin Arg 


Tyr 


Lys 


Arg 


Ser 


Thr 


Tyr 


Ala 


He 


Val 


Asp 




50 










55 










60 










Cys 


Phe 


Leu 


Phe Asp Thr 


Leu 


Leu 


Val 


Met 


Lys 


Leu 


Ser 


Cys 


He 


Asp 


65 










70 










75 










80 


Asn 


Thr 


He 


Tyr 


Glu 
85 


He 


He 


Gin 


Tyr 


Phe 
90 


He 


His 


His 


Thr 


Cys 
95 


Val 


Gin 


Val 


Ser 


Met 
100 


Gly 


Leu 


Val 


Cys 


He 
105 


Ser 


Tyr 


He 


Asp 


He 
110 


Pro 


Val 


Thr 


Ser 


He 
115 


Val 


Leu 


Arg 


He 


Ser 
120 


Xaa 


Ser 


Glu 


Val 


Phe 
125 


Ala 


Thr 


Cys 


Val 


Pro 
130 


Gin 


Pro 


Pro 


Pro 


His 
135 


His 


Gly 


His 


Cys 


Leu 
140 


Tyr 


Val 


Cys 


Ala 
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Cvs 


Thr 


Ala 


Tyr 


Leu 


Lys 


His 


Lys 


Pro 


Met 


Asn 


Ser 


He 


Glu 


Lys 


Gly 


145 








150 










155 










160 


Leu 


Leu 


Xaa 


Glu 


Thr 
165 


Tyr 


He 


He 


He 


He 
170 


His 


Ser 


Ala 


Ser 


Gly 
175 


Pro 


Val 


Val 


Tyr 


Thr 


Leu 


Arg 


Tyr 


Met 


Glu 


Ala 


Lys 


Asp 


Thr 


Met 


Tyr 


Arg 






180 










185 










190 






Ala 


Val 


Asp 
195 


Arg 


Asn 


He 


Ser 


Xaa 
200 


Gin 


He 















<210> 2092 
<211> 276 
<212> PRT 

<213> Homo sapien (7134787-7-358-5219) 
<400> 2092 



Met 


Arg 


Arg 


T i rn 

Lys 


Asn 


Leu 


xnr 


Glu 


Val 


Thr* 

X 11 J. 


Glu 


Phe 


Val 


Phe 


Leu 


Glv 


1 






















15 




Phe 


Ser 


Arg 


Phe 


His 


Lys 


His 


His 


He 


Thr 


Leu 


Phe 


Val 


Val 


Phe 


Leu 






20 










25 










30 






He 


Leu 


Tyr 
35 


Thr 


Leu 


Thr 


Val 


Ala 
40 


Gly 


Asn 


Ala 


He 


He 
45 


Met 


Thr 


He 


He 


Cys 
50 


He 


Asp 


Arg 


HIS 


Leu 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Ser 


Ser 


Lys 


Thr 


Val 


Tyr 


Thr 


Leu 


Phe 


He 


He 


Pro 


Gin 


65 










"7 A 

70 










75 










80 


1 It: L 


Li6U 




Ser 


Phe 
85 


Val 


Thr 


Gin 


Thr 


Gin 
90 


Pro 


He 


Ser 


Leu 


Ala 
95 


Gly 


Cys 


Thr 


Thr 


Gin 


Thr 


Phe 


Phe 


Phe 


Val 


Thr 


Leu 


Ala 


He 


Asn 


Asn 


Cys 






100 










105 










110 






Phe 


Leu 


Leu 
115 


Thr 


Val 


Met 


Gly 


Tyr 
120 


Asp 


His 


Tyr 


Met 


Ala 
125 


He 


Cys 


Asn 


Pro 


Leu 
130 


Arg 


Tyr 


Arg 


Val 


He 
135 


Thr 


Ser 


Lys 


Lys 


Val 
140 


Cys 


Val 


Gin 


Leu 


Val 


Cys 


Gly 


Ala 


Phe 


Ser 


He 


Gly Leu 


Ala 


Met 


Ala 


Ala 


Val 


Gin 


Val 


145 






150 










155 










160 


Thr 


Ser 


He 


Phe 


Thr 


Leu 


Pro 


Phe 


Cys 


His 


Thr Val Val Gly His 


Phe 










165 










170 










175 




Phe 


Cys 


Asp 


He 


Leu 


Pro 


Val 


Met 


Lys 


Leu 


Ser 


Cys 


He 


Asn 


Thr 


Thr 




180 










185 










190 






He 


Asn 


Glu 
195 


He 


He 


Asn 


Phe 


Val 
200 


Val 


Arg 


Leu 


Phe 


Val 
205 


He 


Leu 


Val 


Pro 


Met 
210 


Gly 


Leu 


Val 


Phe 


He 
215 


Ser 


Tyr 


Val 


Leu 


He 
220 


He 


Ser 


Thr 


Val 


Leu 


Lys 


He 


Ala 


Ser 


Ala 


Glu 


Gly Trp 


Lys 


Lys 


Thr 


Phe 


Ala 


Thr 


Cys 


225 








230 










235 










240 


Ala 


Phe 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


His 


Tyr Gly Cys 


Ala 


Ser 


He 










245 










250 










255 




Ala 


Tyr 


Leu 


Met 


Pro 


Lys 


Ser 


Glu 


Asn 


Ser 


He 


Glu 


Gin 


Asp 


Leu 


Leu 



260 265 270 



Leu Ser Val Thr 
275 

<210> 2093 
<211> 310 
<212> PRT 

<213> Homo sapien (7139676-7-1545-4565) 
<400> 2093 

Met Gin Leu Asn Asn Asn Val Thr Glu Phe He Leu Leu Gly Leu Thr 

15 10 15 

Gin Asp Pro Phe Trp Lys Lys He Val Phe Val He Phe Leu Arg Leu 
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20 25 30 

Tyr Leu Gly Thr Leu Leu Gly Asn Leu Leu lie He He Ser Val Lys 

35 40 45 

Ala Ser Gin Ala Leu Lys Asn Pro Met Phe Phe Phe Leu Phe Tyr Leu 

50 55 60 

Ser Leu Ser Asp Thr Cys Leu Ser Thr Ser He Ala Pro Arg Met lie 
65 70 75 80 

Val Asp Ala Leu Leu Lys Lys Thr Thr He Ser Phe Ser Glu Cys Met 

85 90 95 

He Gin Val Phe Ser Ser His Val Phe Gly Cys Leu Glu He Phe He 

100 105 110 

Leu He Leu Thr Ala Val Asp Arg Tyr Val Asp He Cys Lys Pro Leu 

115 120 125 

His Tyr Met Thr He He Ser Gin Trp Val Cys Gly Val Leu Met Ala 

130 135 140 

Val Ala Trp Val Gly Ser Cys Val His Ser Leu Val Gin lie Phe Leu 
145 150 155 160 

Ala Leu Ser Leu Pro Phe Cys Gly Pro Asn Val He Asn His Cys Phe 

165 170 175 

Cys Asp Leu Gin Pro Leu Leu Lys Gin Ala Cys Ser Glu Thr Tyr Val 

180 185 190 

Val Asn Leu Leu Leu Val Ser Asn Ser Gly Ala He Cys Ala Val Ser 

195 200 205 

Tyr Val Met Leu He Phe Ser Tyr Val He Phe Leu His Ser Leu Arg 

210 215 220 

Asn His Ser Ala Glu Val He Lys Lys Ala Leu Ser Thr Cys Val Ser 
225 230 235 240 

His He He Val Val He Leu Phe Phe Gly Pro Cys He Phe Met Tyr 

245 250 255 

Thr Cys Pro Ala Thr Val Phe Pro Met Asp Lys Met He Ala Val Phe 

260 265 270 

Tyr Thr Val Gly Thr Ser Phe Leu Asn Pro Val He Tyr Thr Leu Lys 

275 280 285 

Asn Thr Glu Val Lys Ser Ala Met Arg Lys Leu Trp Ser Lys Lys Leu 

290 295 300 

He Thr Asp Asp Lys Arg 
305 310 

<210> 2094 
<211> 311 
<212> PRT 

<213> Homo sapien (7139676-9-1-2285) 
<400> 2094 

Met Glu Lys Ser Asn Asn Ser Thr Leu Phe He Leu Leu Gly Phe Ser 

15 10 15 

Gin Asn Lys Asn He Glu Val Leu Cys Phe Val Leu Phe Leu Phe Cys 

20 25 30 

Tyr He Ala He Trp Met Gly Asn Leu Leu He Met He Ser He Thr 

35 40 45 

Cys Thr Gin Leu He His Gin Pro Met Tyr Phe Phe Leu Asn Tyr Leu 

50 55 60 

Ser Leu Ser Asp Leu Cys Tyr Thr Ser Thr Val Thr Pro Lys Leu Met 
65 70 75 80 

Val Asp Leu Leu Ala Glu Arg Lys Thr He Ser Tyr Asn Asn Cys Met 

85 90 95 

He Gin Leu Phe Thr Thr His Phe Phe Gly Gly He Glu He Phe He 

100 105 110 

Leu Thr Gly Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 

His Tyr Thr He He Met Ser Arg Gin Lys Cys Asn Thr He He He 
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130 

Val Cys Trp Thr Gly 
145 

Thr He Phe Val Pro 
165 

Cys Asp Val Tyr Pro 
180 

He Gly Leu Leu Val 
195 

Phe Val Val Leu Leu 
210 

Ala Tyr Ser Ala Glu 
225 

His Val lie Val Val 
245 

He Arg Pro Val Thr 
260 

Tyr Thr He He Ala 
275 

Asn Thr Glu Met Lys 
290 

Leu Leu Lys Arg Asn 
305 



135 

Gly Phe He His Ser Ala 
150 155 
Phe Cys Gly Pro Asn Glu 
170 

Leu Leu Lys Leu Ala Cys 
185 

He Ala Asn Ser Gly Leu 
200 

Leu Ser Tyr Val Phe He 
215 

Arg Arg Ser Lys Ala Leu 
230 235 
Val Leu Phe Phe Ala Pro 
250 

Thr Phe Ser Glu Asp Lys 
265 

Pro Met Phe Asn Pro Leu 
280 

Asn Ala Met Arg Lys Val 

295 
Gin Leu 
310 



140 

Ser Gin Phe Leu Leu 
160 

He Asp His Tyr Phe 
175 

Ser Asn He His Met 
190 

He Ala Leu Val Thr 
205 

Leu Tyr Thr He Arg 
220 

Ala Thr Cys Ser Ser 
240 

Ala Leu Phe He Tyr 
255 

Val Phe Ala Leu Phe 
270 

He Tyr Thr Leu Arg 
285 

Trp Cys Cys Gin He 
300 



<210> 2095 
<211> 319 
<212> PRT 

<213> Homo sapien (7144617-1-1-995) 



<400> 2095 



Met 


Ala 


Pro 


Thr 


Asn 


Leu 


Thr 


Ser 


Ala 


Pro 


Val 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Val 


Thr 


Glu 
20 


Gin 


Thr 


Asp 


Ala 


His 
25 


Pro 


Leu 


Leu 


Phe 


Leu 
30 


Leu 


Cys 


Leu 


Gly 


He 
35 


Tyr 


Leu 


Leu 


Asn 


Ala 
40 


Leu 


Ser 


Asn 


Leu 


Ser 
45 


Met 


Val 


Ala 


Leu 


Val 
50 


Arg 


Ser 


Asp 


Gly 


Ala 
55 


Leu 


Arg 


Ser 


Pro 


Met 
60 


Tyr 


Tyr 


Phe 


Leu 


Gly 


His 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Cys 


Phe 


Thr 


Thr 


Val 


Thr 


Val 


Pro 


65 










70 










75 










80 


Arg 


Leu 


Leu 


Ala 


Gly 


Leu 


Leu 


His 


Pro Gly Gin 


Ala 


He 


Ser 


Phe 


Gin 










85 










90 










95 




Ala 


Cys 


Phe 


Ala 
100 


Glu 


Met 


Tyr 


Phe 


Phe 
105 


Val 


Ala 


Leu 


Gly 


He 
110 


Thr 


Glu 


Ser 


Tyr 


Leu 


Pro 


Ala 


Ala 


Met 


Ser 


Tyr Asp Arg 


Ala 


Thr 


Ala 


Ala 


Cys 






115 










120 










125 








Arg 


Pro 
130 


Leu 


Arg 


Tyr 


Gly 


Ala 

135 


Leu 


Val 


Thr 


His 


Gly 
140 


Arg 


Cys 


Ala 


Ser 


Leu 


Val 


Arg 


Ala 


Ser 


Trp 


Ala 


Val 


Thr 


His 


Leu 


His 


Ser 


Leu 


Leu 


His 


145 










150 










155 










160 


Thr 


Leu 


Leu 


Leu 


Ser 
165 


Ala 


Leu 


Ser 


Tyr 


Pro 
170 


Tyr 


Pro 


Thr 


Pro 


Val 
175 


Arg 


Pro 


Phe 


Phe 


Cys 
180 


Asp 


Met 


Thr 


Val 


Met 
185 


Leu 


Ser 


Leu 


Ala 


Thr 
190 


Ser 


Asp 


Thr 


Ser 


Ala 
195 


Ala 


Glu 


Thr 


Ala 


He 
200 


Phe 


Ser 


Glu 


Gly 


Leu 
205 


Ala 


Val 


Val 


Leu 


Ala 
210 


Pro 


Leu 


Leu 


Leu 


Val 
215 


Phe 


Leu 


Ser 


Tyr 


Ala 
220 


Arg 


He 


Leu 


Val 


Ala 


Val 


Leu 


Gly 


Leu 


Pro 


Arg 


Pro 


Arg Arg Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


225 










230 










235 










240 


Ala 


His 


Leu 


Val 


Ala 


Val 


Ala 


Val 


Ala 


Val 


Ala 


Leu 


Phe 


Phe 


Gly 


Ser 
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245 








250 




255 




Val 


Leu Ser Val Tyr Phe 


Pro 


Pro 


Ser 


Ser Ala 


Tyr Ser Ala 


Arg 


Tyr 




260 






265 




270 






Asp 


Arg Leu Ala Ser Val 


Val 


Tyr 


Ala 


Val He 


Thr Pro Thr 


Leu 


Asn 




275 




280 






285 






Pro 


Phe lie Asn Ser Leu 


Arg 


Asn 


Lys 


Glu Val 


Lys Gly Ala 


Leu 


Lys 




290 


295 








300 






Arg Gly Leu Arg Trp Arg 


Ala 


Ala 


Pro 


Gin Glu Ala Trp Arg 


Ala 





305 310 315 



<210> 2096 
<211> 316 
<212> PRT 

<213> Homo sapien (7144637-1-1-993) 



<220> 

<221> VARIANT 

<222> (1)...(316) 

<223> Xaa = Any Amino Acid 



<400> 2096 



Leu 


Leu 


Glu 


Gly Gly Asn 


Gin 


Thr 


1 








5 








Gly 


Leu 


Ser 


Asp 


Gin 


Pro 


Gin 


Gin 








20 










Leu 


Trp 


Met 


Tyr 


Val 


Val 


Thr 


Val 






35 










40 


Ala 


He 


Gly 


Thr 


Asp 


Thr 


His 


Leu 




50 










55 




Ala 


Ser 


Leu 


Ser 


Cys 


Ala 


Asp 


He 


65 










70 






Lys 


Ala 


Leu 


Val 


Asn 


He 


Gin 


Thr 










85 








Gly 


Cys 


Leu 


Ala 


Gin 


Leu 


Tyr 


Phe 








100 










He 


Phe 


Leu 


Pro 


Ala 


Thr 


Met 


Ala 






115 










120 


His 


Leu 


Leu 


His 


Tyr 


Met 


Met 


He 




130 










135 




Leu 


Val 


Thr 


Ala 


Cys 


Trp 


Thr 


Leu 


145 










150 






Thr 


Phe 


Leu 


He 


Phe 


Arg 


Leu 


Ser 










165 








Phe 


Phe 


Cys 


Asp 


Leu 


Gly 


Pro 


Leu 








180 










Gin 


Val 


Asn 


Glu 


Leu 


Val 


Leu 


Leu 






195 










200 


He 


Pro 


Phe 


Met 


Leu 


He 


Leu 


Val 




210 










215 




He 


Leu 


Arg 


Ala 


Pro 


Ser 


Ala 


Gin 


225 










230 






Cys 


Asp 


Ser 


His 


Leu 


Val 


Val 


Val 










245 








Arg 


Ala 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 








260 










Asp 


Thr 


Ala 


Ala 


Ala 


Val 


Met 


Tyr 






275 










280 


Pro 


Phe 


He 


Tyr 


Ser 


Met 


Arg 


Asn 




290 










295 




Arg 


Leu 


Leu 


Lys 


Gly Arg 


Val 


Ser 


305 










310 







Ser 


Thr 


Phe 


Glu 


Phe 


Leu 


Leu 


Trp 




10 










15 




Gin 


His 


He 


Phe 


Phe 


Leu 


Leu 


Phe 


25 










30 






Ala 


Gly Asn 


Leu 


Leu 


He 


Val 


Leu 










45 








His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 








60 










Phe 


Ser 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 






75 










80 


Gin 


Ser 


Arg 


Ser 


He 


Ser 


Tyr 


Ala 




90 










95 




Phe 


Leu 


Thr 


Phe Gly Asp 


Met 


Asp 


105 










110 






Tyr 


Asp Arg Tyr Val Ala 


He 


Cys 










125 








Met 


Ser 


Leu 


His 


Arg 


Cys 


Ala 


Phe 








140 










Thr 


Ser 


Leu 


Leu 


Ala 


Met 


Thr 


Arg 






155 










160 


Leu 


Cys 


Ser 


Xaa 


He 


Leu 


Pro 


Gly 




170 










175 




Met 


Lys 


Val 


Ser 


Cys 


Ser 


Asp 


Ala 


185 










190 






Phe 


Leu Gly Gly Ala 


Val 


He 


Leu 










205 








Ser 


Tyr 


He 


Arg 


He 


Val 


Ser 


Ala 








220 










Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 






235 










240 


Ala 


Leu 


Phe 


Phe Gly 


Thr 


Val 


He 




250 










255 




Ser 


Ser 


Ser 


Asn 


Ser 


Val 


Lys 


Glu 


265 










270 






Thr 


Val 


Val 


Thr 


Pro 


Leu 


Leu 


Asn 










285 








Lys 


Asp 


Met 


Lys 


Ala 


Ala 


Val 


Val 



300 



Phe Ser Gin Gly 
315 
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<210> 
<211> 
<212> 
<213> 



2097 

247 

PRT 

Homo sapien (7144976-1-1-1194) 



<220> 

<221> VARIANT 

<222> (1) . . . (247) 

<223> Xaa = Any Amino Acid 



<400> 2097 



Met 


Gly 


Asn 


He 


Asn 


He 


Ser 


Leu 


1 








5 








Leu 


Ser 


Asn 


Xaa 


Pro 


Pro 


Leu 


Glu 








20 










lie 


Phe 


Cys 


Phe 


Met 


Thr 


Leu 


He 






35 










40 


Ser 


Tyr 


Leu 


Asp 


Ser 


His 


Pro 


His 




50 










55 




Leu 


Asp 


Phe 


Cys 


Tyr 


Thr 


He 


Ser 


65 










70 






Leu 


Trp 


Gly 


Pro 


Gin 


Lys 


Asn 


He 










85 








lie 


Tyr 


Phe 


Val 


Leu 


Thr 


Leu 


Gly 








100 










Val 


Met 


Ser 


Arg 


Thr 


Val 


Tyr 


Ala 






115 










120 


Thr 


Val 


Val 


Met 


Ala 


Val 


Ala 


Phe 




130 










135 




Ala 


Phe 


Asp 


Ser 


Phe 


Phe 


Thr 


Phe 


145 










150 






Tyr 


Tyr 


Ala 


Tyr 


He 


Phe 


He 


Phe 










165 








Phe 


He 


Asn 


Arg 


Lys 


Lys 


Gin 


Ser 








180 










Leu 


Leu 


Thr 


Leu 


Ser 


Phe 


Pro 


Leu 






195 










200 


Glu 


Lys 


Asn 


Met 


Leu 


Arg 


Lys 


His 




210 










215 




Val 


Met 


Leu 


Val 


Gin 


Leu 


Asn 


Gin 


225 










230 






Arg 


Pro 


He 


Leu 


Gly 


Asn 


Ser 





245 



Glu 


Asn Tyr 


Phe 


He 


Leu 


Leu Gly 




10 








15 




He 


Val He 


Phe 


Val 


Val 


Leu 


Leu 


25 








30 






Gly 


Lys Leu 


Phe 


Ser 


He 


He 


Leu 








45 








Thr 


Pro Arg 


Tyr 


Leu 


Phe 


Ser 


Phe 






60 










Ser 


He Phe 


Xaa 


Leu 


Gin 


Tyr 


Asn 




75 










80 


Ser 


Tyr Ala 


Ser 


Gly Met 


He 


Gin 




90 








95 




Thr 


Met Asp 


Cys 


Ala 


Leu 


Leu 


Val 


105 








110 






Ala 


Gly His 


Arg 


His 


Leu 


Pro 


Tyr 








125 








Trp 


Val Ser 


Ser 


Phe 


Thr 


Asn 


Ser 






140 










Trp 


Val Thr 


Leu 


Cys 


Gly 


His 


His 




155 










160 


Thr 


Ser Leu 


Leu 


Val 


Xaa 


Arg 


Trp 




170 








175 




Val 


Phe Ser 


Leu 


Asn 


His 


Ala 


Ala 


185 








190 






Xaa 


Asn Asp 


Cys 


Phe 


Gin 


Glu 


He 








205 








Ser 


He Gly 


Glu 


Cys 


Xaa 


Lys 


His 






220 










Val 


Ser Lys 


Thr 


Cys 


He 


Phe 


Met 




235 










240 



<210> 2098 
<211> 329 
<212> PRT 

<213> Homo sapien (7145001-12-25597-26388) 



<220> 

<221> VARIANT 

<222> (1) . . . (329) 

<223> Xaa = Any Amino Acid 



<400> 2098 

Lys Ser Met Lys Lys Met Asn Asn Val He Glu Phe He Leu Leu Gly 

1 5 10 15 

Leu Thr His Asn Pro Glu Leu Gin Lys Phe Leu Phe Val Met Phe Leu 

20 25 30 

He Thr Tyr Leu He Thr Leu Ala Gly Asn Leu Phe He Ser Val He 
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35 40 45 



lie 


Phe 


lie 


Ser 


Pro 


Ala 


Leu 


Gly Ser 


Pro 


Met 


Tyr 


Ser 


Phe 


Pro 


Ser 




50 










55 










60 










Tvr 


Leu 


Phe 


He 


He 


Asp 


He 


Phe 


Cys 


Ser 


Ser 


Ser 


He 


Ala 


Pro Lys 


65 










70 










75 










80 


Met 


Asn 


Phe 


Asp 


Leu 


He 


Ser 


Glu 


Lys 


Asn 


Thr 


He 


Ser 


Phe Asn Gly 










85 










90 










95 




Cvs 


Met 


Thr 


Gin 


Leu 


Phe 


Thr 


Glu 


His 


Phe 


Phe 


Thr 


Glu 


His 


Phe 


Phe 








100 










105 










110 






Glu 


Ala 


Ala 


Glu 


He 


He 


Leu 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp 


His 


Tyr 






115 










120 










125 








Val 


Ala 


lie 


Aro 


LVS 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


Met 


Ser 


Gin 


Pro 




130 










135 










140 










Met 


Cys 


Glv 


Phe 


Leu 


Met 


Val 


Val 


Ala Gly 


He 


Leu 


Gly 


Phe 


Val 


His 


145 










150 










155 










160 


Glv 


Glv 


lie 


Gin 


Thr 


Leu 


Phe 


He 


Ala 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 










165 










170 










175 




Asn 


Val 


lie 


Asn 


His 


Phe 


Met 


Cys 


Asp 


Leu 


Val 


Pro 


Leu 


Leu 


Glu 


Leu 








180 










185 










190 






Ala 


Cys 


Thr 


Asp 


Thr 


His 


Thr 


Leu Gly 


Pro 


Leu 


He 


Ala 


Ala 


Asn 


Ser 






195 










200 










205 








Glv 


Ser 


Leu 


fVe 


Phe 


Leu 


He 


Phe 


Ser 


Met 


Leu 


Val 


Ala 


Ser 


Tyr 


Val 




210 










215 










220 










Tic, 


lie 


Leu 


Cys 


Phe 


Leu 




Thr 


His 


Ser 


Ser 


Glu 


Gly Arg Arg 


Lys 


225 










230 










235 










240 


Ala 


Leu 


Ser 


Ser 


Cvs 


Ala 


Ser 


His 


He 


Phe 


He 


Val 


He 


Leu 


Phe 


Phe 










245 










250 










255 




Val 


Pro 


Phe 


Ser 


Tyr 


Leu 


Tyr 


Leu 


Arg 


Pro 


He 


His 


Ser 


Phe 


Pro 


Thr 








260 










265 










270 






Asp 


Lys 


Ala 


Val 


Thr 


Val 


Phe 


Cys 


Thr 


Leu 


Phe 


Thr 


Pro 


Met 


Leu 


Asn 






275 










280 










285 








Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Lys 


Asn 


Lys 


Glu 


Val 


Lys 


Asn 


Val 


He 


Lys 




290 










295 










300 










Lys 


Leu 


Trp 


Lys 


Gin 


He 


Met 


Thr 


Thr 


Asp 


Asp 


Lys 


Xaa 


Val 


Leu 


Xaa 


305 










310 










315 










320 


His 


Lys 


His 


Leu 


Gly Lys 


Asn 


He 


Trp 

















325 



<210> 2099 
<211> 264 
<212> PRT 

<213> Homo sapien (7145001-12-45102-50811) 



<400> 2099 



Met 


Val 


Asp 


Asn 


Leu 


He 


He 


Val 


Val 


Thr 


He 


Thr 


Thr 


Ser 


Pro 


Ala 


1 








5 










10 










15 




Leu 


Asp 


Ser 


Pro 


Val 


Tyr 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Ser 


Phe 


He 


Asp 








20 










25 










30 






Gly 


Cys 


Ser 


Ser 


Ser 


Thr 


Met 


Ala 


Pro 


Lys 


Met 


He 


Phe 


Asp 


Leu 


Leu 






35 










40 










45 








Thr 


Glu 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Ser 


Gly 


Cys 


Met 


Thr 


Gin 


Leu 


Phe 




50 










55 










60 










Val 


Glu 


His 


Phe 


Phe 


Gly 


Gly 


Val 


Glu 


He 


He 


Leu 


Leu 


Val 


Val 


Met 


65 










70 










75 










80 


Ala 


Tyr 


Asp 


Cys 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Tyr 


Tyr 


Leu 


He 










85 










90 










95 




Thr 


Met 


Asn 


Arg 


Gin 


Val 


Cys 


Gly 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Trp 


Val 








100 










105 










110 






Gly 


Gly 


Phe 


Leu 


His 


Ala 


Leu 


He 


Gin 


Met 


Leu 


Leu 


He 


Val 


Trp 


Leu 






115 










120 










125 








Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 


He 


Asp 


His 


Phe 


He 


Cys 


Asp 


Leu 


Phe 
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130 135 140 



Pro 


Leu 


Leu 


Lvs 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


His 


Val 


Phe Gly 


Leu 


Phe 


145 










150 










155 










160 


Val 


Ala 


Ala 


Asn 


Ser 


Gly Leu 


Met 


Cvs 


Met 


Leu 


He 


Phe 


Ser 


He 


Leu 










165 










170 










175 




He 


Thr 


Ser 


Tyr 
180 


Val 


Leu 


He 


Leu 


Cvs 
185 


Ser 


Gin 


Arg 


Lys 


Ala 
190 


Leu 


Ser 


Thr 


Cys 


Ala 
195 


Phe 


His 


He 


Thr 


Val 
200 


Val 


Val 


Leu 


Phe 


Phe 
205 


Val 


Pro 


Cys 


He 


Leu 
210 


Val 


Tyr 


Leu 


Arg 


Pro 
215 


Met 


He 


Thr 


Phe 


Pro 
220 


He 


Asp 


Lys 


Ala 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


225 










230 










235 










240 


Tyr 


Thr 


Leu 


Arg Asn 


Thr 


Glu 


Val 


Lys 


Asn 


Ala 


Met 


Lys 


Gin 


Leu 


Trp 










245 










250 










255 




Ser 


Gin 


lie 


He 


Trp 


Gly Asn 


Asn 



















260 



<210> 2100 
<211> 309 
<212> PRT 

<213> Homo sapien (7145001-8-11112-14684) 



<400> 2100 



Met 


Gly Ala 


Lys 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


Val 


Leu 


Phe Gly 


Leu 


Phe 


± 








D 










1U 










lb 




Glu 


Ser 


Arg 


Glu 


Met 


Gin 


His 


Thr 


Cys 

ZD 


Phe 


Val 


Val 


Phe 


Phe 
30 


Leu 


Phe 


His 


Val 


Leu 
35 


X III. 


vai 


j_>eu 


Gly 


Asn 
40 




Leu 


Val 


He 


He 
45 


Thr 


He 


Asn 


Ala 


Arg 
50 


Lys 


Thr 


Leu 


Lys 


Ser 
55 


Pro 


Met 


Tyr 


Phe 


Phe 
60 


Leu 


Ser 


Gin 


Leu 


Ser 


Phe 


Ala 


Asp 


He 


Cys 


Tyr 


Pro 


Ser 


Thr 


Thr 


lie 


Pro 


Lys 


Met 


He 


65 










70 










75 










80 


Ala 


Asp Thr 


Phe 


Val 


Glu 


His 


Lys 


lie 


He 


Ser 


Phe Asn Gly 


Cys 


Met 










85 










90 










95 




Thr 


Gin 


Leu 


Phe 
100 


Ser 


Ala 


His 


Phe 


Phe 
105 


Gly 


Gly 


Thr 


Glu 


He 
110 


Phe 


Leu 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys Arg 


Pro 


Leu 






115 










120 










125 








His 


Tyr Thr 


Ala 


He 


Met 


Asp 


Cys 


Arg 


Lys 


Cys 


Gly Leu 


Leu 


Ala 


Gly 




130 










135 










140 










Ala 


Ser 


Trp 


Leu 


Ala 


Gly 


Phe 


Leu 


His 


Ser 


lie 


Leu 


Gin 


Thr 


Leu 


Leu 


145 










150 










155 










160 


Thr 


Val 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Glu 


lie 


Asp Asn 


Phe 


Phe 










165 










170 










175 




Cys 


Asp 


Val 


His 
180 


Pro 


Leu 


Leu 


Lys 


Leu 
185 


Ala 


Cys 


Ala 


Asp 


Thr 
190 


Tyr 


Met 


Val 


Gly Leu 


He 


Val 


Val 


Ala 


Asn 


Ser 


Gly 


Met 


He 


Ser 


Leu 


Ala 


Ser 






195 










200 










205 








Phe 


Phe 
210 


He 


Leu 


He 


He 


Ser 
215 


Tyr 


Val 


He 


He 


Leu 

220 


Leu 


Asn 


Leu 


Arg 


Ser 


Gin 


Ser 


Ser 


Glu 


Asp 


Arg 


Arg 


Lys 


Ala 


Val 


Ser 


Thr 


Cys 


Gly 


Ser 


225 










230 










235 










240 


His 


Val 


He 


Thr 


Val 
245 


Leu 


Leu 


Val 


Leu 


Met 
250 


Pro 


Pro 


Met 


Phe 


Met 
255 


Tyr 


He 


Arg 


Pro 


Ser 
260 


Thr 


Thr 


Leu 


Ala 


Ala 
265 


Asp 


Lys 


Leu 


He 


He 
270 


Leu 


Phe 


Asn 


lie 


Val 
275 


Met 


Pro 


Pro 


Leu 


Leu 
280 


Asn 


Pro 


Leu 


He 


Tyr 
285 


Thr 


Leu 


Arg 


Asn 


Asn Asp 


Val 


Lys 


Asn 


Ala 


Met 


Arg 


Lys 


Leu 


Phe 


Arg 


Val 


Lys 


Arg 
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290 295 300 

Ser Leu Gly Glu Lys 
305 

<210> 2101 
<211> 296 
<212> PRT 

<213> Homo sapien (7145013-16-7265-9434) 
<400> 2101 

Leu Leu Leu Leu Val Leu Leu Leu Pro Thr Phe Leu Leu Ser Leu Met 

15 10 15 

Gly Asn Met Leu lie lie Ser Thr Val Leu Ser Cys Ser Arg Leu His 

20 25 30 

Thr Pro Met Tyr Phe Phe Leu Cys Asn Leu Ser lie Leu Asp lie Leu 

35 40 45 

Phe Thr Ser Val lie Ser Pro Lys Val Leu Ala Asn Leu Gly Ser Arg 

50 55 60 

Asp Lys Thr lie Ser Phe Ala Gly Cys lie Thr Gin Cys Tyr Phe Tyr 
65 70 75 80 

Phe Phe Leu Gly Thr Val Glu Phe Leu Leu Leu Thr Val Met Ser Tyr 

85 90 95 

Asp Cys Tyr Ala Ala lie Cys Cys Pro Leu Arg Tyr Thr Thr lie Met 

100 105 110 

Arg Pro Tyr Val Cys lie Gly Thr Val Val Phe Ser Trp Val Gly Gly 

115 120 125 

Phe Leu Ser Val Leu Phe Pro Thr lie Leu lie Ser Gin Leu Pro Phe 

130 135 140 

Cys Gly Ser Asn He He Asn His Phe Phe Cys Asp Ser Gly Pro Leu 
145 150 155 160 

Leu Ala Leu Ala Cys Ala Asp Thr Thr Ala lie Glu Leu Met Asp Phe 

165 170 175 

Met Leu Ser Ser Met Val He Leu Cys Cys He Val Leu Val Ala Tyr 

180 185 190 

Ser Tyr Thr Tyr He He Leu Thr He Met Arg He Pro Ser Ala Ser 

195 200 205 

Gly Arg Lys Lys Ala Phe Asn Thr Cys Ala Ser His Leu Thr He Val 

210 215 220 

He He Ser Ser Gly He Thr Val Phe He Tyr Val Thr Pro Ser Gin 
225 230 235 240 

Lys Glu Tyr Leu Glu He Asn Lys He Pro Ser Val Leu Ser Ser Leu 

245 250 255 

Val Thr Pro Phe Leu Asn Pro Phe He Tyr Thr Leu Arg Asn Asp Thr 

260 265 270 

Val Gin Gly Val Leu Arg Asp Val Trp Val Arg Val Arg Gly Val Phe 

275 280 285 

Glu Lys Arg Met Arg Ala Val Leu 
290 295 

<210> 2102 
<211> 162 
<212> PRT 

<213> Homo sapien (7211526-1-1-487) 
<400> 2102 

Val Ala He Cys Asn Pro Leu Leu Tyr Pro Val Met Met Ser Asn Lys 

15 10 15 

Leu Ser Ala Gin Leu Leu Ser He Ser Tyr Val He Gly Phe Leu His 

20 25 30 

Pro Leu Val His Val Ser Leu Leu Leu Arg Leu Thr Phe Cys Arg Phe 
35 40 45 
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Asn 


lie 
50 


Tip 

J. 1 e 


nib Ijr 1- 


r Jlc 


ryr 
55 


Cys 


Vjrl Li 


Tip 

xic 


lit; U. 


VJlll 

60 


T .011 


lr lie 




Tip 
lie? 


Ser 


Cys 


Asn 


»jriy rx o 


Ci-tv- 


Tip 

lie 


Asn 


Ala 




Tip 
lie 


lie 




Tl o 
lie 


ir lie 


Glvr 


65 








70 










75 










80 


TV T 

Ala 


irne 


Tl <=k 

ne 


f2l t-i Tl o 

bin lie 

O J 


Pro 


1 ill 


Leu 




j. in 

.7 V 


Tip 

lie 


Tip 

1 1 e 


Tip 

lie; 


o e i 


1 jr r 

.7 -J 


Thr 


Arg 


Val 


Leu 


1UU 


lie 


Leu 


Lys 


lay o 

lwJ 


T ,\/c 


oei 


U1U 


Jjy s 


lift 
11U 


Arg 


JCl 


Lys 


Ala 


Phe 
115 


Ser Thr 


Cys 


Gly 


Ala 
120 


His 


Leu 


Leu 


Ser 


Val 

125 


Ser 


Leu 


Tyr 


Tyr 


Gly 
130 


Thr 


Leu lie 


Phe 


Met 
135 


Tyr 


Val 


Arg 


Pro 


Ala 
140 


Ser 


Gly 


Leu 


Ala 


Glu 


Asp 


Gin 


Asp Lys 


Val 


Tyr 


Ser 


Leu 


Phe 


Tyr 


Thr 


He 


He 


He 


Pro 


145 








150 










155 










160 


Leu 


Leu 





























<210> 2103 
<211> 162 
<212> PRT 

<213> Homo sapien (7211533-1-1-487) 
<220> 

<221> VARIANT 

<222> (1) . . . (162) 

<223> Xaa = Any Amino Acid 



<400> 2103 



Met 


Ala 


He 


Val 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala 


Met 


Thr 


Lys 


He 


1 








5 










10 










15 




Val 


Cys 


He 


Val 


Leu 


Ala 


Phe 


Gly 


Ser 


Cys 


Met 


Gly Gly 


Leu 


He 


Ser 








20 










25 










30 






Ser 


Leu 


Thr 


His 


Thr 


He 


Gly 


Leu 


Val 


Lys 


Leu 


Ser 


Phe 


Cys 


Gly 


Pro 






35 










40 










45 








Asn 


Val 


He 


Ser 


His 


Phe 


Phe 


Cys 


Asp 


Leu 


Pro 


Pro 


Leu 


Leu 


Lys 


Leu 




50 










55 










60 










Ser 


Cys 


Ser 


Glu 


Thr 


Ser 


Met 


Asn 


Glu 


Leu 


Leu 


Leu 


Leu 


He 


Phe 


Ser 


65 










70 










75 










80 


Gly 


He 


He 


Ala 


Thr 


Leu 


Thr 


Phe 


Leu 


Thr 


Val 


Val 


He 


Ser 


Tyr 


He 










85 










90 










95 




Phe 


He 


Val 


Ala 


Ala 


He 


Leu 


Arg 


He Arg Xaa Glu 


Ala Gly 


Arg 


Arg 








100 










105 










110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Thr 


Ser 


His 


Leu 


He 


Thr 


Val 


Thr 


Leu 


Phe 






115 










120 










125 








Tyr 


Gly 


Ser 


He 


Ser 


Phe 


Ser 


Tyr 


He 


Gin 


Pro 


Asn 


Ser 


Gin 


Tyr 


Ser 




130 










135 










140 










Leu 


Glu 


Gin 


Glu 


Lys 


Val 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 


Leu 


Val 


Val 


Pro 


145 










150 










155 










160 


Met 


Leu 































<210> 2104 
<211> 162 
<212> PRT 

<213> Homo sapien (7211534-1-1-485) 
<400> 2104 

Val Gly He Cys Asn Pro Leu Leu Tyr Thr Val Thr Met Ser Pro Gin 

15 10 15 

Lys Cys Leu Leu Leu Leu Leu Gly Val Tyr Gly Met Gly He Phe Gly 
20 25 30 
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Ala 


Val 


Ala 
35 


His 


Met 


Gly 


Asn 


He 
40 


Met 


Phe 


Met 


Ser 


Phe 
45 


Cys 


Gly 


Asp 


Asn 


Leu 
50 


Val 


Asn 


His 


Tyr 


Met 
55 


Cys 


Asp 


He 


Leu 


Pro 
60 


Leu 


Leu 


Glu 


Leu 


Ser 


Cys 


Asn 


Ser 


Ser 


Tyr 


He 


Asn 


Leu 


Leu 


Val 


Val 


Phe 


He 


He 


Val 


65 








70 










75 










80 


Thr 


Val 


Gly 


He 


Gly Val 


Pro 


He 


Val 


Thr 


He 


Phe 


Leu 


Ser 


Tyr 


Gly 








85 










90 










95 




Phe 


He 


Leu 


Ser 
100 


Ser 


He 


Leu 


His 


He 
105 


Ser 


Ser 


Thr 


Glu 


Gly 
110 


Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


He 


He 


Val 


Val 


Ser 


Leu 


Phe 




115 










120 










125 








Phe 


Gly 
130 


Ser 


Gly 


Ala 


Phe 


Met 
135 


Tyr 


Leu 


Lys 


Pro 


Pro 
140 


Ser 


He 


Leu 


Pro 


Leu 


Asp 


Gin 


Gly 


Lys 


Val 


Ser 


Ser 


He 


Phe 


Cys 


Thr 


Ala 


Val 


Val 


Pro 


145 






150 










155 










160 



Met Phe 



<210> 2105 
<211> 162 
<212> PRT 

<213> Homo sapien (7211536-1-1-487) 



<400> 2105 



Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Val 


Val 


He 


Met 


Asn 


Asn 


Arg 


1 








5 










10 










15 




Val 


Cys 


Thr 


Leu 


Leu 


Val 


Leu 


Cys 


Cys 


Trp 


Val 


Ala 


Gly 


Leu 


Met 


He 






20 










25 










30 






He 


Val 


Pro 
35 


Pro 


Leu 


Ser 


Leu 


Gly 
40 


Leu 


Gin 


Leu 


Glu 


Phe 
45 


Cys 


Asp 


Ser 


Asn 


Ala 


He 


Asp 


His 


Phe 


Ser 


Cys 


Asp 


Ala Gly 


Pro 


Leu 


Leu 


Lys 


He 




50 










55 










60 










Ser 


Cys 


Ser 


Asp 


Thr 


Trp 


Val 


He 


Glu 


Gin 


Met 


Val 


He 


Leu 


Met 


Ala 


65 








70 










75 










80 


Val 


Phe 


Ala 


Leu 


He 
85 


He 


Thr 


Pro 


Val 


Cys 
90 


Val 


He 


Leu 


Ser 


Tyr 
95 


Leu 


Tyr 


He 


Val 


Arg 


Thr 


He 


Leu 


Lys 


Phe 


Pro 


Ser 


Val 


Gin 


Gin 


Arg 


Lys 






100 










105 










110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Met 


He 


Val 


Val 


Ser 


He 


Ala 




115 










120 










125 








Tyr 


Gly 


Ser 


Cys 


He 


Phe 


He 


Tyr 


He 


Lys 


Pro 


Ser 


Ala 


Lys 


Asp 


Glu 


130 










135 










140 










Val 


Ala 


He 


Asn 


Lys 


Gly 


Val 


Ser 


Val 


Leu 


Thr 


Thr 


Ser 


Val 


Ala 


Pro 


145 








150 










155 










160 



Leu Leu 



<210> 2106 
<211> 162 
<212> PRT 

<213> Homo sapien (7211538-1-1-487) 



<400> 2106 



Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Met 


Arg 


Glu 


Glu 


1 








5 










10 










15 




Leu 


Cys 


Val 


Phe 


Leu 


Val 


Ala 


Val 


Thr 


Trp 


He 


Leu 


Ser 


Cys 


Ala 


Ser 






20 










25 










30 






Ser 


Leu 


Ser 
35 


His 


Thr 


Leu 


Leu 


Leu 
40 


Thr 


Arg 


Leu 


Ser 


Phe 
45 


Cys 


Ala 


Ala 


Asn 


Thr 


He 


Pro 


His 


Val 


Phe 


Cys 


Asp 


Leu 


Ala 


Ala 


Leu 


Leu 


Lys 


Leu 
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D U 










c c 
D D 




O ■«<- 

ser 


Cys 


Ser 


Asp 


lie 


rne 


Leu 


Asn 












*7ft 






Val 


val 


Val 


lie 


Thr 


Leu 


Pro 


Pne 


















Tyr 


lie 


Gly 


Ala 


Thr 


lie 


Leu 


Arg 








100 










Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 






115 










120 


Tyr 


Gly 


Ser 


He 


Phe 


Gly 


Gin 


Tyr 




130 










135 




He 


Asp 


Lys 


Asp 


Val 


He 


Val 


Ala 


145 










150 






Met 


Leu 















60 

Glu Leu Val Met Phe Thr Val Gly 

75 80 
Met Cys He Leu Val Ser Tyr Gly 

90 95 
Val Pro Ser Thr Lys Gly He His 
105 110 
His Leu Ser Val Val Ser Leu Tyr 
125 

Leu Phe Pro Thr Val Ser Ser Ser 
140 

Leu Met Tyr Thr Val Val Thr Pro 
155 160 



<210> 2107 
<211> 159 
<212> PRT 

<213> Homo sapien (7211540-1-1-478) 
<400> 2107 



Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Leu 


Thr 


Val 


Met 


Asn 


Pro 


Gin 


1 








5 










10 










15 




Leu 


Cys 


Leu 


Trp 
20 


Leu 


Val 


Leu 


Ala 


Cys 
25 


Trp 


Cys 


Gly 


Gly 


Phe 
30 


He 


His 


Ser 


He 


Met 
35 


Gin 


Val 


He 


Leu 


Val 
40 


He 


Gin 


Leu 


Pro 


Phe 
45 


Cys 


Gly 


Pro 


Asn 


Glu 
50 


Leu 


Asp 


Asn 


Phe 


Tyr 
55 


Cys 


Asp 


Val 


Leu 


Gin 
60 


He 


He 


Lys 


Leu 


Ala 


Cys 


Met 


Asp 


Thr 


Tyr 


Val 


Val 


Glu 


Val 


Leu 


Val 


He 


Ala 


Asn 


Ser 


65 










70 










75 










80 


Gly 


Leu 


Leu 


Ser 


Leu 
85 


Val 


Cys 


Phe 


Leu 


Val 
90 


Leu 


Leu 


Phe 


Ser 


Tyr 
95 


Ala 


He 


He 


Leu 


He 


Thr 


Leu 


Arg 


Thr 


Arg 


Phe 


Cys 


Gin 


Gly Gin Asn Lys 








100 










105 










110 






Val 


Leu 


Ser 
115 


Thr 


Cys 


Ala 


Ser 


His 
120 


Leu 


Thr 


Val 


Val 


Ser 
125 


Leu 


He 


Phe 


Val 


Pro 
130 


Cys 


Val 


Phe 


He 


Tyr 
135 


Leu 


Arg 


Pro 


Phe 


Cys 
140 


Ser 


Phe 


Ser 


Val 


Asp 


Lys 


He 


Phe 


Ser 


Leu 


Phe 


Tyr 


Thr 


Val 


He 


Thr 


Pro 


Met 


Leu 




145 










150 










155 













<210> 2108 
<211> 162 
<212> PRT 

<213> Homo sapien (7211541-1-1-488) 
<400> 2108 



Met 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Gly 


Ser 


Lys 


Met 


Thr 


Arg Cys 


1 








5 










10 










15 


Val 


Cys 


Leu 


Cys 
20 


Leu 


Ala 


Ala 


Ala 


Pro 
25 


Tyr 


He 


Tyr 


Gly 


Phe 
30 


Ala Asn 


Gly 


Leu 


Ser 
35 


Gin 


Thr 


Thr 


Leu 


Met 
40 


Leu 


Arg 


Leu 


Ser 


Phe 
45 


Cys 


Gly Pro 


Asn 


Asp 
50 


He 


Asn 


His 


Phe 


Tyr 
55 


Cys 


Ala 


Asp 


Pro 


Pro 
60 


Leu 


Leu 


Val Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Tyr 


Val 


Lys 


Glu 


Thr 


Ala 


Met 


Leu 


Val 


Val Ala 


65 










70 










75 








80 


Gly 


Ser 


Asn 


Leu 


He 
85 


Cys 


Ser 


Leu 


Thr 


Val 
90 


He 


Leu 


He 


Ser 


Tyr Thr 
95 
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Phe He Phe Thr Ala He Leu Arg He His Thr Ala Glu Gly Arg Arg 

100 105 110 

Lys Ala Phe Ser Thr Cys Gly Ser His Val Thr Ala Val Thr Val Phe 

115 120 125 

Tyr Gly Thr Leu Phe Cys Met Tyr Leu Arg Pro Pro Ser Glu Thr Ser 

130 135 140 

He Gin Gin Gly Lys He Val Ala Val Phe Tyr He Phe Val Ser Pro 
145 150 155 160 

Met Leu 



<210> 2109 
<211> 162 
<212> PRT 

<213> Homo sapien (7211542-1-1-487) 



<400> 2109 



Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


He 


Met 


Asn 


Arg 


Lys 


1 








5 










10 










15 




Leu 


Cys 


Thr 


Leu 


Leu 


Val 


Leu 


Cys 


Ala 


Trp 


Leu 


Ser Gly 


Phe 


Leu 


Thr 






20 










25 










30 






He 


Phe 


Pro 
35 


Pro 


Leu 


Met 


Leu 


Leu 
40 


Leu 


Gin 


Leu 


Asp 


Tyr 
45 


Cys 


Ala 


Ser 


Asn 


Val 
50 


He 


Asp 


His 


Phe 


Ala 
55 


Cys 


Asp 


Tyr 


Phe 


Pro 
60 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Trp 


Leu 


Leu 


Glu 


Val 


He 


Gly 


Phe 


Tyr 


Phe 


Ala 


65 








70 










75 










80 


Leu 


Val 


Thr 


Leu 


Leu 
85 


Phe 


Thr 


Leu 


Ala 


Leu 
90 


Val 


He 


Leu 


Ser 


Tyr 
95 


Met 


Tyr 


He 


He 


Arg 
100 


Thr 


He 


Leu 


Arg 


He 
105 


Pro 


Ser 


Ala 


Ser 


Gin 
110 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Met 


lie 


Val 


He 


Ser 


He 


Ser 




115 










120 










125 








Tyr 


Gly 
130 


Ser 


Cys 


He 


Phe 


Met 
135 


Tyr 


Ala 


Asn 


Pro 


Ser 
140 


Ala 


Lys 


Glu 


Lys 


Ala 


Ser 


Leu 


Thr 


Lys 


Gly 


He 


Ala 


He 


Leu 


Asn 


Thr 


Ser 


Val 


Ala 


Pro 


145 










150 










155 










160 


Met 


Leu 































<210> 2110 
<211> 243 
<212> PRT 

<213> Homo sapien (7230851-8-1-2360) 
<220> 

<221> VARIANT 

<222> (1)...{243) 

<223> Xaa = Any Amino Acid 

<400> 2110 

Met Gin Ser Glu His Leu Ala Glu Phe Ser Glu Phe Leu He Leu Ser 

1 5 10 15 

Leu Ser Glu He Gin Asn Cys Ser Pro Phe Phe Gly Leu Phe Leu Ser 

20 25 30 

Met Asn Leu Val Thr Val Leu Gly Asn Leu Leu He lie Leu Ala He 

35 40 45 

Ser Ser Asp Ser His Leu His Lys Pro Met Tyr Phe Leu Leu Ser Lys 

50 55 60 

Leu Ser Met Ala Ala He Cys Phe Val Phe Thr Met lie Gin Lys Met 
65 70 75 80 
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Met 


vai. 


Asn 


Leu 


At* a 
85 


Ala 


Gin 


Ser 


Lys 


Asp 
90 


He 


Phe 


Thr 


Gin 


Pro 
95 


Ser 


rz~\ vr 


Del 


Pro 


He 


Pro 


Phe 


Xaa 


Met 


Cys 


Ser 


Leu 


He 


Arg 


Phe 


Leu 


Leu 






100 










105 










110 






Tl o 

j.ie 


vjin 


115 




Ser 


Val 


Val 


Leu 
120 


He 


Phe 


Glu 


Tyr 


Ser 
125 


Leu 


Val 


Leu 


Xlc 


HIS 


Pro 


Tie 


Xaa 


He 


Xaa 


Arcr 


Cvs 


Lys 


Leu 


lie 


He 


Leu 


Leu 


Tyr 




130 










135 










140 








He 


ulU 


Pro 


rile 




He 


He 


Glu 


Asp 


Ser 


Tyr 


Val 


Leu 


Phe 


Leu 


He 


145 








150 










155 










160 


1 XIX 




Leu 


Ser 


Ser 


His 


Xaa 


Leu 


He 


His 


Asn Cys 


Xaa 


Xaa 


Val 


Met 










165 










170 










175 




Asp 


Phe 


Leu 


Leu 


Lys 


Gin 


Pro 


Leu 


Phe 


Tyr 


His 


Leu 


Met 


Leu 


Leu 


Val 






180 










185 










190 






Met 


Gin 


Gin 
195 


Leu 


Thr 


Leu 


Asn 


Ala 
200 


Leu 


Phe 


He 


Phe 


Xaa 
205 


Thr 


Xaa 


Xaa 


Leu 


Leu 
210 


Leu 


Thr 


Ser 


Leu 


Xaa 
215 


Asp 


Leu 


Lys 


He 


Ser 
220 


Leu 


Cys 


Thr 


Val 


Val 


Ser 


Gin 


Xaa 


lie 


Thr 


Thr 


He 


He 


Leu 


Lys 


Asn 


Lys 


He 


Lys 


Val 


225 










230 










235 










240 



Val Ser Met 



<210> 2111 
<211> 313 
<212> PRT 

<213> Homo sapien (7239533-11-790-4930) 
<220> 

<221> VARIANT 

<222> (1) . . . (313) 

<223> Xaa = Any Amino Acid 



<400> 2111 



Met 


Glu 


Ser 


Gin 


Arg 


Asn 


He 


Xaa 


Lys 


Phe 


He 


Leu 


Met 


Ser 


Leu 


Ser 


1 








5 










10 










15 




Ser 


He 


Gin 


Asn 


He 


Gin 


He 


Phe 


Val 


Phe Val 


Phe 


Leu 


Phe Cys 


Asn 








20 










25 










30 






Val 


Ala 


He 
35 


Leu 


Val 


Gly 


Asn 


Phe 
40 


Leu 


He 


Leu 


He 


Ser 
45 


He 


Xaa 


Cys 


Ser 


Pro 


Leu 


Phe 


Asn 


Gin 


Pro 


Met 


His 


Tyr 


Phe 


Leu Gly Tyr 


Met 


Asn 




50 










55 










60 










He 


Tyr 


Tyr 


Thr 


Ser 


Cys 


Val 


Thr 


Pro 


Lys 


He 


He 


Gly Asp 


Leu 


Val 


65 






70 










75 










80 


Val 


Gly 


Arg 


He 


Asn 


He 


Ser 


Tyr 


Asp 


Arg 


He 


Phe 


Pro 


Met 


His 


Phe 








85 










90 










95 




Phe 


Gly 


He 


He 


Glu 


He 


Phe 


He 


Leu 


Thr 


Val 


Met 


Ala 


Phe 


Asp 


His 






100 










105 










110 






Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Pro 


Arg 


Tyr 


Leu 


He 


He 


Met 


Asn 


Arg 




115 










120 










125 








Thr 


Lys 


Tyr 


Asn 


Thr 


Leu 


He 


Ser 


Val 


Ala 


Trp 


Leu 


Leu 


Gly Leu 


He 




130 








135 










140 










His 


Ser 


Leu 


Phe 


Gin 


Phe 


Ser 


Met 


Lys 


He 


Trp 


Leu 


Pro 


Phe Cys 


Gly 


145 










150 










155 










160 


Ser 


Asn 


Lys 


He 


Asp 


Asp 


Xaa 


Tyr 


Xaa 


Asp 


He 


Phe 


Pro 


Leu 


Leu 


Lys 








165 










170 










175 




Val 


Ala 


Cys 


Thr 


Asp 


Thr 


Cys 


He 


Thr 


Gly Val 


Leu 


Val 


Val 


Ala 


Asn 






180 










185 










190 






Ser 


Gly 


Met 


Phe 


Ala 


Leu 


Val 


Thr 


Phe 


Val 


Leu 


Ser 


Phe 


Gly 


Ser 


Tyr 




195 










200 










205 








Val 


He 


He 


Leu 


Phe 


Pro 


Leu 


Lys 


Asn 


His 


Ser 


Val 


Glu 


Gly Arg 


Cys 
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210 215 220 



Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


He 


Thr 


Met 


Val 


He 


Phe 


Phe 


225 










230 










235 










240 


Phe 


Glu 


Pro 


Ser 


He 


Phe 


Ala 


Tyr 


Leu 


Arg 


Pro 


Ser 


Thr 


Phe 


Pro 


Glu 










245 










250 










255 




Asp 


Lys 


He 


Ser 


Ala 


Leu 


Phe 


Tyr 


Thr 


He 


He 


Ala 


Pro 


Met 


Phe 


Asn 




260 










265 










270 






His 


Leu 


He 


Tyr 


Asn 


Leu 


Arg 


Asn 


Thr 


Glu 


Met 


Lys 


Lys 


Ala 


Met 


Arg 






275 










280 










285 








Lys 


Val 


Trp 


Tyr 


Gin 


He 


Ser 


Phe 


Ser 


Glu 


Glu 


Lys 


Gin 


Leu 


He 


Cys 




290 










295 










300 










Pro 


Thr 


Xaa 


Cys 


Thr 


Lys 


Glu 


Leu 


Tyr 
















305 










310 






















<210> 2112 




























<211> 311 




























<212> PRT 




























<213> Homo sapien (7239533-19-11510-15318) 












<400> 2112 




























Met 


Gly 


Lys 


Glu 


Asn Cys 


Thr 


Thr 


Val 


Ala 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


1 






5 










10 










15 




Leu 


Ser 


Asp 


Val 


Pro 


Glu 


Leu 


Arg 


Val 


Cys 


Leu 


Phe 


Leu 


Leu 


Phe 


Leu 








20 










25 










30 






Leu 


He 


Tyr Gly 


Val 


Thr 


Leu 


Leu 


Ala 


Asn 


Leu 


Gly 


Met 


He 


Ala 


Leu 
















40 










45 








He 


Gin 


Val 


Ser 


Ser Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 










60 










HIS 


Leu 


Ser 


Ser 


Val 


Asp 


Phe 


Cys 


Tyr 


Ser 


Ser 


He 


He 


Val 


Pro 


Lys 












70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 


Phe 


Asn 


Lys 


Asp 


Lys 


Ala 


He 


Ser 


Phe 


Leu 


Gly 










85 










90 










95 




Cys 


Met 


Val 


Gin 


Phe 


Tyr 


Leu 


Phe 


Cys 


Thr 


Cys 


Val 


Val 


Thr 


Glu 


Val 








100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 


Asn 






115 










120 










125 








Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Thr 


Met 


Ser 


Trp 


Lys 


Val 


Arg 


Val 


Glu 


Leu 




130 










135 










140 










Ala 


Ser 


Cys 


Cys 


Tyr 


Phe 


Cys 


Gly 


Thr 


Val 


Cys 


Ser 


Leu 


He 


His 


Leu 


145 








150 










155 










160 


Cys 


Leu 


Ala 


Leu 


Arg 


He 


Pro 


Phe 


Tyr 


Arg 


Ser 


Asn 


Val 


He 


Asn 


His 








165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Leu 


Pro 


Pro 


Val 


Leu 


Ser 


Leu 


Ala 


Cys 


Ser 


Asp 


He 








180 










185 










190 






Thr 


Val 


Asn 


Glu 


Thr 


Leu 


Leu 


Phe 


Leu 


Val 


Ala 


Thr 


Leu 


Asn 


Glu 


Ser 






195 










200 










205 








Val 


Thr 


He 


Met 


He 


He 


Leu 


Thr 


Ser 


Tyr 


Leu 


Leu 


He 


Leu 


Thr 


Thr 




210 










215 










220 










He 


Leu 


Lys 


Met 


Gly 


Ser 


Ala 


Glu 


Gly 


Arg 


His 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


He 


Thr 


Val 


Phe 


His 


Gly 


Thr 


Val 


Leu 








245 










250 










255 




Ser 


He 


Tyr 


Cys 


Arg 


Pro 


Ser 


Ser 


Gly 


Asn 


Ser 


Gly 


Asp 


Ala 


Asp 


Lys 








260 










265 










270 






Val 


Ala 


Thr 


Val 


Phe 


Tyr 


Thr 


Val 


Val 


He 


Pro 


Met 


Leu 


Asn 


Ser 


Val 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Glu 


Ala 


Leu 


Arg 


Lys 


Val 




290 










295 










300 










Met 


Gly 


Ser 


Lys 


He 


His 


Ser 
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<210> 2113 
<211> 287 
<212> PRT 

<213> Homo sapien (7239533-20-19626-20657) 



<220> 

<221> VARIANT 

<222> (1) . . . (287) 

<223> Xaa = Any Amino Acid 



<400> 2113 



Tyr 


He 


Leu 


Leu 


Asp 


He 


Tyr 


lie 


Cys 


Leu 


Asn 


Asn 


inr 


IT "J c 

nis 


vax 


Aaa 


1 








5 










10 










± D 




Leu 


Cys 


Val 


Glu 
20 


Ser 


Gin 


Arg 


Gin 


Phe 
25 


Lys 


He 


Ser 


Phe 


Tyr 

•"3 rt 

JO 


Phe 


Ser 


Phe 


Phe 


Leu 
35 


Leu 


Ala 


He 


Thr 


Xaa 
40 


Phe 


Xaa 


Xaa 


Xaa 


He 
45 


Leu 


He 


He 


Met 


Lys 
50 


Thr 


Xaa 


Gin 


Tyr 


Phe 
55 


Leu 


Lys 


His 


Lys 


His 
60 


Leu 


Lys 


Lys 


Lys 


Phe 


Ser 


Xaa 


Cys 


Leu 


Val 


Tyr 


He 


Leu 


Thr Tyr 


He 


Leu 


Ser 


Leu 


Xaa 


65 










70 










75 












Ser 


Lys 


Phe 


Phe 


Ala 
85 


Leu 


Cys 


Xaa 


He 


Phe 
90 


Ala 


Asp 


Lys 


Ala 


Phe 
95 


Gin 


Glu 


Gin 


Val 


Ser 
100 


Gly 


Asn 


Xaa 


Xaa 


Ser 
105 


Arg 


Ser 


Xaa 


Glu 


Ser 
110 


Pro 


Val 


His 


Tyr 


Thr 
115 


Leu 


Thr 


Met 


Ser 


Gin 
120 


Lys 


Phe 


Cys 


Ser 


He 
125 


His 


Pro 


Ala 


Gly 


Cys 


Tyr 


Asp 


Gin 


Gly 


He 


Xaa 


Ser 


He 


Pro Gly 


His 


Ser 


Phe 


Ser 




130 










135 










140 










His 


Cys 


He 


Ala 


Tyr 


Cys 


Gly 


His 


Asn 


Val 


Val 


Asn 


He 


Phe 


Xaa 


Asn 


145 










150 










155 










160 


Lys 


Tyr 


Ser 


Val 


Ala 
165 


He 


Ser 


Asp 


Ser 


Cys 
170 


Ser 


Ser 


Ser 


Trp 


He 
175 


Ala 


Asp 


Phe 


Cys 


Leu 
180 


Phe 


Val 


Cys 


Phe 


Ala 
185 


Leu 


Val 


Asn 


Phe 


Asp 
190 


Xaa 


Leu 


Arg 


Asn 


Leu 
195 


Arg 


Val 


Leu 


Leu 


Leu 
200 


Ser 


Phe 


His 


Phe 


Gin 
205 


Leu 


Val 


Xaa 


Lys 


Ala 
210 


Leu 


Ser 


Ala 


Ser 


Ala 
215 


His 


Gin 


Pro 


Ser 


Pro 
220 


Pro 


He 


Ser 


His 


He 


Ser 


Thr 


He 


Phe 


Leu 


Thr 


Leu 


Val 


Pro 


Asn 


Ser 


Lys 


Asn 


Ser 


Gin 


225 










230 










235 










240 


Ala 


He 


Val 


Lys 


Ala 
245 


His 


Ser 


Val 


Cys 


Tyr 
250 


Ala 


Met 


Leu 


He 


Pro 
255 


Met 


Leu 


Asn 


Ser 


Gin 
260 


Thr 


Cys 


Ser 


Met 


Arg 
265 


Tyr 


Lys 


Asn 


Val 


Asn 
270 


Glu 


Ser 


Leu 


Gin 


Lys 
275 


Leu 


Met 


Asp 


Phe 


Lys 
280 


He 


Phe 


Xaa 


His 


Xaa 
285 


Lys 


Gin 





<210> 2114 
<211> 256 
<212> PRT 

<213> Homo sapien (7239533-8-1261-3491) 



<400> 2114 

Met Tyr Phe Phe Leu Ser His Leu Ser Phe Leu Asp Thr Cys Tyr Ser 

15 10 15 

Asn Val Phe Thr Pro Lys Leu Leu Glu He Leu Val Val Glu Asp Arg 

20 25 30 

Thr He Ser Phe Lys Gly Cys Met Val Gin Phe Phe Phe Gly Cys Ala 

35 40 45 

Phe Val He Thr Glu Met Phe Met Leu Ala Val Met Ala Tyr Asp Leu 
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50 55 60 



Phe 


Met 


Ala 


Val 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala 


Met 


Ser 


Pro 


65 










70 










75 










80 


Lys 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Ala 


Gly 


Thr 


Tyr 


Thr 


Trp 


Gly Gly Leu 










85 










90 










95 




Cys 


Ser 


Leu 


Thr 
100 


Leu 


Thr 


Tyr 


Ser 


Leu 
105 


Leu 


Val 


Leu 


Ser 


Tyr 
110 


Cys 


Gly 


Ser 


Asn 


He 
115 


He 


Asn 


His 


Phe 


Gly 
120 


Cys 


Glu 


Tyr 


Ser 


Ala 
125 


He 


Leu 


Ser 


Leu 


Ser 
130 


Cys 


Ser 


Asp 


Pro 


Tyr 
135 


Phe 


Asn 


Gin 


Met 


Ala 
140 


Cys 


Leu 


Val 


He 


Ser 


He 


Phe 


Ser 


Glu 


Ala 


Cys 


Ser 


Leu 


Leu 


Ala 


He 


Leu 


Ala 


Phe 


Tyr 


145 










150 










155 










160 


Val 


Phe 


He 


Val 


Ala 


Thr 


Val 


He 


Lys 


Met 


Leu 


Ser 


Thr 


Gly Gly 


Pro 










165 










170 










175 




Gin 


Lys 


Ala 


He 
180 


Ser 


Thr 


Cys 


Ala 


Ser 
185 


His 


Leu 


Thr 


Thr 


Val 
190 


Ser 


He 


Phe 


His 


Gly Val 


He 


Leu 


Leu 


Leu 


Tyr 


Cys 


Val 


Pro 


Asn 


Ser 


Lys 


Ser 






195 










200 










205 








Ser 


Trp 
210 


Leu 


Leu 


Val 


Lys 


Val 
215 


Ala 


Thr 


Val 


Leu 


Phe 
220 


Thr 


Val 


He 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


225 










230 










235 










240 


Gly 


Thr 


Val 


Arg 


Lys 


Leu 


He 


Asn 


Ser 


Gin 


Ser 


Pro 


Phe 


His 


Ser 


Lys 



245 250 255 



<210> 2115 
<211> 314 
<212> PRT 

<213> Homo sapien (7239533-9-1-1650) 



<400> 2115 



Met 


Met 


Met 


Val 


Leu 


Arg 


Asn 


Leu 


Ser 


Met 


Glu 


Pro 


Thr 


Phe 


Ala 


Leu 


1 








5 










10 










15 




Leu 


Gly 


Phe 


Thr 


Asp 


Tyr 


Pro 


Lys 


Leu 


Gin 


He 


Pro 


Leu 


Phe 


Leu 


Val 








20 










25 










30 






Phe 


Leu 


Leu 


Met 


Tyr 


Val 


He 


Thr 


Val 


Val 


Gly Asn 


Leu 


Gly Met 


He 






35 










40 










45 








He 


He 


He 


Lys 


He 


Asn 


Pro 


Lys 


Phe 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 




50 










55 










60 










Leu 


Ser 


His 


Leu 


Ser 


Phe 


Val 


Asp 


Phe 


Cys 


Tyr 


Ser 


Ser 


He 


Val 


Thr 


65 










70 










75 










80 


Pro 


Lys 


Leu 


Leu 


Glu 


Asn 


Leu 


Val 


Met 


Ala 


Asp 


Lys 


Ser 


He 


Phe 


Tyr 










85 










90 










95 




Phe 


Ser 


Cys 


Met 


Met 


Gin 


Tyr 


Phe 


Leu 


Ser 


Cys 


Thr 


Ala 


Val 


Val 


Thr 








100 










105 










110 






Glu 


Ser 


Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


He 






115 










120 










125 








Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala 


Met 


Ser 


Gin 


Arg 


Leu 


Cys 


Ala 




130 










135 










140 










Leu 


Leu 


Val 


Ala 


Gly 


Ser 


Tyr 


Leu 


Trp 


Gly Met 


Phe Gly Pro Leu Val 


145 










150 










155 










160 


Leu 


Leu 


Cys 


Tyr 


Ala 


Leu 


Arg 


Leu 


Asn 


Phe 


Ser 


Gly 


Pro 


Asn 


Val 


He 










165 










170 










175 




Asn 


His 


Phe 


Phe 


Cys 


Glu 


Tyr 


Thr 


Ala 


Leu 


He 


Ser 


Val 


Ser 


Gly Ser 








180 










185 










190 






Asp 


He 


Leu 


He 


Pro 


His 


Leu 


Leu 


Leu 


Phe 


Ser 


Phe 


Ala 


Thr 


Phe 


Asn 






195 










200 










205 








Glu 


Met 


Cys 


Thr 


Leu 


Leu 


He 


He 


Leu 


Thr 


Ser 


Tyr 


Val 


Phe 


He 


Phe 




210 










215 










220 










Val 


Thr 


Val 


Leu 


Lys 


He 


Arg 


Ser 


Val 


Ser 


Gly Arg 


His 


Lys 


Ala 


Phe 
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225 230 235 240 



ber 


inr 


Trp Ala 


Ser 


tlx 5 


Leu 


i nr 


Aia 


-L-Le 


ml. — 

i nr 


lie 


r*ne 


HIS 


Gly Thr 










245 










250 










255 




lie 


Leu 


Phe 


Leu 
260 


Tyr 


Cys 


Val 


Pro 


Asn 
265 


Ser 


Lys 


Asn 


Ser 


Arg 
270 


Gin 


Thr 


Val 


Lys 


Val 
275 


Ala 


Ser 


Val 


Phe 


Tyr 
280 


Thr 


Val 


Val 


Asn 


Pro 
285 


Met 


Leu 


Asn 


Pro 


Pro 
290 


He 


Tyr 


Ser 


Leu 


Arg 
295 


Asn 


Lys 


Asp 


Val 


Lys 
300 


Asp 


Ala 


Phe 


Trp 


Lys 


Leu 


He 


His 


Thr 


Gin 


Val 


Pro 


Phe 


His 















305 310 

<210> 2116 
<211> 308 
<212> PRT 

<213> Homo sapien (7239554-20-1-1871) 



<400> 2116 



Met 


Met 


Ser 


Asn 


Gin 


Thr 


Leu 


Val Thr 


Glu 


Phe 


He 


Leu 


Gin 


Gly 


Phe 


1 








5 








10 










15 




Ser 


Glu 


His 


Pro 


Glu 


Tyr 


Arg Val Phe 


Leu 


Phe 


Ser Cys 


Phe 


Leu 


Phe 








20 








25 










30 






Leu 


Tyr 


Ser Gly Ala 


Leu 


Thr 


Gly Asn Val 


Leu 


He 


Thr 


Leu 


Ala 


He 






35 










40 








45 








Thr 


Phe 


Asn 


Pro 


Gly 


Leu 


His 


Ala Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu 


Asn 




50 










55 








60 










Leu 


Ala 


Thr 


Met 


Asp 


He 


He 


Cys Thr 


Ser 


Ser 


He 


Met 


Pro 


Lys 


Ala 


65 










70 








75 










80 


Leu 


Ala 


Ser 


Leu 


Val 


Ser 


Glu 


Glu Ser 


Ser 


He 


Ser 


Tyr 


Gly 


Gly 


Cys 










85 








90 










95 




Met 


Ala 


Gin 


Leu 


Tyr 


Phe 


Leu 


Thr Trp 


Ala 


Ala 


Ser 


Ser 


Glu 


Leu 


Leu 








100 








105 










110 






Leu 


Leu 


Thr 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Ala 


Ala 


He 


Cys 


His 


Pro 






115 










120 








125 








Leu 


His 


Tyr 


Ser 


Ser 


Met 


Met 


Ser Lys 


Val 


Phe 


Cys 


Ser Gly 


Leu 


Ala 




130 










135 








140 










Thr 


Ala 


Val 


Trp 


Leu 


Leu 


Cys 


Ala Val 


Asn 


Thr 


Ala 


He 


His 


Thr Gly 


145 










150 








155 










160 


Leu 


Met 


Leu Arg 


Leu 


Asp 


Phe 


Cys Gly 


Pro 


Asn 


Val 


He 


He 


His 


Phe 










165 








170 










175 




Phe 


Cys 


Glu 


Val 


Pro 


Pro 


Leu 


Leu Leu 


Leu 


Ser 


Cys 


Ser 


Ser 


Thr 


Tyr 








180 








185 










190 






Val 


Asn 


Gly Val 


Met 


He 


Val 


Leu Ala 


Asp 


Ala 


Phe 


Tyr 


Gly 


He 


Val 






195 










200 








205 








Asn 


Phe 


Leu 


Met 


Thr 


He 


Ala 


Ser Tyr 


Gly 


Phe 


He 


Val 


Ser 


Ser 


He 




210 










215 








220 










Leu 


Lys 


Val 


Lys 


Thr 


Ala 


Trp Gly Arg Gin Lys Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 








235 










240 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Cys Met 


Tyr 


Tyr 


Thr 


Ala 


Val 


Phe 


Tyr 










245 








250 










255 




Ala 


Tyr 


He 


Ser 


Pro 


Val 


Ser 


Gly Tyr 


Ser Ala Gly Lys 


Ser 


Lys 


Leu 








260 








265 










270 






Ala Gly 


Leu 


Leu 


Tyr 


Thr 


Val 


Leu Ser 


Pro 


Thr 


Leu 


Asn 


Pro 


Leu 


He 






275 










280 








285 








Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val Lys 


Ala 


Ala 


Leu 


Arg 


Lys 


Leu 


Phe 




290 










295 








300 










Pro 


Phe 


Phe 


Arg 
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<210> 2117 
<211> 157 
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<212> PRT 

<213> Homo sapien (7239554-9-1-1342) 
<220> 

<221> VARIANT 

<222> (1) . . . (157) 

<223> Xaa = Any Amino Acid 

<400> 2117 



Met 


Gl\r 


Glu 


Ala 


Aro 


Asn 


Ara 


Thr 


Val Val Gin 


Glu 


Phe 


He 


Leu 


Glu 


1 








5 








10 








15 




civ 


Phe 


tr 1. \J 


Ala 


Val 


Gin 


His 


Leu 


Gly Asn Val 


Leu 


Phe 


Leu 


Val 


His 








20 










25 






30 






Leu 


Leu 


Ala 


Tyr 


Leu 


Ala 


Ser 


He 


Met Ala Asn 


Met 


Leu 


He 


He 


Thr 






35 










40 






45 








He 


Thr 


Trp 


Ala 


Asp 


His 


His 


Leu 


Gin Thr Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 






60 










Ser 


Ser 


Phe 


Ser 


Phe 


Cys 


Glu 


Cys 


Cys Phe He 


Thr 


Thr 


Val 


He 


Pro 


65 










70 






75 










80 


Lys 


Leu 


Leu 


Val 


He 


Leu 


Leu 


Ser 


Gly Arg Ala Lys 


lie 


Pro 


Leu 


Ser 










85 








90 








95 




Thr 


Thr 


Leu 


Ser 


His 


Ala 


Val 


Pro 


Phe Ser Phe 


Leu 


Tyr 


Ser 


Trp Val 








100 










105 






110 






Asn 


Ser 


Phe 


Ser 


Ser 


Leu 


Asn 


Gly 


Cys Asp Val 


Pro 


Leu 


Asp 


Xaa 


Tyr 






115 










120 






125 








Leu 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 


Tyr Ser Thr 


He 


Met 


Ser 


Leu 


Arg 




130 










135 






140 










Thr 


Ser 


Phe 


His 


Lys 


Val 


Thr 


Ala 


Trp Leu Cys 


Pro 


Gly 








145 










150 






155 













<210> 2118 
<211> 129 
<212> PRT 

<213> Homo sapien (7239558-10-440-1325) 
<400> 2118 



Met 


Gin 


Gly 


Glu 


Asn 


Phe 


Thr 


He 


Trp 


Ser 


He 


Phe 


Phe 


Leu 


Glu Gly 


1 








5 










10 










15 


Phe 


Ser 


Gin 


Tyr 
20 


Pro 


Gly 


Leu 


Glu 


Val 
25 


Val 


Leu 


Phe 


Val 


Phe 
30 


Ser Leu 


Val 


Met 


Tyr 
35 


Leu 


Thr 


Thr 


Leu 


Leu 
40 


Gly 


Asn 


Ser 


Thr 


Leu 
45 


He 


Leu He 


Thr 


He 
50 


Leu 


Asp 


Ser 


Arg 


Leu 
55 


Lys 


Thr 


Pro 


Met 


Tyr 
60 


Leu 


Phe 


Leu Gly 


Asn 


Leu 


Ser 


Phe 


Met 


Asp 


He 


Cys 


Tyr 


Thr 


Ser 


Ala 


Ser 


Val 


Pro Thr 


65 










70 










75 








80 


Leu 


Leu 


Val 


Asn 


Leu 
85 


Leu 


Ser 


Ser 


Gin 


Lys 
90 


Thr 


He 


He 


Phe 


Ser Gly 
95 


Cys 


Ala 


Val 


Gin 
100 


Met 


Tyr 


Leu 


Ser 


Leu 
105 


Ala 


Met 


Gly 


Ser 


Thr 
110 


Glu Cys 


Val 


Leu 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys Asn 



Pro 



<210> 2119 
<211> 313 
<212> PRT 

<213> Homo sapien (7248974-19-1-3170) 
<220> 
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<221> VARIANT 

<222> (1) . . . (313) 

<223> Xaa = Any Amino Acid 



<400> 2119 



Met 


Leu 


Gly Asn 


Tyr 


Ser 


Ser 


Ala 


Thr 


Glu 


Phe 


Phe 


Leu 


Leu 


Gly 


Phe 










5 










10 










15 




Pro 


Gly 


Ser 


Gin 
20 


Glu 


Val 


Arg 


Arg 


He 
25 


Leu 


Phe 


Val 


Asn 


Phe 
30 


Phe 


Phe 


Leu 


iyx 


Ala 
35 


Val 


Thr 


Val 


Met 


Glv 
40 


Asn 


Thr 


Val 


He 


He 
45 


Val 


Thr 


Val 


Cys 


Vol 


Asp 


Lys 


His 


Leu 


Gin 


Ser 


Pro 


Met 


iyx. 


Phe 


Phe 


Leu 


Gly His 




SO 

-J 










55 










60 










Led 




Val 


Leu 


Glu 


He 


Leu 


He 


Thr 




Thr 


Ala 


Ala 


Pro 


Phe 


Met 


65 










70 










75 










80 


Levi 


Trp 


Gly Leu Leu 


J_ifc:U 




otix 


X XIX. 


m n 

V71IX 


lie 


171 C l- 


Ser 


Leu 


Thr 


Ala 










85 




















95 




Cys 


AT a 

/*ia 


Ala 


Gin 
100 


Leu 


Leu 


Tyr 


Leu 


Otrl 

105 


Leu 


uiy 


X XIX 


Ser 


Glu 
110 


Leu 


Ala 


Leu 


Met 


Gly Val 


Met 


Ma 


Val 


Asp 


nib 


Tyr 


Val 


Ala 


Val 


Cys 


Asn 


Pro 






115 










ton 










125 








Leu 


Arg 
130 


Tyr 


Asn 


He 


lie 


135 


Asn 


Ser 


Ser 


inr 


Cys 
140 


Val 


Trp 


Met 


Val 


116 


val 


Ser 


Trp Val 






rne 


Leu 


Fne 


sjin 


Tic 

lie 


Trp 


Pro 


Val 


Tyr 


145 










150 










155 










160 


A±a 


i nr 


Phe 


Gin 


Leu 


inr 


Jrne 


cys 


Lys 


oer 


Asn 


Val 


Leu Asp 


His 


Phe 










165 










170 










175 




Tyr 


Cys 


Asp Xaa Gly 




Leu 


Leu 


Lys 


vai 


Ser 


Cys 


Glu 


Asp 


Thr 


Leu 








180 










IOC 
lQJ 










190 






rne 


lilX 


Glu 


Phe 


He 


Leu 


rne 


Leu 


Weu 


Aia 


val 


Phe 


He 


He 


He Gly 






195 










200 










205 








Ser 


Leu 
210 


lie 


Pro 


Thr 


He 


Val 
215 


Ser 


Tyr 


Thr 


Tyr 


He 
220 


He 


Ser 


Thr 


He 


Leu 


Lys 


He 


Pro 


Leu 


Ala 


Ser 


Gly 


Trp 


Arg 


Lys 


Ser 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Phe 


Thr 
245 


Cys 


Val 


Val 


He 


Gly 
250 


Tyr 


Ser 


Ser 


Cys 


Leu 
255 


Phe 


Leu 


Tyr 


Thr 


Lys 
260 


Pro 


Lys 


Gin 


Thr 


Gin 
265 


Ala 


Ala 


Lys 


Tyr 


Asn 
270 


Arg 


He 


Ala 


Ser 


Leu 
275 


Leu 


Val 


Leu 


Val 


Val 
280 


Thr 


Pro 


Phe 


Leu 


Asn 
285 


Pro 


Phe 


He 


Phe 


Thr 


Leu Arg Asn 


Asp 


Lys 


Phe 


He 


Gin 


Ala 


Phe Gly Asp 


Gly Met 




290 










295 










300 










Lys 


His 


Cys 


Tyr Gin 


Leu 


Leu 


Arg 


He 

















305 310 



<210> 2120 
<211> 138 
<212> PRT 

<213> Homo sapien (7248974-26-1-596) 
<220> 

<221> VARIANT 

<222> (1)...(138) 

<223> Xaa = Any Amino Acid 



<400> 2120 

Leu Leu Ser Leu Trp He Phe Thr 

1 5 
Cys Asp Glu Lys Pro Leu Phe Val 
20 



Leu Phe Cys Tyr Tyr Val Xaa Tyr 

10 15 

Tyr Thr Leu He Pro Lys Cys Val 
25 30 
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Ser 


Asp 


He 


Xaa 


Gly Met Asn 


Phe 


Tyr 


Lys 


Cys 


Asn Cys 


Trp 


Val 


Met 






35 






40 










45 








Gly 


Met 


Ser 


Asn 


Phe Asn Ser 


Phe 


Tyr 


Gin 


Val 


Phe 


He 


Glu 


His 


Arg 




50 






55 










60 










Val 


Phe 


He 


Val 


Xaa Pro Ala 


Val 


Gly 


Gly 


Cys 


T->V« 

pne 


fne 


He 


Val 


Ser 


65 








70 








I O 










80 


Asn 


He 


Val 


Cys 


Xaa Xaa Thr 


Leu 


Gly 


Lys 


Lys 


Leu 


Asn 


He 


Phe 


He 










85 






90 










95 




Lys 


Ser 


Asn 


Ser 


His Leu Thr 


Thr 


He 


Ser 


He 


Tyr 


Gin 


Arg Gly Gly 






100 






105 










110 






Met 


Val 


Thr 


Trp 


He Gly His 


Ser 


Asn 


Ser 


Ser 


Ser 


Tyr 


Gin 


Xaa 


Thr 






115 






120 










125 








Xaa 


Asp 


Tyr 


Ser 


Leu Leu Tyr 


Xaa 


Leu 


He 















130 135 



<210> 2121 
<211> 161 
<212> PRT 

<213> Homo sapien (7248974-31-3444-4455) 
<220> 

<221> VARIANT 

<222> (1) . - . (161) 

<223> Xaa = Any Amino Acid 



<400> 2121 



He 


Cys 


Gly 


Ser 


His 


Ser 


Gly 


Val 


Thr 


Glu 


Phe 


Cys 


Leu 


Leu 


Gly 


Phe 


1 








5 










10 










15 




Pro 


Gly 


Ser 


Gin 


Xaa 


Val 


Cys 


His 


Leu 


Leu 


Pro 


Ser 


Ser 


Phe 


Val 


Ser 








20 










25 










30 






He 


Val 


He 


Arg 


Asn 


Tyr 


Val 


He 


He 


He 


Val 


Cys 


Val 


Glu 


Lys 


Cys 






35 










40 










45 








Leu 


Leu 


Phe 


Leu 


Leu 


Tyr 


Leu 


Phe 


Tyr 


Gly 


Asp 


Leu 


Ser 


Val 


Met 


Glu 




50 










55 










60 










He 


Leu 


He 


Thr 


Tyr 


Thr 


Ala 


Val 


Pro 


Leu 


Met 


Leu 


Arg 


Gly Cys 


Tyr 


65 










70 










75 










80 


Phe 


Pro 


Xaa 


Phe 


Lys 


Gin 


Tyr 


Leu 


Xaa 


Xaa 


His 


Val 


Ser 


Val 


Gin 


Leu 










85 










90 










95 




Tyr 


Met 


Asn 


Phe 


Phe Gly 


Gly 


Thr 


Gin 


Glu 


Phe 


Ala 


Leu 


Leu 


Gly Val 








100 










105 










110 






Met 


Thr 


Val 


Asn 


His 


Tyr 


Val 


Ala 


Leu 


Cys 


Asn 


Ser 


Leu 


Lys 


Xaa 


Asn 






115 










120 










125 








He 


He 


Met 


Ser 


Ser 


Thr 


His 


Cys 


He 


Trp 


Leu 


Val 


He 


Val 


Leu 


Leu 




130 










135 










140 










He 


Gly 


Phe 


Leu 


Ser 


Glu 


He 


Trp 


Ser 


Val 


Tyr 


Ala 


Thr 


Phe 


Gin 


Leu 


145 










150 










155 










160 


Pro 

































<210> 2122 
<211> 169 
<212> PRT 

<213> Homo sapien (7249005-11-1-1318) 
<220> 

<221> VARIANT 

<222> (1) . . . (169) 

<223> Xaa = Any Amino Acid 

<400> 2122 

Asn Ser Glu Ser Lys His Phe Leu Leu Leu Lys Leu Cys Ser Met Phe 
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1 








5 










10 










15 




Ala 


Val 


Thr 


Phe 


Leu 


Ser 


Leu 


He 


Leu 


Ser Gly 


Lys 


Gly Leu Gin 


Phe 








20 










25 










30 






Pro 


Phe 


Tyr 


Phe 


Ser 


Glu 


Cys 


Asn 


Cys 


Lys 


Val 


Ser 


Asp Val 


Phe 


Thr 






35 










40 










45 








Val 


Glu 
50 


Thr 


Arg 


Glu 


Gin 


Glu 
55 


Ala 


Pro 


Met 


Lys 


Thr 
60 


Thr 


Glv 


Phe 


Tyr 


Gly 


Gly 


He 


Met 


Val 


Trp 


Xaa 


Val 


Glu 


Ala 


Cys 


Tyr 


Ser 


Ser 


Cys 


He 


65 










70 










75 










80 


Ser 


Leu 


Gly Ser 


Asn 


Pro 


Asp 


Tvr 


Thr 


Ala 


Tvr 


Gly Ala 


Leu 


Thr 


Ala 










85 










90 










95 




Ara 


Xaa 


Pro 


Gin 
100 


Glu 


Phe 


Leu 


Cys 


Trr> 
105 


Xaa 


Asn 


Arg 


Phe 


He 
110 


He 


Met 


Pro 


Val 


Asn 
115 


Leu 


Lys 


Met 


Leu 


Xaa 
120 


Val 


Lys 


Thr 


He 


Trp 
125 


Cys 


Phe 


Ser 


Arg 


Thr 
130 


Gin 


Xaa 


Ser 


Leu 


Thr 
135 


Val 


He 


Thr 


He 


Phe 
140 


Pro 


Leu 


Pro 


Thr 


Phe 


Asn 


Lys 


Xaa 


He 


He 


Tyr 


He 


Tyr 


Xaa 


Thr 


Lys 


Glu 


He 


Xaa 


Ser 


145 










150 










155 










160 


Cys 


Phe 


Ser 


Glu 


Thr 


Thr 


Gin 


Phe 


Tyr 

















165 



<210> 2123 
<211> 110 
<212> PRT 

<213> Homo sapien (7249007-9-15200-16107) 
<220> 

<221> VARIANT 

<222> (1) . . . (110) 

<223> Xaa = Any Amino Acid 

<400> 2123 



Ser 


His 


Thr 


Glu 


Pro 


Gin 


Asn 


Leu 


Thr 


Gly 


Val 


Ser 


Glu 


Phe 


Leu 


Leu 


1 








5 










10 










15 




Leu 


Gly 


Leu 


Ser 
20 


Glu 


Asp 


Pro 


Glu 


Leu 
25 


Gin 


Pro 


Val 


Leu 


Ala 
30 


Trp 


Leu 


Ser 


Leu 


Ser 
35 


He 


Tyr 


Leu 


Val 


Thr 
40 


Val 


Leu 


Gly 


Asn 


Leu 
45 


Leu 


He 


He 


Leu 


Ala 
50 


Val 


Ser 


Ser 


Asp 


Ser 
55 


His 


Leu 


His 


Thr 


Pro 
60 


He 


Tyr 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Ala 


Met 


Val 


65 










70 










75 










80 


Pro 


Lys 


Met 


He 


Val 
85 


Asp 


Met 


Gin 


Ser 


His 
90 


Ser 


Arg 


Val 


He 


Ser 
95 


Tyr 


Ala 


Gly 


Cys 


Leu 
100 


Thr 


Xaa 


Met 


Ser 


Phe 
105 


Phe 


Val 


Leu 


Phe 


Phe 
110 







<210> 2124 
<211> 241 
<212> PRT 

<213> Homo sapien (7249007-9-22951-24848) 
<220> 

<221> VARIANT 

<222> (1)...(241) 

<223> Xaa = Any Amino Acid 

<400> 2124 

Leu Arg Gin Leu His Asn Leu Phe Leu Pro Val Gly Phe Phe Leu Ser 
15 10 15 
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Ser 


Tyr 


Ser 


Phe 


Xaa 


Val 


He 


Trp 


His 


Asn 


Leu 


Asn 


Ser 


Val 


Thr 


Lys 






20 




















■J V 






Phe 


Ser 


Ser 
35 


Lys 


Thr 


Asp 


Glu 


Ser 
a n 


Lys 


Leu 


Lys 


Ser 


Xaa 
45 


Cys 


Lys 


Val 


Lys 


Ser 


Leu 


Phe 


Phe 


Thr 


Tyr 


Ala 


Gly 


Cys 


Cys 


Glu 


Lys 


Leu 


Leu 


Leu 


DO 




















60 










Ala 


val 


Glu 


Lys 


Arg 


Asp 


Arg 


Ser 


* Jie 


Leu 


it Jlitr 


He 


His 


Phe 


Leu 


Leu 


c c 
DD 










/ U 




















80 


His 


Xaa 


Ser 


Thr 


Ala 

AC 


val 


Ser 


Asp 


rix S 


nla 


Lys 


vai. 


Glu 


Pro 


Gly 
95 


Val 


Gly 


Arg 


Arg 


Glu 
100 


Arg 


Gly 


Xaa 


Gly 


Lys 


Ser 


His 


Xaa 


Leu 


Thr 


Leu 


Lys 


Xaa 


Asp 


Gly 
115 


Phe 


inr 


r>Vi j— v 
rxie 


Ser 


vj-i.y 

14V 


Pro 




rji n 

Vj JLH 




Leu 

i« j 


Leu 


Phe 


Leu 


Thr 


His 


He Lys 


Pro 


Leu 


Xaa 


Met 


His 


Leu 


Thr 


Met 


Gly 


Ala 


Ser 


Pro 




130 










1 J D 




















Leu 


Pro 


Glu 


Val 


Arg 


Pro 


Pro 


Asp 


Phe 


Phe 


Gin 


Phe 


Pro 


Val 


Val 


Pro 


145 










150 










1DD 










160 


His 


Asn 


Pro 


His 


Ser 
lob 


Trp 


Thr 


Phe 


Tnr 


vain 

X f \J 


Tyr 


Val 


Arg 


Leu 


Pro 
175 


OCX 


Trp 


Val 


Gin 


Ser 


Leu 


Ser 


Lys 


Gin 


Leu 


Thr 


His 


Phe 


Ser 


Phe 


His 


Gly 






180 










185 










190 






Gin 


Ser 


Phe 
195 


Lys 


Ser 


Ala 


Tyr 


He 
200 


Xaa 


Leu 


Ala 


He 


Ser 
205 


Gly 


Ala 


Val 


Thr 


Pro 
210 


He 


Leu 


Leu 


Gin 


Arg 
215 


Pro 


Arg 


Gly 


Gin 


Ser 
220 


Ser 


Val 


Ala 


Val 


Xaa 


His 


He 


Pro 


Asp 


Asp 


Arg 


lie 


His 


Thr 


Leu 


Lys 


Pro 


Leu 


Ser 


Gly 


225 










230 










235 










240 



Pro 



<210> 2125 
<211> 318 
<212> PRT 

<213> Homo sapien (7249162-23-8972-11111) 
<220> 

<221> VARIANT 

<222> (1)...(318) 

<223> Xaa = Any Amino Acid 



<400> 2125 



Met 


Thr 


Thr 


His 


Asn 


Ser 


Thr 


Gly 


Ser 


Ser 


His 


Ser 


Leu 


Phe 


lie 


Leu 


1 








5 










10 










15 




Leu 


Ser 


He 


Pro 
20 


Gly 


Leu 


Glu 


Asp 


Gin 
25 


His 


Thr 


Trp 


Met 


Ser 
30 


Leu 


Pro 


Phe 


Phe 


lie 
35 


Ser 


Tyr 


Leu 


Val 


Ala 
40 


Phe 


Leu 


Gly 


Asn 


Ser 
45 


Leu 


He 


He 


Phe 


He 
50 


He 


He 


Thr 


Glu 


Cys 
55 


Ser 


Leu 


His 


Glu 


Pro 
60 


Met 


Tyr 


Leu 


Phe 


Leu 


Cys 


Met 


Leu 


Ala 


Val 


Ala 


Asp 


Leu 


lie 


Leu 


Ser 


Thr 


Thr 


Thr 


Val 


65 








70 










75 










80 


Pro 


Lys 


Ala 


Leu 


Ala 


lie 


Phe 


Trp 


Phe 


Tyr 


Ala 


Gly 


Ala 


lie 


Ser 


Leu 








85 










90 










95 




Gly 


Gly 


Cys 


Val 
100 


Thr 


Gin 


lie 


Phe 


Phe 
105 


lie 


His 


Ala 


Thr 


Phe 
110 


lie 


Glu 


Glu 


Ser 


Gly 
115 


He 


Leu 


Leu 


Ala 


Met 
120 


Ala 


Leu 


Asp 


Arg 


Tyr 
125 


Val 


Ala 


He 


Cys 


Asp 
130 


Pro 


Leu 


His 


Tyr 


Thr 
135 


Thr 


Val 


Leu 


Ser 


Arg 
140 


Ala 


Lys 


lie 


Thr 


Lys 


He 


Gly 


Leu 


Ala 


Val 


Val 


Leu 


Arg 


Ser 


Phe 


Cys 


Val 


lie 


Met 


Pro 
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145 








150 










155 










160 


Asp 


Val 


Phe Leu 


Val 


Lys 


Arg 


Leu 


Pro 


Phe 


Cys 


His 


Ser 


Asn 


Leu 


Leu 






165 










170 










175 




Pro 


His 


Thr Tyr 


Cys 


Glu 


His 


Met 


Ala 


Val 


Ala 


Lys 


Phe 


Ala 


Cys 


Ala 






180 








185 










190 






Asp 


He 


His Val 


Asn 


Val 


Trp 


Tyr 


Gly 


Leu 


Ser 


Val 


Leu 


Leu 


Tyr 


Thr 




195 








200 










205 








Val 


Val 


Leu Asp 


Ala 


Leu 


Leu 


He 


Leu 


Val 


Ser 


Xaa 


Ser 


Phe 


He 


Leu 




210 








215 










220 










Tyr 


Thr 


Gly Phe 


His 


Leu 


Pro 


Ser 


Pro Gly 


Ala 


Arg 


Gin 


Lys 


Ala 


Leu 


225 






230 










235 










240 


Gly 


Thr 


Cys Gly 


Ser 


Pro 


Leu 


Arg 


Val 


He 


Ser 


Met 


Phe 


Tyr 


Leu 


Pro 




245 










250 










255 




Gly 


He 


Phe Thr 


He 


He 


Thr 


Gin 


Arg 


Phe 


Gly His His Val 


Pro 


Phe 




260 










265 










270 






His 


Thr 


His He 


Leu 


Leu 


Gly 


Asn 


Val 


Trp 


Val 


Leu 


Ala 


Pro 


Pro 


Met 






275 








280 










285 








Leu 


Asn 


Pro He 


He 


Tyr 


Gly 


He 


Asn 


Thr 


Arg Gin 


He 


Gin 


Glu 


Cys 




290 








295 










300 










Val 


Leu 


Ser Leu 


Leu 


Ser 


Ser 


Gin 


Arg 


Lys 


Xaa 


Cys 


Xaa 


He 






305 








310 










315 













<210> 2126 
<211> 322 
<212> PRT 

<213> Homo sapien (7249220-22-20773-24242) 
<220> 

<221> VARIANT 

<222> (1) . . . (322) 

<223> Xaa = Any Amino Acid 



<400> 2126 



Met 


Ser 


Val 


Val 


Glu 


Ala 


Asn 


Asn 


He 


Ser 


Gly 


Pro 


Val 


Ser 


Glu 


Phe 


1 








5 










10 










15 




He 


Leu 


Leu 


Gly 
20 


Phe 


Pro 


Cys 


Arg 


Cys 
25 


Arg 


Glu 


Thr 


Lys 


He 
30 


Leu 


Leu 


Phe 


Val 


Val 


Phe 


Ser 


Leu 


He 


Tyr 


Leu 


Leu 


Thr 


Leu 


Met 


Gly 


Asn 


Thr 






35 










40 










45 








Ser 


He 
50 


He 


Cys 


Ala 


Val 


Trp 
55 


Ser 


Ser 


Gin 


Lys 


Leu 
60 


His 


Thr 


Pro 


Met 


Tyr 


He 


Leu 


Leu 


Ala 


Asn 


Phe 


Ser 


Phe 


Leu 


Glu 


He 


Cys 


Cys 


He 


Ser 


65 










70 










75 










80 


Ser 


Asp 


Val 


Pro 


Asn 


Met 


Leu 


Ala 


Asn 


Leu 


He 


Ser 


His 


He 


Lys 


Ser 








85 










90 










95 




He 


Ser 


Tyr Ala Gly Cys 


Leu 


Leu 


Gin 


Phe 


Phe 


Tyr 


Phe 


Ser 


Met 


Cys 








100 










105 










110 






Ala 


Ala 


Glu 
115 


Gly 


Tyr 


Phe 


Leu 


Ser 
120 


Val 


Met 


Ser 


Phe 


Asp 
125 


Arg 


Phe 


Leu 


Thr 


He 
130 


Cys 


Arg 


Pro 


Leu 


His 
135 


Tyr 


Pro 


Thr 


Val 


Met 
140 


Thr 


His 


His 


Leu 


Cys 


Val 


Xaa 


Leu 


Val 


Ala 


Phe 


Cys 


Arg 


Ala 


Gly Gly 


Phe 


Leu 


Ser 


He 


145 










150 










155 










160 


Leu 


Met 


Pro 


Ala 


Val 
165 


Leu 


Met 


Ser 


Arg 


Val 
170 


Pro 


Phe 


Cys 


Gly 


Pro 
175 


Asn 


He 


Thr 


Asp 


His 
180 


Phe 


Phe 


Cys 


Asn 


Leu 
185 


Gly 


Pro 


Leu 


Leu 


Ala 
190 


Leu 


Ser 


Cys 


Ala 


Pro 


Val 


Pro 


Lys 


Thr 


Thr 


Leu 


Thr 


Cys 


Ala 


Thr 


Val 


Ser 


Ser 




195 










200 










205 








Leu 


He 


He 


Phe 


He 


Thr 


Phe 


Leu 


Tyr 


He 


Leu 


Gly Ser 


His 


He 


Leu 




210 










215 










220 
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Val 


Leu 


Arg 


Ala 


Val 


Leu 


Trp 


Val 


Pro 


Ala 


Gly 


Ser 


Gly 


Arg 


Asn 


Lys 


225 










230 










235 










240 


Ala 


Phe 


Ser 


Thr 


Cys 
245 


Ala 


Ser 


His 


Phe 


Leu 
250 


Val 


Val 


Ser 


Phe 


Phe 
255 


Tyr 


Gly 


Ser 


Val 


Met 


Val 


Met 


Tyr 


Val 


Ser 


Pro 


Gly 


Ser 


Arg 


Ser Arg 


Pro 








260 










265 










270 






Gly 


Thr 


Gin 
275 


Lys 


Phe 


Val 


Thr 


Leu 
280 


Phe 


Tyr 


Cys 


Thr 


Ala 
285 


Thr 


Pro 


Phe 


Phe 


Asn 
290 


Pro 


Leu 


Thr 


Tyr 


Ser 
295 


Leu 


Trp 


Asn 


Lys 


Asp 
300 


Met 


Thr 


Asp 


Ala 


Leu 


Lys 


Lys 


Val 


Leu 


Gly 


Val 


Pro 


Ser 


Lys 


Glu 


He 


Ser 


Trp 


Asn 


Thr 


305 










310 










315 










320 



Leu Lys 



<210> 2127 
<211> 311 
<212> PRT 

<213> Homo sapien (7249282-10-14985-16332) 



<400> 2127 



Met 


Gly 


Arg Arg 


Asn 


Asn 


i nr 


Asn 


v a ± 


Pro 


Asp 


irxlfc? 


He 


Leu 


Thr 


uxy 


1 








c 

o 










IV 










15 




Leu 


Ser 


Asp 


t»er 


ulU 


biu 


Val 


vj-Ln 




nld 


Leu 


Phe 


He 


Leu 


Phe 


Leu 








zu 




















30 






Leu 


x j.e 


Tyr 


Leu 


lie 


1 ill 


Mot- 


Leu 


Gly 


Asn 


Val 


Gly 


Met 


He 


Leu 


He 


























45 








Tin 

lie 


Arg 


Leu 


Asp 


L6U 


ulii 






J. XXX. 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 














55 










60 










His 


T .on 


Ser 


Phe 


He 


Asp 


Leu 


Ser 


Tvr 


Ser 


Thr 


Val 


He 


Thr 


Pro 


Lys 


65 










70 










75 










80 


Thr 


Leu 


Ala 


Asn 


Leu 


Leu 


Thr 


Ser 


Asn 


Tyr 


He 


Ser 


Phe Met Gly 


Cys 










85 










90 










95 




Phe 


Ala 


Gin 


Met 


Phe 


Phe 


Phe 


Val 


Phe 


Leu 


Gly 


Ala 


Ala 


Glu 


Cys 


Phe 








100 










105 










110 






Leu 


Leu 


Ser 


Ser 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Ser 


Pro 






115 










120 










125 








Leu 


Arg 


Tyr 


Pro 


Val 


He 


Met 


Ser 


Lys 


Arg 


Leu 


Cys 


Cys 


Ala 


Leu 


Val 




130 










135 










140 










Thr 


Gly 


Pro 


Tyr 


Val 


lie 


Ser 


Phe 


He 


Asn 


Ser 


Phe 


Val 


Asn 


Val 


Val 


145 










150 










155 










160 


Trp 


Met 


Ser 


Arg 


Leu 


His 


Phe 


Cys 


Asp 


Ser 


Asn 


Val 


Val 


Arg 


His 


Phe 










165 










170 










175 




Phe 


Cys 


Asp 


Thr 


Ser 


Pro 


He 


Leu 


Ala 


Leu 


Ser 


Cys 


Met 


Asp 


Thr 


Tyr 






180 










185 










190 






Asp 


He 


Glu 


He 


Met 


He 


His 


He 


Leu 


Ala 


Gly 


Ser 


Thr 


Leu 


Met 


Val 






195 










200 










205 








Ser 


Leu 


He 


Thr 


He 


Ser 


Ala 


Ser 


Tyr 


Val 


Ser 


He 


Leu 


Ser 


Thr 


He 




210 










215 










220 










Leu 


Lys 


He 


Asn 


Ser 


Thr 


Ser 


Gly 


Lys 


Gin 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Leu 


Leu 


Gly 


Val 


Thr 


He 


Phe 


Tyr 


Gly Thr 


Met 


He 


Phe 










245 










250 










255 




Thr 


Tyr 


Leu 


Lys 


Pro 


Arg 


Lys 


Ser 


Tyr 


Ser 


Leu 


Gly Arg Asp Gin 


Val 








260 










265 










270 






Ala 


Ser 


Val 


Phe 


Tyr 


Thr 


He 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Asn 


Ala 


Leu 


He 


Arg 


Val 


Met 




290 










295 










300 










Gin 


Arg 


Arg 


Gin 


Asp 


Ser 


Arg 





















305 310 
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<210> 2128 
<211> 306 
<212> PRT 

<213> Homo sapien (7249282-10-21300-24858) 
<220> 

<221> VARIANT 

<222> (1) . . . (306) 

<223> Xaa = Any Amino Acid 



<400> 2128 



Thr 


Ala 


Gly Ser Asn 


Phe 


Thr 


Glu 


Val 


Thr 


Val 


Phe 


He 


Leu 


Ser Gly 


1 








5 










10 










15 


Tyr 


Ala 


Asn 


His 


Pro 


Glu 


Leu 


Gin 


Val 


Ser 


Phe 


Phe 


Leu 


Met 


Phe Leu 








20 










25 










30 




Phe 


He 


Tyr 


Leu 


Phe 


Thr 


He 


Leu 


Gly 


Asn 


Leu 


Gly 


Leu 


He 


Met Leu 






35 










40 










45 






lie 


Arg 


Met 


Asp 


Ser 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu Ser 




50 










55 










60 








Asn 


Leu 


Ala 


Phe 


He 


Asp 


He 


Phe 


Tyr 


Ser 


Ser 


Ser 


Val 


Thr 


Pro Lys 


65 










70 










75 








80 


Thr 


Leu 


Ala 


Asn 


Phe 


Gin 


Ser 


Asn 


Gin 


Arg 


Ser 


He 


Ser 


Phe 


Val Gly 










85 










90 










95 


Cys 


Phe 


Val 


Gin 


Met 


Tyr 


Phe 


Ser 


Val 


Gly 


Leu 


Val 


Cys 


Thr 


Glu Cys 








100 










105 










110 




Phe 


Leu 


Leu 


Gly Ser 


Met 


Ala 


Tyr 


Asp 


Cys 


Tyr 


Val 


Ala 


He 


Trp Asn 






115 










120 










125 






Pro 


Tyr 


Ser 


Val 


Val 


He 


Ser 


Xaa 


Lys 


Ala 


Cys 


Asn 


Trp 


Leu 


Gly Val 




130 










135 










140 








Met 


Ser 


Tyr 


Thr 


He 


Gly 


Phe 


Thr 


Asn 


Ser 


Leu 


Val 


Ser 


Val 


Trp Val 


145 










150 










155 








160 


He 


Ser 


Gly 


Leu 


Phe 


Cys 


Asp 


Ser 


Ser 


He 


Asn 


Phe 


Phe 


Phe 


Cys Asp 










165 










170 










175 


Thr 


Thr 


Ala 


Leu 


Leu 


Ala 


Leu 


Ser 


Cys 


Val 


Asp Ala 


Phe 


Ser 


Thr Glu 








180 










185 










190 




Met 


Val 


Ser 


Phe 


Ala 


Leu 


Ala 


Gly 


Phe 


Thr 


Leu 


Leu Gly Ser 


He Leu 






195 










200 










205 






He 


He 


Thr 


Val 


Thr 


Tyr 


He 


Ala 


He 


Thr 


Ser 


Ala 


He 


Leu 


Lys Asn 




210 










215 










220 








Gin 


Trp 


Ala Ala Gly 


Trp Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Phe His 


225 










230 










235 








240 


Leu 


Met 


Ala 


Leu 


Thr 


He 


Phe 


Tyr 


Gly 


Ser 


Leu 


He 


Phe 


Thr 


Tyr Leu 










245 










250 










255 


Gin 


Leu 


Asp 


Lys 


Thr 


Ser 


Ser 


Leu 


He 


His 


Ala 


Gin 


Leu 


Ala 


Phe Val 








260 










265 










270 




Phe 


Tyr 


Met 


Thr 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Xaa 


Ser Leu 






275 










280 










285 






Arg 


Asn 


Lys Asp Val 


Lys 


Asn 


Ala 


Leu 


Leu 


Arg 


Val 


He 


His 


Arg Lys 




290 










295 










300 









Leu Phe 



305 

<210> 2129 
<211> 327 
<212> PRT 

<213> Homo sapien (7249282-10-488-2060) 
<220> 

<221> VARIANT 
<222> (1) . . . (327) 
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<223> Xaa = Any Amino Acid 



<400> 2129 



Lys 


Leu 


Gin 


Leu 


Asn 


Asn 


Phe 


Thr 


Glu 


Val 


Thr 


Met 


Phe 


He 


Leu 


He 


1 








5 










10 










15 




Ser 


Phe 


Thr 


Glu 


Glu 


Phe 


Asp 


Val 


Gin 


Val 


Phe 


Leu 


Phe 


Leu 


Leu 


Phe 








20 










25 










30 






Leu 


Ala 


He 


Tyr 


Leu 


Phe 


Thr 


Leu 


He 


Gly 


Asn 


Leu 


Gly 


Leu 


Val 


Val 






35 










40 










45 








Pro 


He 


He 


Gly Asp 


Phe 


Trp 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 




50 










55 










60 










Gly 


Val 


Leu 


Ser 


Phe 


Leu 


Asp 


Val 


Cys 


Tyr 


Ser 


Thr 


Val 


Val 


Thr 


Pro 


65 










70 










75 










80 


Lys 


Met 


Leu 


Val 


Asn 


Phe 


Leu 


Ala 


Lys 


Asn 


Lys 


Ser 


He 


Ser 


Phe 


Leu 










85 










90 










95 




Gly 


Cys 


Ala 


Thr 


Gin 


Met 


Phe 


Leu 


Ala 


Cys 


Thr 


Phe 


Gly 


Thr 


Thr 


Glu 








100 










105 










110 






Cys 


Phe 


Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Tyr 






115 










120 










125 








Asn 


Pro 


Leu 


Leu 


Tyr 


Ser 


Val 


Ser 


Met 


Ser 


Pro 


Arg 


Val 


Tyr 


Val 


Pro 




130 










135 










140 










Leu 


He 


Thr 


Ala 


Ser 


Tyr 


Val 


Ala 


Ser 


He 


Leu 


His 


Ala 


Thr 


He 


His 


145 










150 










155 










160 


Thr 


Val 


Ala 


Thr 


Phe 


Ser 


Leu 


Ser 


Phe 


Cys 


Gly 


Ser 


Asn 


Glu 


He 


Arg 










165 










170 










175 




His 


Val 


Phe 


Cys 


Asn 


Met 


Pro 


Pro 


Leu 


Leu 


Ala 


He 


Ser 


Cys 


Ser 


Asp 








180 










185 










190 






Thr 


His 


Val 


He 


Gin 


Leu 


Leu 


Phe 


Phe 


Tyr 


Phe 


Val 


Gly 


Ser 


He 


Glu 






195 










200 










205 








lie 


Val 


Thr 


He 


Leu 


He 


Val 


Leu 


He 


Ser 


Tyr 


Gly 


Phe 


He 


Leu 


Leu 




210 










215 










220 










Ala 


He 


Leu 


Lys 


Met 


Gin 


Ser 


Ala 


Glu 


Gly 


Arg 


Arg 


Lys 


Val 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Gly 


Ala 


His 


Leu 


Thr 


Gly 


Val 


Thr 


He 


Tyr 


His 


Gly 


Thr 


He 










245 










250 














Leu 


Phe 


Met 


Tyr 


Val 


Arg 


Pro 


Ser 


Ser 


Ser 


Tyr 


Thr 


Ser 


Asp 


Asn 


Asp 








260 










265 










270 






Met 


He 


Val 


Ser 


He 


Phe 


Tyr 


Thr 


He 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 






275 










280 










285 








He 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Glu 


Ala 


lie 


Lys 


Arg 




290 










295 










300 










Leu 


Leu 


Val 


Arg 


Asn 


Trp 


Phe 


He 


Asn 


Lys 


Leu 


Xaa 


Phe 


Xaa 


Asn 


Xaa 


305 










310 










315 










320 


Val 


Lys 


Leu 


Gin 


He 


He 


Leu 




























325 
























<210> 2130 




























<211> 319 




























<212> PRT 




























<213> Homo sapien (7249282-11-14537- 


-16718) 












<400> 2130 




























Met 


Asn 


His 


Val 


Val 


Lys 


His 


Asn 


His 


Thr 


Ala 


Val 


Thr 


Lys 


Val 


Thr 


1 








5 










10 










15 




Glu 


Phe 


He 


Leu 


Met 


Gly 


He 


Thr 


Asp 


Asn 


Pro 


Gly 


Leu 


Gin 


Ala 


Pro 








20 










25 










30 






Leu 


Phe 


Gly 


Leu 


Phe 


Leu 


He 


He 


Tyr 


Leu 


Val 


Thr 


Val 


He 


Gly 


Asn 






35 










40 










45 








Leu Gly Met 


Val 


He 


Leu 


Thr 


Tyr 


Leu 


Asp 


Ser 


Lys 


Leu 


His 


Thr 


Pro 




50 










55 










60 










Met 


Tyr 


Phe 


Phe 


Leu 


Arg 


His 


Leu 


Ser 


He 


Thr 


Asp 


Leu 


Gly 


Tyr 


Ser 
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65 










70 










75 












Thr 


Val 


He 


Ala 


Pro 


Lys 


Met 


Leu 


Val 


Asn 


Phe 


lie 


Val 


His 


Lys 


TV _ ~_ 

Asn 










85 










90 










o c 




Thr 


He 


Ser 


Tyr 


Asn 


Trp 


Tyr 


Ala 


Thr 


Gin 


Leu 


Ala 


Phe 


Pne 


Glu 


lie 








100 










105 










110 






Phe 


He 


He 


Ser 


Glu 


Leu 


Phe 


He 


Leu 


Ser 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 






115 










120 










-IOC 

12b 








Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Val 


He 


He 


Met 


Ala 


Glu 




130 










135 










140 










Lys 


Val 


Leu 


Trp 


Val 


Leu 


Val 


He 


Val 


Pro 


Tyr 


Leu 


Tyr 


Ser 


Thr 


Pne 


145 










150 










155 










loO 


Val 


Ser 


Leu 


Phe 


Leu 


Thr 


He 


Lys 


Leu 


Phe 


Lys 


Leu 


Ser 


Pne 


Cys 


Gly 










165 










170 










175 




Ser 


Asn 


He 


He 


Ser 


Tyr 


Phe 


Tyr 


Cys 


Asp 


Cys 


He 


Pro 


Leu 


Met 


Ser 








180 










185 










190 






He 


Leu 


Cys 


Ser 


Asp 


Thr 


Asn 


Glu 


Leu 


Glu 


Leu 


He 


He 


Leu 


He 


Phe 






195 










200 










205 








Ser 


Gly 


Cys 


Asn 


Leu 


Leu 


Phe 


Ser 


Leu 


Ser 


He 


Val 


Leu 


He 


Ser 


Tyr 




210 










215 










220 










Met 


Phe 


He 


Leu 


Val 


Ala 


He 


Leu 


Arg 


Met 


Asn 


Ser 


Arg 


Lys 


Gly Arg 


225 










230 










235 










240 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


He 


Met 










245 










250 










255 




Phe 


Tyr 


Gly 


Thr 


Leu 


Leu 


Phe 


He 


Tyr 


Leu 


Gin 


Pro 


Lys 


Ser 


Ser 


His 








260 










265 










270 






Thr 


Leu 


Ala 


He 


Asp 


Lys 


Met 


Ala 


Ser 


Val 


Phe 


Tyr 


Thr 


Leu 


Leu 


He 






275 










280 










285 








Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn Lys 


Glu 


Val 


Lys 




290 










295 










300 










Asp 


Ala 


Leu 


Lys 


Arg 


Thr 


Leu 


Thr 


Asn 


Arg 


Phe 


Lys 


He 


Pro 


He 




305 










310 










315 













<210> 2131 
<211> 317 
<212> PRT 

<213> Homo sapien (7249282-11-25530-27263) 
<220> 

<221> VARIANT 

<222> (1) . . . (317) 

<223> Xaa = Any Amino Acid 



<400> 2131 



Met 


Gly 


Gin 


Lys 


Asn 


Leu 


Thr 


Val 


Leu 


Thr 


Glu 


Leu 


He 


Leu 


Met 


Glu 


1 








5 










10 










15 




He 


Thr 


Arg 


Arg 


Leu 


Glu 


Leu 


Gin 


Leu 


Ser 


Leu 


Phe 


Trp Val 


Phe 


Leu 








20 










25 










30 






He 


He 


Cys 
35 


Thr 


Phe 


Thr 


Val 


Val 
40 


Ser 


Lys 


Glu 


Cys 


He 
45 


He 


He 


Leu 


Asn 


Asn 
50 


Val 


Asp 


Leu 


Gly 


Leu 
55 


Gin 


Thr 


Phe 


Val 


Tyr 
60 


Phe 


Leu 


He 


Arg 


Tyr 


Leu 


Asn 


Phe 


He 


Asn 


Leu 


Gly 


Asn 


Ser 


Met 


Val 


He 


Tyr 


Pro 


Lys 


65 










70 










75 










80 


He 


Leu 


Val 


Asn 


Phe 
85 


Val 


Val 


Ala 


Gin 


Asn 
90 


Ala 


He 


Pro 


Cys 


Tyr 
95 


Ala 


Cys 


Thr 


Met 


Gin 
100 


Met 


Ala 


Phe 


Phe 


He 
105 


Met 


Phe 


He 


He 


Cys 
110 


Glu 


Leu 


Phe 


Val 


Ser 
115 


Ser 


Ala 


Met 


Ala 


Tyr 
120 


Asp 


His 


Tyr 


Val 


Asp 
125 


He 


His 


Ser 


Leu 


Leu 
130 


Pro 


Xaa 


Asn 


Val 


Met 
135 


Ser 


Gin 


Glu 


Leu 


Cys 
140 


His 


Val 


Leu 


Val 
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Ala 


He 


Pro 


Tyr 


Leu 


Tyr 


Ser 


Thr 


Phe 


Gin 


Ala 


Leu 


Met 


Val 


Thr 


He 


145 










150 










155 










160 


Lys 


He 


Phe 


He 


Leu 
165 


Ala 


Phe 


Tyr 


Gly 


Ser 
170 


Asn 


Val 


He 


Ser 


Tyr 
175 


Phe 


Tyr 


Cys 


Xaa 


Asp 
180 


Val 


Ser 


Leu 


Leu 


Ala 
185 


Met 


Val 


Asp 


Ser 


Asn 
190 


Ala 


Xaa 


Gly 


He 


Glu 
195 


Met 


Leu 


He 


Thr 


Leu 
200 


Phe 


Ser 


Val 


Leu 


Asn 
205 


Leu 


He 


Phe 


Phe 


Leu 
210 


Leu 


Val 


Val 


Leu 


Met 
215 


Ser 


Ser 


Met 


Leu 


He 
220 


Leu 


Leu 


Thr 


Val 


Cys 


Xaa 


Met 


His 


Ser 


Ala 


Gly 


Glu 


Gin 


Xaa 


Lys 


Thr 


Phe 


Phe 


Thr 


Tyr 


225 










230 










235 










240 


Val 


Ser 


Cys 


Leu 


He 
245 


Val 


Val 


Val 


Val 


Phe 
250 


Cys 


Gly 


Phe 


Leu 


Tyr 
255 


Phe 


Met 


Tyr 


Leu 


Gin 
260 


Leu 


Lys 


Phe 


Ser 


Ser 
265 


Phe 


Phe 


Phe 


Asp 


Asn 
270 


Asn 


Lys 


Met 


Thr 


Ser 
275 


Met 


Phe 


Ser 


Ser 


Leu 
280 


Val 


He 


Thr 


Met 


Leu 
285 


Tyr 


His 


Leu 


Val 


Cys 
290 


Ser 


Val 


Lys 


Asn 


Lys 
295 


Gly 


Ser 


Lys 


Lys 


Asn 
300 


Ala 


Phe 


Tyr 


Ser 


Phe 


Phe 


Met 


Lys 


Gin 


Xaa 


Lys 


Leu 


Cys 


Asn 


Leu 


Met 


Val 








305 










310 










315 













<210> 2132 
<211> 318 
<212> PRT 

<213> Homo sapien (7249282-5-5312-7865) 
<220> 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa - Any Amino Acid 



<400> 2132 



Met 


Lys 


Pro 


Thr 


He 


Gin 


Met 


Ala 


Ser 


Gly Asn Leu 


Thr 


Trp 


Val 


Thr 


1 








5 










10 






15 




Glu 


Phe 


He 


Leu 


Val 


Gly 


Val 


Ser 


Asp 


Asp Pro Glu 


Leu 


Gin 


He 


Pro 








20 










25 






30 






Leu 


Phe 


Leu 


Val 


Phe 


Leu 


Val 


Leu 


Tyr 


Leu Leu Thr 


Val 


Ala 


Gly Asn 






35 










40 






45 








Leu 


Gly He 


He 


Thr 


Leu 


Thr 


Ser 


Val 


Asp Pro Gin 


Leu 


Gin 


Thr 


Pro 




50 










55 






60 










Met 


Tyr 


Phe 


Phe 


Leu 


Xaa 


His 


Leu 


Ala 


He He Asn 


Leu 


Cys 


Asn 


Ser 


65 










70 








75 








80 


Thr 


Val 


Val 


Ala 


Pro 


Lys 


Met 


Leu 


Val 


Asn Phe Leu 


Val 


Thr 


Lys 


Lys 










85 










90 






95 




Thr 


He 


Ser 


Tyr 


Tyr 


Gly 


Cys 


Ala 


Ala 


Gin Leu Gly Gly 


Phe 


Leu 


Val 








100 










105 






110 






Phe 


He 


Val 


Ala 


Glu 


He 


Phe 


Thr 


Leu 


Ala Ala Met 


Ala 


Tyr 


Asp Arg 






115 










120 






125 








Tyr 


Val 


Ala 


He 


Trp 


Ser 


Pro 


Leu 


Leu 


Tyr Ala Val 


Val 


Val 


Ser 


Pro 




130 










135 






140 










Lys 


Val 


Cys 


Arg 


Leu 


Leu 


Val 


Ser 


Leu 


Thr Tyr Leu 


Gin 


Ser 


Leu 


He 


145 










150 








155 








160 


Thr 


Ala 


Leu 


Thr 


Val 


Ser 


Ser 


Cys 


Val 


Phe Ser Val 


Ser 


Tyr 


Cys 


Ser 










165 










170 






175 




Ser 


Asn 


He 


He 


Asn 


His 


Phe 


Tyr 


Cys 


Asp Asp Val 


Pro 


Leu 


Leu 


Ala 








180 










185 






190 






Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Tyr 


He 


Pro 


Glu Thr Ala 


Val 


Phe 


He 


Phe 






195 










200 






205 








Ser 


Gly Thr Asn 


Leu 


Leu 


Phe 


Ser 


Met 


He Val Val 


Leu 


He 


Ser 


Tyr 
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210 

Phe Asn lie Val 

225 

Gin Lys Ala Phe 

Phe Tyr Gly Thr 
260 

Ser Leu Asp Thr 
275 

Pro Val Leu Asn 
290 

Asp Ala Leu Lys 
305 



215 

lie Thr He Leu 
230 

Ser Thr Cys Ala 
245 

Leu Leu Phe Met 

Asp Lys Met Ala 
280 

Pro Leu He Tyr 
295 

Arg Phe Leu Asp 
310 



220 

Arg He Arg Ser 
235 

Ser His Met He 
250 

Tyr Leu Gin Pro 
265 

Ser Val Phe Tyr 

Ser Leu Arg Asn 
300 

Asn Pro Cys Arg 
315 



Ser Glu Gly Arg 
240 

Ala Val Val Val 
255 

Arg Ser Asn His 
270 

Thr Leu Val He 
285 

Lys Asn Val Lys 
Ser Leu 



<210> 2133 
<211> 279 
<212> PRT 

<213> Homo sapien (7264174-61-26274-29247) 



<220> 

<221> VARIANT 

<222> (1)._(279) 

<223> Xaa = Any Amino Acid 



<400> 2133 



Leu 


Pro 


Pro 


Leu 


rile 


rne 


Arg 


vax 


jpne 


va± 


lie 


Leu 


Phe 


Val 


Ser 


Leu 


X 


















10 










15 




Leu 


Phe 


Val 


Lys 


Leu 


Cys 


He 


Leu 


Phe 


Leu 


He 


He 


Leu 


Leu 


Val 


Lys 








20 










25 










30 






Phe 


Leu 


Leu 


Lys 


Thr 


Lys 


He 


Ala 


Met 


Thr 


Tyr 


Phe 


Thr 


Tyr 


Leu 


Ser 






35 










40 










45 








Asn 


Tyr 


Lys 


Leu 


Lys 


Ala 


Xaa 


Asn 


Ser 


He 


Asp 


Phe 


His 


He 


His 


Met 




50 










55 










60 










Phe 


Val 


Tyr 


Val 


Tyr 


He 


Met 


Asn 


Lys 


Leu 


Val 


His 


Leu 


Lys 


Tyr 


Glu 


65 










70 










75 










80 


Thr 


Leu 


Thr 


Ser 


Leu 


Pro 


Phe 


Phe 


Trp 


Asn 


Ser 


Leu 


Gly Cys 


Leu 


Asp 










85 










90 










95 




Thr 


Ser 


Xaa 


Phe 


Cys 


Phe 


Thr 


Phe 


Tyr 


Val 


Thr 


Tyr 


Ser 


Ser 


Leu 


He 








100 










105 










110 






Val 


He 


Asn 


Met 


Leu 


Tyr 


Phe 


Leu 


Ala 


Val 


Leu 


Ala 


Lys 


Ser 


Ser 


Phe 






115 










120 










125 








He 


Leu 


Cys 


Phe 


Asn 


Ser 


Leu 


Ser 


Val 


Asn 


Cys 


Asp 


Thr 


Phe 


Cys 


Val 




130 










135 










140 










Trp 


Leu 


Ser 


Cys 


Phe 


Gly 


He 


Val 


Tyr 


Leu 


Asp 


Val 


His 


Pro 


He 


Ala 


145 










150 










155 










160 


His 


Cys 


Leu 


Phe 


Leu 


Lys 


Arg 


Leu 


Phe 


Lys 


Cys 


Tyr 


Val 


Phe 


Leu 


Xaa 










165 










170 










175 




Ser 


Leu 


Val 


Phe 


Cys 


Phe 


Met 


His 


Ala 


Leu 


Leu 


Pro 


Xaa 


Thr 


Leu 


Lys 








180 










185 










190 






Asn 


Thr 


Cys 


Phe 


Asp 


Val 


Leu 


Phe 


He 


Phe 


He 


Cys 


Glu 


Lys 


Ser 


Leu 






195 










200 










205 








Leu 


Ala 


Asn 


Met 


Ser 


Phe 


Val 


Thr 


He 


Val 


Ser 


Ser 


Leu 


He 


Leu 


Leu 




210 










215 










220 










Thr 


Asn 


Xaa 


Glu 


He 


He 


Ser 


Phe 


Ser 


Ser 


Val 


He 


Leu 


Cys 


Gly Thr 


225 










230 










235 










240 


He 


His 


Leu 


Asn 


Leu 


Ser 


Ser 


Phe 


Phe 


Leu 


His 


Arg 


Phe 


Phe 


He 


Phe 










245 










250 










255 




Phe 


Phe 


Cys 


Leu 


Lys 


Ser 


Ala 


Asn 


He 


Tyr 


Leu 


Asn 


Val 


Asp 


Leu 


Leu 








260 










265 










270 






Ser 


He 


He 


Leu 


Thr 


Leu 


Val 





















275 
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<210> 2134 
<211> 314 
<212> PRT 

<213> Homo sapien (7283250-10-5473-8590) 



<400> 2134 



Met 


Glu 


Arg 


Gly Asn Trp 


Thr 


Leu 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Val 


Gly 


1 






5 










10 










15 




He 


Pro 


Thr 


Thr 
20 


Arg 


Ala 


Leu 


Gly 


Gly 
25 


Leu 


Leu 


Phe 


Val 


He 
30 


Phe 


Tyr 


Pro 


Ala 


Tvr 
35 


Leu 


Val 


Thr 


Val 


Leu 
40 


Gly 


Asn 


Thr 


Leu 


He 
45 


He 


He 


Leu 


He 


Leu 


Val 


Asp Tyr 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ser 


Glu 


Thr 


Leu 


Thr 


He 


Thr 


Cys 


Ala 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Glu 


Gly 


Phe 
85 


Pro 


Ser 


Glu 


Arg 


Lys 
90 


Ser 


He 


Thr 


Ser 


Gly 
95 


Glu 




Ser 


Ala 


Gin 


Ser 


Tyr 


Phe 


Tvr 


Phe 


Leu 


Ser 


Gly 


Cys 


Thr 


Glu 


Phe 






100 










105 










110 






Tip 
lie 




Phe 

IIS 

iij 


Ala 


Val 


Met 


Ser 


Tvr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Ser 


Pro 


Leu 

U U 


V7111 


Tyr 


Pro 


Ala 


He 
135 


Met 


Thr 


Ser 


Ser 


Leu 
140 


Cys 


Ala 


His 


Leu 


XT -± "J 

val 


Tin 
lie 


ucu 


Ser Trp Val 


Glv 


Glv 


Phe 


Leu 


Leu 


Met 


Leu 


Pro 


Ser 


Thr 


145 










150 










155 










160 


116 


L6U 


Lys 


Ala Gly 


Leu 


Pro 


His 


Cvs 


Glv 


Pro 


Asn 


Val 


He 


Glu 


His 








165 










170 










175 




Phe 


Phe 


(Vs 


Asp 


Ser 


Ala 


Pro 


Leu 


Leu 


His 


Leu 


Ala 


Cys 


Ala 


Asp 


He 






180 










185 










190 






Arg 


Ala 


He 


Glu 


Leu 


Leu 


Asp 


Phe 


Leu 


Ser 


Ser 


Leu 


Val 


Leu 


He 


Leu 




195 










200 










205 








Ser 


Ser 
210 


Leu 


Ser 


Leu 


Thr 


Val 
215 


Val 


Ser 


Tyr 


Val 


Tyr 
220 


He 


He 


Ser 


Thr 


He 


Leu 


Lys 


He 


Pro 


Ser 


Gly 


Gin 


Gly 


Gin 


Arg 


Lys 


Ala 


Phe 


Ala 


Thr 


225 








230 










235 










240 


Cys 


Ala 


Ser 


His 


Phe 


Thr 


Val 


Val 


Ser 


Val 


Gly 


Tyr 


Gly 


He 


Ser 


He 








245 










250 










255 




Phe 


Val 


Tyr 


Val 


His 


Pro 


Ser 


Gin 


Lys 


Ser 


Ser 


Leu 


His 


Leu 


Asn 


Lys 






260 










265 










270 






He 


Leu 


Phe 
27 5 


He 


Leu 


Ser 


Ser 


He 
280 


He 


Thr 


Pro 


Leu 


Leu 
285 


Asn 


Pro 


Phe 


Val 


Phe 
290 


Ser 


Leu 


Trp 


Asn 


Glu 
295 


Pro 


Met 


Lys 


Asp 


Ala 
300 


Leu 


Lys 


Asp 


Ala 


Val 


Gly 


Arg 


Arg 


Thr 


Glu 


Leu 


Ala 


Gin 


Arg 














305 










310 























<210> 2135 
<211> 309 
<212> PRT 

<213> Homo sapien (7283250-11-11521-16137) 
<400> 2135 

Met Ala Asn Leu Thr He Val Thr Glu Phe He 

15 10 
Thr Asn Lys Asn Met Cys He Leu His Ser He 

20 25 
Tyr Leu Cys Ala Leu Met Gly Asn Val Leu He 

35 40 
Leu Asp His His Leu His Thr Pro Val Tyr Phe 



Leu Met Gly Phe Ser 
15 

Leu Phe Leu Leu He 
30 

He Met He Thr Thr 
45 

Phe Leu Lys Asn Leu 
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50 55 60 



Ser 


Pne 


Leu 


Asp 


Leu 


Cys 


Leu 


Tl 
lie 


Ser 


Val 


Thr 


Ala 


Pro 


Lys 


Ser 


He 


65 


















75 










80 


Ala 


Asn 


Ser 


T /Ml 

Leu 


He 


His 


Asn 


Asn 


kJCl 


Tl f* 
I J. c 


Ser 


Phe 


Leu Gly Cys Val 




















Of) 










95 




Ser 


Gin 


Val 


pne 


Leu 


Leu 


Leu 


Ser 


Cor 


A 1 a 
/t.-L d 




Ala 


ulli 


Leu 


Leu 


Leu 








100 




















X X \J 






Leu 


Thr 


vax 


Met 


Ser 


Phe 


Asp 


Arg 


iyr 


Thr 


Ala 


He 


Cys 


nis 


Pro 


Leu 






115 










120 










iz j 








His 


Tyr 


Asp 


val 


Tift 

lie 


Met 


Asp 


Arg 


OCX 


Thr 


Cys 


Val 


Vj J. 11 


Arg 


Ala 


Thr 




130 










135 










140 










Val 


Ser 


Trp 


Leu 


Tyr 


Gly Gly Leu 


lie 


Ala 


Val 


Met 


rllS 


inr 


Ala Gly 


145 






150 










155 










160 


Thr 


Phe 


Ser 


Leu 


Ser 


Tyr 


Cys 


Gly 


Ser 


Asn 


Met 


vax 


His 


Gin 


Phe 


Phe 










165 










170 










175 




Cys 


Asp 


lie 


Pro 


Gin 


Leu 


Leu 


Ala 


lie 


Ser Cys 


Cny* 
Ocl 


Glu 


Asn 


Leu 


He 




180 










XOD 
















Arg 


Glu 


lie 


Ala 


Leu 


He 


Leu 


He 


Asn 


Val 


Val 


LGU 


Asp 


pne 


Cys 


Cys 




195 










200 










O A C 








Phe 


lie 


Val 


lie 


He 


He 


Thr 


Tyr 


vax 


His 


Val 




Ser 




Val 


Lys 




210 










215 










o o n 

Z Z U 










Lys 


lie 


Pro 


Ser 


Thr Glu Gly Gin 


ber 


Lys 


Ala 




Ser 


He 


Cys 


Leu 


225 










230 










235 










240 


Pro 


W-i c 

nis 


Leu 


Leu 


Val 


Val 


Leu 


Phe 


Leu 


Ser 


Thr 


Gly 


Phe 


He 


Ala 


Tyr 










245 










250 










255 




Leu 


Lys 


Pro 


Ala 


Ser 


Glu 


Ser 


Pro 


Ser 


He 


Leu 


Asp 


Ala 


Val 


He 


Ser 






260 










265 










270 






Val 


Phe 


Tyr 


Thr 


Met 


Leu 


Pro 


Pro 


Thr 


Phe 


Asn 


Pro 


He 


He 


Tyr 


Ser 






275 










280 










285 








Leu 


Arg 


Asn 


Lys 


Ala 


He 


Lys 


Val 


Ala 


Leu Gly 


Met 


Leu 


He 


Lys 


Gly 




290 










295 










300 










Lys 


Leu 


Thr 


Lys 


Lys 

























305 



<210> 2136 
<211> 313 
<212> PRT 

<213> Homo sapien (7283250-5-1-3004) 



<400> 2136 



Met 


Glu 


Lys 


Arg 


Asn 


Leu 


Thr 


Val 


Val 


Arg 


Glu 


Phe 


Val 


Leu 


Leu Gly 


1 






5 










10 










15 




Leu 


Pro 


Ser 


Ser 
20 


Ala 


Glu 


Gin 


Gin 


His 
25 


Leu 


Leu 


Ser 


Val 


Leu 
30 


Phe 


Leu 


Cys 


Met 


Tyr 


Leu 


Ala 


Thr 


Thr 


Leu 


Gly Asn Met 


Leu 


He 


He 


Ala 


Thr 




35 










40 










45 








He 


Gly 
50 


Phe 


Asp 


Ser 


His 


Leu 
55 


His 


Ser 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ala 


Phe 


Val 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Gin 


65 










70 










75 










80 


Met 


Val 


Val 


Asn 


He 


Leu 


Thr 


Gly 


Thr 


Lys 


Thr 


He 


Ser 


Phe Ala Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Leu 


Phe 


Phe 


Phe 


Val 


Ser 


Phe 


Val 


Asn 


Met 


Asp 


Ser 






100 










105 










110 






Leu 


Leu 


Leu 
115 


Cys 


Val 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


His 


Pro 


Leu 
130 


His 


Tyr 


Thr 


Ala 


Arg 
135 


Met 


Asn 


Leu 


Cys 


Leu 
140 


Cys 


Val 


Gin 


Leu 


Val 


Ala 


Gly 


Leu 


Trp 


Leu 


Val 


Thr 


Tyr 


Leu 


His 


Ala 


Leu 


Leu 


His 


Thr 


145 






150 










155 










160 


Val 


Leu 


He 


Ala 


Gin 


Leu 


Ser 


Phe 


Cys 


Ala 


Ser 


Asn 


He 


He 


His 


His 
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165 










170 










175 




Phe 


Phe 


Cys 


Asp 
180 


Leu 


Asn 


Pro 


Leu 


Leu 
185 


Gin 


Leu 


Ser 


Cys 


Ser 
190 


Asp 


Val 


Ser 


Phe 


Asn 


Val 


Met 


He 


He 


Phe 


Ala 


Val 


Gly Gly 


Leu 


Leu 


Ala 


Leu 






195 










200 










205 








Thr 


Pro 
210 


Leu 


Val 


Cys 


lie 


Leu 
215 


Val 


Ser 


Tyr 


Gly 


Leu 
220 


He 


Phe 


Ser 


Thr 


Val 


Leu 


Lys 


lie 


Thr 


Ser 


Thr 


Gin Gly Lys 


Gin 


Arg 


Ala 


Val 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Cys 


His 


Leu 


Ser 


Val 


Val 


Val 


Leu 


Phe 


Tyr 


Gly Thr 


Ala 


He 










245 










250 










255 




Ala 


Val 


Tyr 


Phe 
260 


Ser 


Pro 


Ser 


Ser 


Pro 

265 


His 


Met 


Pro 


Glu 


Ser 
270 


Asp 


Thr 


Leu 


Ser 


Thr 
275 


He 


Met 


Tyr 


Ser 


Met 
280 


Val 


Ala 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Phe 


lie 


Tyr 


Thr 


Leu 


Arg Asn 


Arg 


Asp 


Met 


Lys 


Arg 


Gly 


Leu 


Gin 


Lys 


Met 




290 










295 










300 










Leu 


Leu 


Lys 


Cys 


Thr 


Val 


Phe 


Gin 


Gin 
















305 










310 























<210> 2137 
<211> 310 
<212> PRT 

<213> Homo sapien (7283250-6-1-1725) 
<220> 

<221> VARIANT 

<222> (1)...(310) 

<223> Xaa = Any Amino Acid 



<400> 2137 



Met 


Val 


Asn 


Phe 


Thr 


His 


Val 


Ser 


Glu 


Phe 


Val 


Leu 


Leu Gly 


Phe 


Gin 


1 








5 










10 










15 




Gly 


Gly 


Pro 


Gly Met 


Gin 


Ala 


Met 


Leu 


Phe 


Leu 


He 


Phe 


Leu 


He 


Leu 








20 










25 










30 






Tyr 


Gly 


He 


Ala 


Val 


Val 


Gly Asn 


Leu Gly Met 


He 


Val 


He 


He 


Trp 






35 










40 










45 








Val 


Asp Ala 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Ala 


Phe 


Leu 


Gin 


Ser 


Leu 




50 










55 










60 










Ser 


Leu 


Leu 


Asp 


He 


Cys 


Tyr 


Ser 


Ser 


Thr 


He 


Ala 


Pro 


Arg 


Ala 


Leu 


65 










70 










75 










80 


Ala 


Asn 


Ser 


Met 


Gin 


Glu 


Asp 


His 


Thr 


He 


Ser 


Phe 


Gly Gly 


Cys 


Ala 










85 










90 










95 




Ala 


Gin 


Phe 


Phe 


Phe 


Leu 


Ser 


Leu 


Phe Gly 


He 


Thr 


Glu 


Ala 


Phe 


Leu 








100 










105 










110 






Leu 


Ala 


Ala 
115 


Met 


Ala 


Tyr 


Asp 


Arg 
120 


Phe 


He 


Ala 


He 


Cys 
125 


Asn 


Pro 


Leu 


Leu 


Tyr 
130 


Ser 


Val 


Ser 


Met 


Ser 
135 


His 


Gin 


Val 


Cys 


Val 
140 


Leu 


Leu 


He 


Ser 


Gly 


Ser 


Tyr 


Leu Trp 


Gly 


Val 


Val 


Asn 


Ala 


He 


Ala 


Gin 


Thr 


Thr 


Met 


145 










150 










155 










160 


Thr 


Phe 


Arg 


Leu 


Pro 
165 


Phe 


Cys 


Gly 


Ser 


Asn 
170 


Glu 


He 


Asn 


Asp 


Phe 
175 


Phe 


Cys 


Asp 


Val 


Pro 
180 


Pro 


Leu 


Leu 


Ser 


Leu 
185 


Ser 


Cys 


Ser 


Asp 


Thr 
190 


Phe 


He 


Asn 


Gin 


Leu 
195 


Val 


Leu 


Leu 


Gly 


Leu 
200 


Cys 


Gly 


Ser 


He 


He 
205 


Val 


Ser 


Thr 


Phe 


Leu 
210 


He 


Val 


Leu 


Val 


Ser 
215 


Tyr 


He 


Tyr 


He 


He 
220 


Ser 


Thr 


He 


Leu 


Arg 


He 


Pro 


Thr 


Met 


Gin 


Gly Arg Xaa Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


225 










230 










235 










240 
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Ser His Leu Thr Gly Val Cys 
245 

Tyr Ala Gin Pro Ser Ala lie 
260 

Ser lie Phe Tyr Thr Met Val 
275 

Ser Leu Arg Asn Lys Glu Val 
290 295 
Lys Leu Ser Leu Xaa Ser 
305 310 

<210> 2138 
<211> 320 
<212> PRT 

<213> Homo sapien (7321521-20-4435-9278) 
<220> 

<221> VARIANT 

<222> (1)...(320) 

<223> Xaa = Any Amino Acid 



<400> 2138 



Met 


Ser 


Ser 


Arg 


Leu 


Met 


Asn 


Val 


Phe 


Ser 


Met 


Glu 


Thr 


He 


Asn 


Phe 


1 








5 










10 










15 




Val 


Ser 


Cys 


Leu 


He 


Leu 


Met 


Gly 


Phe 


Pro 


Ser 


Ser 


Pro 


Glu 


Met 


Gin 








20 










25 










30 






Leu 


Leu 


Tyr 


Phe Gly 


Leu 


Phe 


Ser 


Val 


Ala 


Tyr 


Thr 


Leu 


Thr 


Pro 


Met 






35 










40 










45 








Gly 


Asn 


Ala 


Ala 


He 


Val 


Cys 


Ala 


Val 


Trp 


Xaa 


Asp 


Gin 


His 


Leu 


His 




50 










55 










60 










Thr 


Pro 


Met 


Tyr 


Thr 


Leu 


Leu 


Gly 


Asn 


Phe 


Ser 


Leu 


Leu 


Glu 


He 


Trp 


65 










70 










75 










80 


Tyr 


Val 


Thr 


Ala 


Thr 


Lys 


Leu 


Leu 


Ala 


Asn 


Phe 


Leu 


Ser 


Thr 


Ser 


Lys 










85 










90 










95 




Ser 


lie 


Ser 


Phe 


Met 


Ser 


Cys 


Phe 


Ala 


Gin 


Phe 


Tyr 


Phe 


Phe 


Ser 


Leu 








100 










105 










110 






Gly 


Tyr 


Asp 


Glu Gly 


Phe 


Phe 


Leu 


Cys 


He 


Thr 


Ala 


Phe 


Asp 


Arg 


Tyr 






115 










120 










125 








Leu 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


Arg 


Tyr 


Pro 


Cys 


He 


Met 


Thr 


Lys 


Gin 




130 










135 










140 










Val 


Cys 


Thr 


Gly Leu 


He 


He 


Phe 


Ala 


Trp 


Ser 


Cys 


Val 


Phe 


Val 


He 


145 










150 










155 










160 


Phe 


Leu 


Thr 


Leu 


Val 


He 


Leu 


He 


Ser 


Gin 


Leu 


Ser 


Tyr 


Cys 


Gly 


Pro 










165 










170 










175 




Asn 


He 


He 


Asn 


His 


Phe 


He 


Cys 


Asp 


Pro 


Val 


Pro 


Leu 


Lys 


Met 


Leu 








180 










185 










190 






Ser 


Cys 


Ser 


Glu 


Asp 


He 


He 


He 


Thr 


Gin 


Leu 


He 


Tyr 


Ser 


Thr 


Phe 






195 










200 










205 








Asn 


Ser 


Val 


Phe 


He 


He 


Gly 


Thr 


Phe 


Leu 


Phe 


He 


Leu 


Cys 


Ser 


Tyr 




210 










215 










220 










Ala 


Leu 


Val 


He 


Leu 


Ala 


He 


He 


Arg 


Met 


Pro 


Ser 


Glu 


Ala 


Gly 


Lys 


225 










230 










235 










240 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Ala 


Val 


Val 


Thr 


Leu 










245 










250 










255 




Phe 


Tyr 


Gly 


Ser 


He 


Met 


Val 


Met 


Tyr 


Val 


Ser 


Pro Gly 


Ser 


Ala 


His 








260 










265 










270 






Pro 


Ala 


Lys 


Asn 


Glu 


Lys 


He 


He 


Thr 


Leu 


Phe 


Phe 


Ser 


Val 


He 


Thr 






275 










280 










285 








Pro 


Leu 


Cys 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Met 


Lys 




290 










295 










300 










Asp 


Tyr 


Leu 


Arg 


Lys 


He 


Phe 


Arg 


Thr 


Gly Lys 


Asp Val 


Asn 


Lys 


He 
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Leu Phe Phe 
250 

Phe Phe Met 

265 
He Pro Met 
280 

Lys Gin Ala 



Gly Thr Val 

Glu Gin Ser 

Leu Asn Pro 
285 

Leu Arg Arg 
300 



Phe Phe Met 

255 
Lys He Val 
270 

Leu He Tyr 
Ser Met Gin 
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305 310 3X5 3 2 o 

<210> 2139 
<211> 331 
<212> PRT 

<213> Homo sapien (7321521-21-4479-8486) 
<220> 

<221> VARIANT 

<222> (1)...(331) 

<223> Xaa = Any Amino Acid 

<400> 2139 

Met Glu Ser Glu Asn Arg Thr Val He Arg Glu Phe He Leu Leu Arg 

1 5 10 15 

Leu Thr Gin Phe Arg Asp He Xaa Leu Leu Val Phe Val Leu Val Leu 

20 25 30 

He Phe Tyr Phe Phe He Leu Pro Gly Asn Phe Leu He He Phe Thr 

35 40 45 

He Arg Ser Asp Pro Gly Leu Thr Ala Pro Leu Tyr Leu Phe Leu Glv 

50 55 60 

Asn Leu Ala Phe Leu Asp Ala Ser Tyr Ser Phe He Val Ala Pro Lys 
65 70 75 80 

Met Leu Val Asp Phe Leu Ser Glu Lys Lys Val He Ser Tyr Arg Glv 
85 90 95 Y 

Cys He Thr Gin Leu Phe Phe Leu His Phe Leu Gly Gly Gly Glu Glv 

100 105 no 

Leu Leu Leu Val Val Met Ala Phe Asp Arg Tyr He Thr He Cys Leu 

115 120 125 

Pro Leu Gin Tyr Ser Thr Val Met Asn Ser Arg Ala Cys Tyr Ala Met 

130 135 140 

Met Leu Ala Leu Trp Leu Gly Gly Phe Val His Ser He He Gin Val 
14 = 150 155 leo 

Val Leu He He Arg Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn 

165 170 175 

Phe Phe Cys Asp Val Arg Gin Val He Lys Leu Ala Cys Thr Asp Met 

180 185 190 

Phe Val Val Glu Leu Leu Met Val Phe Asn Ser Gly Leu Met Thr Leu 

195 200 205 

Met Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val He Leu Cys Arg 

210 215 220 

He Arg Ala Ser Ser Ser Glu Ala Lys Asn Lys Ala Met Ser Thr Cys 
II s _ . 230 235 240 

Thr Thr Hxs He He Val He Phe Phe Met Phe Gly Pro Gly He Phe 

245 250 255 

He Tyr Thr Cys Pro Phe Arg Ala Phe Pro Ala Asp Lys Val Val Ser 

260 265 270 

Leu Phe His Thr Val He Leu Pro Leu Leu Asn Pro Val He Tyr Thr 

275 280 285 

Leu His Asn Gin Glu Val Lys Ala Ser Met Lys Lys Val Phe Asn Lvs 

290 295 300 

His He Ala Xaa Lys Arg Ala Lys Lys Lys Arg He Lys He Asp Cys 
305 310 315 320 

Lys Phe Tyr Leu Lys Leu He Cys Leu Phe Pro 
325 330 

<210> 2140 
<211> 313 
<212> PRT 

<213> Homo sapien (7321521-22-8611-12801) 
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<400> 2140 





Thr 


Ala 


Asn Tyr 


Thr 




Val 


Thr 


Glu 


Phe 


Val 


Leu 


Thr 


Glv 


1 






5 










10 










15 




Leu Ser 


Gin 


Thr 


i 1 V/ 


Glu 


Val 


Gin 


Leu 


Val 


Leu 


Phe 


Val 


He 


Phe 


Leu 






20 










25 










30 






Ser Ph.© 




Leu 


Phe 


lie 


Leu 


Pro 


Glv 


Asn 


He 


Leu 


He 


He 


Cvs 


Thr 




35 










40 










45 








Tip C pr 
lie oci 


■UCU 




XT X. 


His 


Leu 


X 111 


Ser 


Pro 


Met 


Tvir 
iy 1 


Phe 


Leu 


Leu 


Ala 


ju 










55 










60 












nld 


XT I JC 


i-lCU 




Tip 
1 1 C 


1 rp 


1 y x 


OCI 


Ser 


He 


Thr 


Ala 


Pro 


Glu 


65 








70 










75 










80 


Met L.eii 


Tie* 


Asp 


i lie 


n ic 


Val 


Glu 


A irtt 


Lys 


He 


He 


Ser 


Phe 


Asp 


Glv 








0 J 










on 










95 




lie 


rixct 


UlXJ 


UCU 


Phe 


i lie 


Leu 


0 1 0 


rile 


Ala 

nia 


nl v 

uiy 


A3 a 
r»i a 


Ser 


Glu 


Met 






100 










1 V/ J 










110 






£ilC UCU 


Leu 


X 111 


vax 


ric v. 


Ala 


i lie 


Asp 


Leu 


xyx 


1 in 


Ala 


Tip 
1 1 e 


Cys 


Arrr 




1 1 c 

llJ 










1 on 
1 z u 










1 9R 
it j 








Pro Leu 


HIS 


Tyr 


Ala 


Thr 


X ie 


iTicu 


Asn 


C T Tl 

ulll 


Arg 


Leu 


Cys 




Tip 
lie 


lieU 












1 ^ R. 
1J j 










1 An 

X *± \J 










Veil nld 


Leu 


Oct 


Trp 


Arg 


uiy 


vriy 




Tie 
lie 


nib 


kDel 


Tl 0 
lie 


Tl p> 
lie 


Ulll 


Val 
vax 










1DU 










1 RR. 
1 jj 










1DU 


Aid Leu 


xxe 


vax 


Arg 


Leu 


Pro 


rne 


Cys 


vjiy 


Pro 


Asn 


r*i 11 

ulu 


T 

Leu 


Asp 


Ser 








XoD 










1 "7A 
X / KJ 










X fO 




Tyr Phe 


Cys 


Asp 


xxe 


lnr 


bin 


vax 


vax 


Arg 


Tl a 

lie 


a. 1 a 
Ala 


Cys 


Ala 


Asn 


inr 






lOU 










T QR 










13U 






Pne Pro 


uXU 


ulU 


Leu 


vax 


Met 


Tl «=. 

xie 


Cys 


ber 


ber 


uiy 


Leu 


lie 


Ser 


Val 




1 OR 










ZUU 










ZUD 








vai l rp 


Leu 


xxe 


Ala 


Leu 


Leu 


net 


Ser 


Tyr 


Ala 

Ala 


fne 


Leu 


Leu 


Ala 


Leu 


ZlU 










Z X D 










9 9 n 
z z u 










Phe Lys 


Lys 


Leu 


oer 


uiy 


Ser 


pi,, 
VaXy 


taXU 


Asn 


1 nr 


Asn 


Arg 


Aia 


rieu 


Ser 


z z d 








230 










9 R 

Z J 3 










A ^» u 


Thr Cys 


Tyr 


Ser 


His 


He 


Thr 


He 


Val 


Val 


Leu 


Met 


Phe 


Gly 


Pro 


Ser 








Z*lD 










250 










255 




lie Tyr 


lie 


Tyr 


Axa 


Arg 


Pro 


fne 


Asp 


ber 


rile 


Ser 


Leu 


Asp 


Lys 


Val 






<ibU 










OCR 
Z O -> 










z / u 






Val Ser 


Val 




Asn 


Thr 


Leu 


xxe 


nU A 
rne 


Pro 


Leu 


Arg 


Asn 


Pro 


1 ie 


xxe 




275 










280 










285 








Tyr Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Ala 


Ala 


Met 


Arg 


Lys 


Leu 


Val 


290 










295 










0 \j \j 










Thr Lys 


Tyr 


lie 


Leu 


Cys 


Lys 


Glu 


Lys 
















305 








310 






















<210> 2141 




























<211> 134 




























<212> PRT 




























<213> Homo sapien (7321637-16-2663-3767) 














<220> 






























<221> VARIANT 


























<222> (1)... 


(134) 
























<223> Xaa = 


Any Amino Acid 




















<400> 2141 




























His Met 


Val 


Asp 


He 


Leu 


Asn 


Arg 


Gin 


Thr 


Leu 


Leu 


Tyr 


Leu 


Val 


Leu 


1 






5 










10 










15 




Gly Leu 


Trp 


Leu 


Glu 


His 


Val 


Leu 


Pro 


Ser 


Ser 


Phe 


Gly 


Thr 


Val 


Met 






20 










25 










30 






Val Pro 


Leu 


Cys 


Gly Pro Arg Met Thr Ala Arg 


Leu 


Leu 


Phe 


Leu 


Pro 




35 










40 










45 








Val Pro 


Leu 


Ser 


Ala 


Glu 


Asn 


Glu 


Leu 


Arg 


Arg 


Ala 


Leu 


Leu 


Ser 


Thr 



50 55 60 
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Glu 


Ala 


His 


Thr 


He 


Ser 


Leu 


Vai 


65 










70 






Asn 


Asn 


He 


Ser 


Xaa 


Phe 


He 


Tyr 










85 








Gin 


Gin 


Pro 


Ala 


Tyr 


Ser 


Thr 


Cys 








100 










Leu 


Phe 


Tyr 


Phe 


Lys 


Thr 


Phe 


His 






115 










120 


Phe 


Thr 


Phe 


He 


Lys 


Leu 








130 














<210> 2142 












<211> 315 












<212> PRT 












<213> Homo sapien (7327747-39-1 


<400> 2142 












Met 


Glu 


Thr 


Trp 


Val 


Asn 


Gin 


Ser 


1 








5 








Gly 


lie 


Phe 


Ser 


His 


Ser 


Thr 


Ala 








20 










Met 


Ala 


Val 


Phe 


Thr 


Val 


Ala 


Leu 






35 










40 


Leu 


lie 


Tyr Met Asp 


Pro 


His 


Leu 




50 










55 




Ser 


Gin 


Leu 


Ser 


Leu 


Met Asp 


Leu 


65 










70 






Lys 


Met 


Ala 


Ala 


Asn 


Phe 


Leu 


Ser 










85 








Gly 


Cys 


Gly 


He 


Gin 


He Gly Leu 








100 










m vr 
v» j. y 


Leu 


Leu 


Leu 


Gly 


Leu 


Met 


Ala 






115 










120 


His 


Pro 


Leu 


His 


Tyr 


Pro 


He 


Leu 




130 










135 




lie 


Thr 


Gly 


Ser 


Ser Trp Ala 


Phe 


145 










150 






Met 


Val 


Val 


Val 


Met 


Asn 


Phe 


Pro 










165 








His 


Phe 


Phe Cys 


Glu 


Met 


Leu 


Ser 








180 










Thr 


Ser 


Leu 


Phe 


Glu 


Lys 


Val 


He 






195 










200 


Leu 


Phe 


Pro 


Phe 


Ser 


He 


He 


Val 




210 










215 




Thr 


Val 


Leu 


Gin 


Met 


His 


Ser 


Ala 


225 










230 






Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Ala 










245 








Met 


Phe 


He Tyr 


Leu Arg 


Pro 


Arg 








260 










Lys 


Val 


Ala 


Ser 


He 


Phe 


Tyr 


Thr 






275 










280 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 




290 










295 




Gly 


Leu 


Asp Arg 


Cys 


Arg 


He 


Gly 


305 










310 
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Gly Gin 


Arg 


Leu 


Ala 


He 


Pro 


Cys 






75 










80 


Leu 


He 


Lys 


Asn Arg 


Asn 


Leu 


Gly 




90 










95 




Trp 


Asp 


His 


Xaa 


Leu 


Leu 


Val 


Ser 


105 










110 






He 


Xaa 


Thr His Gly 


Ser 


Thr 


Ser 










125 








-1406) 














Tyr 


Thr 


Asp Gly 


Phe 


Phe 


Leu 


Leu 




10 










15 




Asp 


Leu 


Val 


Leu 


Phe 


Ser 


Val 


Val 


25 










30 






Cys 


Gly 


Asn 


Val 


Leu 


Leu 


He 


Phe 










45 








His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 








60 










Met 


Leu 


Val 


Cys 


Thr 


Asn 


Val 


Pro 






75 










80 


Gly Arg 


Lys 


Ser 


He 


Ser 


Phe 


Val 




90 










95 




Phe 


Val 


Cys 


Leu 


Val 


Gly 


Ser 


Glu 


105 










110 






Tyr 


Asp 


Arg Tyr Val 


Ala 


He 


Ser 










125 








Met 


Asn 


Gin 


Arg 


Val 


Cys 


Leu 


Gin 








140 










Gly 


He 


He Asp Gly 


Leu 


He 


Gin 






155 










160 


Tyr 


Cys 


Gly Leu 


Arg 


Lys 


Val 


Asn 




170 










175 




Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Val 


Asp 


185 










190 






Phe 


Ala 


Cys 


Cys 


Val 


Phe 


Met 


Leu 










205 








Ala 


Ser 


Tyr 


Ala 


Arg 


He 


Leu 


Gly 








220 










Gin 


Ala 


Trp 


Lys 


Lys 


Ala 


Leu 


Ala 






235 










240 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly 


Ala 


Ala 




250 










255 




His 


Tyr 


Arg 


Ala 


Pro 


Ser 


His 


Asp 


265 










270 






Val 


Leu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 










285 








Glu 


Val 


Met 


Gly Ala 


Leu 


Arg 


Lys 



300 

Ser Gin His 
315 
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<213> Homo sapien (7328761-32-2018-4643) 
<220> 

<221> VARIANT 

<222> (1)...(308) 

<223> Xaa = Any Amino Acid 



<400> 2143 



Met 


Lys 


lie 


Asn 


Asp 


Ser 


Ser 


Gly 


Glu 


Asp 


Phe 


He 


Leu 


Val 


Gly 


Phe 


1 






5 










10 










15 




Ser 


Glu 


xyx 


Pro 


Gin 


Ala 


Glu 


Phe 


He 


Leu 


Ser 


Leu 


Phe 


Val 


Ser 


Gly 






20 










25 










30 






Phe 




Thr 


Met 


Thr 


Phe 


Thr 


Glv 


Asn 


Thr 


Ala 


He 


He 


Leu 


Val 


Ser 






j -> 










40 










45 








T.A1 1 
XJC21X 


i-^eu 




xyx 


«xy 


Leu 




Thr 


Pro 


Met 


Tvr 


Phe 


Phe 


Leu 


Arg 


Lys 














55 










60 










L6U 


Ser 




Leu 


Asp 


Met 




Phe 


Thr 


Thr 


Cys 


He 


Val 


Leu 


Gin 


Met 


O Zj 










70 










75 










80 


L6U 


V» 1 
V«l 


Asn 


T I 

lie 






Glu 


Ser 


Lys 


Lys 


Val 


Ser 


Tvr 


Val 


Gly 


Cvs 










ft S 

O J 










90 










95 




net 


vcl J. 




Tyr 


Oci 


v ai 


Ala 


Leu 


Ala 


Leu 


Glv 


Ser 


Thr 


Glu 


Cvs 


Val 








1UU 










105 










110 






Leu 


Leu 


Ala 


ne 




Aid 


vox 


Asp 


/>x y 


xyrt 


Val 


Ala 


Val 


Arg 


Trn 


Pro 






"I 1 K 










1Z u 










125 








Leu 


HIS 


Tyr 


Val 


X XIX 


Tip 

lit; 




nxo 


Gin 


Gin 


He 


Cys 


His 


Phe 


Leu 


Ala 














1 J J 










140 










Ala 


Leu 


Ser 


Trp 




Ser 


wiy 


L6U 


Ala 


Asn 


Ser 


Leu 


Phe 


His 


Ser 


Ser 


14j 










1 J V 










155 










160 


L6U 


X XXX 


1 11X 


Tip 

l xts 


T .on 


irX 


Leu 




Glv 
v?xy 


His 


Arg 


Arg 


Val 


Asp 


His 


Phe 










165 










170 










175 




Phe 


Cvs 


Glu 


Val 


Leu 


Leu 


lie 


Val 


Lys 


Leu 


Ser 


Cys 


Val 


Asp 


Thr 


Gly 








180 










185 










190 






Pro 


Thr 


Glu 


Leu 


Lys 


Met 


Leu 


He 


Ala 


Arg 


Val 


He 


He 


Leu 


Ala 


Leu 






195 










200 










205 








Pro 


Val 


Cys 


Thr 


lie 


Leu 


Thr 


Ser 


Tyr 


Ala 


Cys 


He 


Ala 


Arg 


Ala 


Val 




210 










215 










220 










Leu 


Arg 


Leu 


Gin 


Ser 


Ala 


Glu 


Gly 


Gin 


Gin 


Lys 


Ala 


Phe 


Gly 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Leu 


Met 


Val 


Val 


Leu 


Leu 


Phe 


Tyr Gly 


Thr 


He 


Met 


Phe 










245 










250 










255 




Met 


Cys 


Leu 


Gin 


Leu 


Lys 


Ser 


Asn 


Tyr 


Ser 


Gin 


He 


Gin 


Gly 


Lys 


Leu 








260 










265 










270 






Leu 


Pro 


Leu 


Val 


Tyr 


Thr 


He 


Ala 


Ala 


Pro 


Thr 


Xaa 


Asn 


Pro 


Leu 


He 






275 










280 










285 








Tyr 


Ala 


Leu 


Arg 


Asn 


Lys 


Val 


Val 


Lys 


Arg 


Ala 


He 


Gly 


Lys 


Leu 


He 




290 










295 










300 










Trp 


Lys 


Asp 


Ser 



























305 



<210> 2144 
<211> 101 
<212> PRT 

<213> Homo sapien (7341899-1-693-1026) 
<220> 

<221> VARIANT 

<222> (I)... (101) 

<223> Xaa = Any Amino Acid 

<400> 2144 

Gin Met Leu Thr Asp Trp Trp Gly Pro Asn Arg Thr Thr Ser Tyr Val 
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15 10 15 



Asn 


Cys 


Thr 


He 
20 


Gin 


Phe 


Leu 


Val 


Ser 
25 


Leu 


Xaa 


Cys 


Met 


Cys 
30 


His 


Tyr 


He 


He 


Ser 
35 


Tyr 


Asn 


Tyr 


Phe 


He 
40 


He 


He 


Cys 


His 


Pro 
45 


Leu 


Xaa 


Tyr 


Leu 


Leu 
50 


He 


Met 


Asn 


Leu 


Tyr 
55 


Leu 


Leu 


Leu 


Asn 


Leu 
60 


Thr 


Leu 


He 


Leu 


Glu 


Gly 


Xaa 


Phe 


He 


His 


Phe 


Trp 


His 


His 


Val 


Tyr 


Ser 


He 


Leu 


Lys 


65 










70 










75 










80 


He 


Pro 


Arg 


Met 


Lys 
85 


Lys 


Lys 


Asn 


Leu 


Gin 
90 


He 


He 


Pro 


Leu 


He 
95 


Gly 


Cys 


Cys 


Leu 


Ala 
100 


Glu 

























<210> 2145 
<211> 326 
<212> PRT 

<213> Homo sapien (7341899-24-747-1936) 



<400> 2145 



Met 


Glu 


Arg 


Ala 


Asn 


Asp 


Ser 


Thr 


Phe 


Ser Gly 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Asn Arg 


Pro 


Gin 


Leu 


Glu 


Thr 


Ala 


Leu 


Phe 


Val 


Val 


He 


Leu 








20 










25 










30 






He 


He 


Tyr 


Phe 


Leu 


Ser 


Phe 


Leu 


Gly 


Asn Gly Thr 


He 


He 


Leu 


Leu 






35 










40 










45 








Ser 


He 


Val 


Asp 


Pro 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Met 


Asp 


Leu 


Cys 


Leu 


Thr 


Thr 


Cys 


Thr 


Val 


Pro 


Gin 


65 










70 










75 










80 


Thr 


Leu 


Val 


Asn 


Phe 


Lys 


Gly 


Lys 


Asp 


Lys 


Thr 


He 


Thr 


Tyr 


Gly 


Gly 










85 










90 










95 




Cys 


Val 


Thr 


Gin 


Leu 


Phe 


He 


Ala 


Leu 


Gly 


Leu 


Gly Gly 


Ser 


Glu 


Cys 








100 










105 










110 






Val 


Leu 


Leu 


Ser 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Ala 


Ala 


Val 


Cys 


Arg 






115 










120 










125 








Ser 


Leu 


His 


Tyr 


Met 


Val 


Ser 


Met 


His 


Pro 


Gin 


Leu 


Cys 


Leu 


Gin 


Leu 




130 










135 










140 










Val 


Val 


Thr 


Thr 


Trp 


Leu 


Thr 


Gly 


Phe 


Gly Asn 


Ser 


Val 


He 


Gin 


Thr 


145 










150 










155 










160 


Ala 


Leu 


Thr 


Met 


Thr 


Leu 


Pro 


Leu 


Cys 


Asp 


Lys 


Asn 


Gin 


Val 


Asp 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Val 


Met 


Leu 


Lys 


Leu 


Ser 


Cys 


Thr 


Asn 


Thr 








180 










185 










190 






Ser 


He 


Asn 


Glu 


Ala 


Glu 


He 


Phe 


Ala 


Val 


Ser 


Val 


Phe 


Phe 


Leu 


Val 






195 










200 










205 








Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Ala 


Ser 


Tyr 


Gly 


His 


He 


Thr 


His 


Ala 




210 










215 










220 










Val 


Leu 


Lys 


He 


Lys 


Ser 


Ala 


Gin 


Gly 


Arg 


Gin 


Lys 


Ala 


Phe 


Gly 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Leu 


Val 


Val 


He 


He 


Phe 


Phe 


Gly Thr 


Leu 


He 










245 










250 










255 




Ser 


Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Ser 


Tyr 


Ser 


Gin 


Asp 


Val 


Asn 


Lys 








260 










265 










270 






Ser 


He 


Ala 


Leu 


Phe 


Tyr 


Thr 


Leu 


Val 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly Ala 


Thr 


Lys 


Lys 


Thr 




290 










295 










300 










Ser 


Gly 


Glu 


Asp 


He 


Ala 


Cys 


Met 


Arg 


Lys 


Leu 


Thr 


Gin Gly 


Leu 


Gin 


305 










310 










315 










320 


Phe 


Gin 


Thr 


Phe 


Val 


His 
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325 

<210> 2146 
<211> 155 
<212> PRT 

<213> Homo sapien (7341899-6-1-567) 
<220> 

<221> VARIANT 

<222> <1)...(155) 

<223> Xaa = Any Amino Acid 



<400> 2146 



Met 


Lys 


Lys 


Lys 


Asn 


Leu 


Gin 


Asp 


Asn 


Ser 


Leu 


His 


Val 


Leu 


Leu 


Ala 


1 








5 










10 










15 




Met 


Leu 


Lys 


Thr 
20 


Val 


Phe 


Leu 


Asp 


Ala 
25 


Thr 


He 


Glu 


Glu 


Met 
30 


Ser 


Val 


Phe 


Val 


Leu 
35 


Asn 


Asn 


Val 


Asn 


Val 
40 


Leu 


He 


Cys 


Leu 


He 
45 


Ser 


Asn 


Phe 


Thr 


Cys 
50 


Tyr 


Gly 


Tyr 


He 


Ala 
55 


Gly 


Ala 


Leu 


Arg 


Met 
60 


Asn 


Thr 


Ser 


Asn 


Xaa 


He 


Arg 


Ser 


Lys 


Leu 


Arg 


Asn 


Gin 


Tyr 


His 


His 


His 


His 


His 


Arg 


65 










70 










75 










80 


Cys 


His 


Phe 


He 


He 
85 


Asp 


Ser 


He 


Phe 


Tyr 
90 


Gly 


He 


He 


Val 


Xaa 
95 


Met 


Leu 


Leu 


Gin 


Asp 


Gly Asn 


Asn 


Ser 


Ser 


Gin 


Asp 


Gin 


Glu 


Arg 


Phe 


Phe 








100 










105 










110 






He 


Leu 


Phe 
115 


Tyr 


Thr 


He 


Leu 


Thr 
120 


Pro 


Ser 


Leu 


Lys 


Leu 
125 


Leu 


Val 


Tyr 


Leu 


Leu 
130 


Arg 


Asn 


Lys 


Asp 


He 
135 


Lys 


Asp 


He 


Ser 


Arg 
140 


Arg 


He 


Leu 


Arg 


Phe 


Gly 


Arg 


Glu 


Ser 


Ser 


Lys 


Met 


Lys 


Gly Asn 













145 150 155 

<210> 2147 
<211> 318 
<212> PRT 

<213> Homo sapien (7341900-14-7037-9080) 
<220> 

<221> VARIANT 
<222> (1) . . . (318) 
<223> Xaa = Any Amino Acid 

<400> 2147 

Met Ala Glu Ser Gly Thr Thr Val 

1 5 
Arg Leu Lys Ala Glu Leu Gin He 
20 

He Phe Leu He Thr Met Gly Gly 

35 40 
Leu He Gin Thr Asp Pro Arg Leu 

50 55 
Ser His Leu Ser Phe Leu Asp He 
65 70 
Gin Leu Leu Glu Thr Leu Ala Thr 
85 

Arg Cys Ala Ser Gin Phe Phe Phe 
100 

Cys Phe Leu Leu Ala Val Met Ala 
115 120 



Thr 


Glu 
10 


Phe 


Phe 


Leu 


Arg 


Gly 
15 


Phe 


Gly 


Leu 


Phe 


Phe 


Val 


Phe 


Leu 


Val 


25 










30 






Asn 


Leu 


Gly Met 


He 


Val 


Leu 


Met 










45 








Gin 


Thr 


Pro 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Cys 


Tyr 


Ser 


Ser 


Val 


He Gly 


Pro 






75 










80 


Asp 


Lys 
90 


Met 


He 


He 


Thr 


Tyr 
95 


Glu 


Phe 


Thr 


Leu 


Cys 


Ala 


Ser 


He 


Glu 


105 










110 






Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 



125 
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Asn 


Pro 


Leu 


Leu 


Tyr 


Ala 


He 


Val 


Met 


Thr 


Pro 


Lys 


Thr 


Arg 


Leu 


Ala 




130 










135 










140 










Leu 


Leu 


Ala 


Gly 


Ala 


Tyr 


Ser 


Gly Ala 


He 


Val 


Asn 


Ser 


Val 


He 


Cys 


145 










150 










155 










160 


Thr 


Gly 


Cys 


Thr 


Phe 


Ser 


He 


Ser 


Phe 


Ser 


Lys 


Ser 


Asn 


His 


Val 


Asp 










165 










170 










175 




Phe 


Phe 


Phe 


Cys 


Asp 


Leu 


Pro 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Glu 








180 










185 










190 






Thr 


Arg 


Pro 


Arg 


Glu 


Trp 


Val 


He 


Tyr 


Leu 


Ser 


Ala 


Phe 


Leu 


Val 


He 






195 










200 










205 








Thr 


Thr 


Ser 


He 


Ser 


Val 


He 


Leu 


Thr 


Ser 


Tyr 


Leu 


Phe 


He 


He 


Gin 




210 










215 










220 










Ser 


Val 


Leu 


Lys 


He 


Arg 


Thr 


Ala 


Gly Gly 


Arg 


Ala 


Lys 


Thr 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ala 


Ser 


His 


Met 


Thr 


Ala 


Leu 


Thr 


Leu 


Phe 


Phe 


Gly Thr 


Leu 










245 










250 










255 




He 


Phe 


He 


Tyr 


Leu 


Lys 


Gly 


Asn 


Met 


Gly 


Glu 


Ser 


Leu 


Glu 


Glu 


Asp 








260 










265 










270 






Lys 


He 


Val 


Ser 


He 


Phe 


Tyr 


Thr 


Val 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 






275 










280 










285 








Met 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Glu 


Ala 


Leu 


Lys 


Lys 




290 










295 










300 










Val 


Phe 


Asn Arg 


He 


Arg 


Val 


Ser 


Gin 


Ala 


Glu 


Xaa 


Leu 


Leu 






305 










310 










315 













<210> 2148 
<211> 317 
<212> PRT 

<213> Homo sapien (7341900-15-17952-19084) 
<400> 2148 



Met 


Gin 


Pro 


Tyr 


Thr 


Lys 


Asn 


Trp 


Thr 


Gin 


Val 


Thr 


Glu 


Phe 


Val 


Met 


1 








5 










10 










15 




Met 


Gly 


Phe 


Ala 
20 


Gly 


He 


His 


Glu 


Ala 
25 


His 


Leu 


Leu 


Phe 


Phe 
30 


He 


Leu 


Phe 


Leu 


Thr 
35 


Met 


Tyr 


Leu 


Phe 


Thr 
40 


Leu 


Val 


Glu 


Asn 


Leu 
45 


Ala 


He 


He 


Leu 


Val 
50 


Val 


Gly 


Leu 


Asp 


His 
55 


Arg 


Leu 


Arg 


Arg 


Pro 
60 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


His 


Leu 


Ser 


Cys 


Leu 


Glu 


He 


Trp 


Tyr 


Thr 


Ser 


Val 


Thr 


Val 


65 










70 










75 










80 


Pro 


Lys 


Met 


Leu 


Ala 


Gly 


Phe 


He 


Gly Val 


Asp 


Gly Gly Lys 


Asn 


He 










85 










90 










95 




Ser 


Tyr 


Ala 


Gly 
100 


Cys 


Leu 


Ser 


Gin 


Leu 
105 


Phe 


He 


Phe 


Thr 


Phe 
110 


Leu 


Gly 


Ala 


Thr 


Glu 


Cys 


Phe 


Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr Asp Arg Tyr Val 






115 










120 










125 








Ala 


He 


Cys 


Met 


Pro 


Leu 


His 


Tyr 


Gly Ala 


Phe 


Val 


Ser Trp Gly Thr 




130 










135 










140 










Cys 


He 


Arg 


Leu 


Ala 


Ala 


Ala 


Cys 


Trp 


Leu 


Val 


Gly 


Phe 


Leu 


Thr 


Pro 


145 










150 










155 










160 


He 


Leu 


Pro 


He 


Tyr 
165 


Leu 


Leu 


Ser 


Gin 


Leu 
170 


Thr 


Phe 


Cys 


Gly 


Pro 
175 


Asn 


Val 


He 


Asp 


His 
180 


Phe 


Ser 


Cys 


Asp 


Ala 
185 


Ser 


Pro 


Leu 


Leu 


Ala 
190 


Leu 


Ser 


Cys 


Ser 


Asp 
195 


Val 


Thr 


Trp 


Lys 


Glu 
200 


Thr 


Val 


Asp 


Phe 


Leu 
205 


Val 


Ser 


Leu 


Ala 


Val 


Leu 


Leu 


Ala 


Ser 


Ser 


Met 


Val 


He 


Ala 


Val 


Ser 


Tyr 


Gly Asn 




210 










215 










220 










He 


Val 


Trp 


Thr 


Leu 


Leu 


His 


He 


Arg 


Ser 


Ala 


Ala 


Glu 


Arg 


Trp 


Lys 


225 










230 










235 










240 



1267 

BNSDOCID: <WO 01271 58A2_I_> 



WO 01/27158 



PCT/US00/27582 



Ala Phe Ser Thr Cys Ala Ala His Leu Thr Val Val Ser Leu Phe Tyr 

245 250 255 

Gly Thr Leu Phe Phe Met Tyr Val Gin Thr Lys Val Thr Ser Ser lie 

260 265 270 

Asn Phe Asn Lys Val Val Ser Val Phe Tyr Ser Val Val Thr Pro Met 

275 280 285 

Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Gly Ala 

290 295 300 

Leu Gly Arg Val Phe Ser Leu Asn Phe Trp Lys Gly Gin 
305 310 315 

<210> 2149 
<211> 314 
<212> PRT 

<213> Homo sapien (7341900-16-17098-20843) 
<400> 2149 

Met Ala Lys Asn Asn Leu Thr Arg Val Thr Glu Phe lie Leu Met Gly 

15 10 15 

Phe Met Asp His Pro Lys Leu Glu lie Pro Leu Phe Leu Val Phe Leu 

20 25 30 

Ser Phe Tyr Leu Val Thr Leu Leu Gly Asn Val Gly Met lie Met Leu 

35 40 45 

lie Gin Val Asp Val Lys Leu Tyr Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

His Leu Ser Leu Leu Asp Ala Cys Tyr Thr Ser Val lie Thr Pro Gin 
65 70 75 80 

He Leu Ala Thr Leu Ala Thr Gly Lys Thr Val He Ser Tyr Gly His 

85 90 95 

Cys Ala Ala Gin Phe Phe Leu Phe Thr He Cys Ala Gly Thr Glu Cys 

100 105 110 

Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Ala Ala lie Arg Asn 

115 120 125 

Pro Leu Leu Tyr Thr Val Ala Met Asn Pro Arg Leu Cys Trp Ser Leu 

130 135 140 

Val Val Gly Ala Tyr Val Cys Gly Val Ser Gly Ala He Leu Arg Thr 
145 150 155 160 

Thr Cys Thr Phe Thr Leu Ser Phe Cys Lys Asp Asn Gin He Asn Phe 

165 170 175 

Phe Phe Cys Asp Leu Pro Pro Leu Leu Lys Leu Ala Cys Ser Asp Thr 

180 185 190 

Ala Asn He Glu He Val He He Phe Phe Gly Asn Phe Val He Leu 

195 200 205 

Ala Asn Ala Ser Val He Leu He Ser Tyr Leu Leu He He Lys Thr 

210 215 220 

He Leu Lys Val Lys Ser Ser Gly Gly Arg Ala Lys Thr Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His He Thr Ala Val Ala Leu Phe Phe Gly Ala Leu He 

245 250 255 

Phe Met Tyr Leu Gin Ser Gly Ser Gly Lys Ser Leu Glu Glu Asp Lys 

260 265 270 

Val Val Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Phe Arg Lys Val 

290 295 300 

Ala Arg Arg Leu Gin Val Ser Leu Ser Met 
305 310 

<210> 2150 
<211> 311 
<212> PRT 
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<213> Homo sapien ( 7341900-6-1691-2778 ) 



<220> 

<221> VARIANT 

<222> (1)...(311) 

<223> Xaa = Any Amino Acid 



<400> 2150 



Glu 


Lys 


Asn 


Leu 


He 


Ser 


Met 


Asn 


Gly 


Phe 


Met 


Asn 


Phe 


Thr 


Asp 


Tyr 


1 








5 










10 










15 




Pro 


Glu 


Leu 


Glu 


Met 


Pro 


Leu 


Phe 


Leu 


Val 


Phe 


Leu 


Ser Cys 


Phe 


Leu 








20 










25 










30 






Ala 


He 


He 
35 


Leu 


Arcr 


Asn 


Met 


Glu 
40 


Trp 


Val 


He 


Leu 


Thr 
45 


Gin 


Val 


Asn 


Val 


His 
50 


Leu 


Phe 


Thr 


Pro 


He 
55 


Tyr 


Phe 


Phe 


Leu 


Thr 
60 


Asn 


Val 


Thr 


Leu 




Asp 


Thr 


Ser 


Val 


lie 


Met 


Pro 


Gin 


He 


Leu 


Ala 


He 


Leu 


Ala 


Thr 


65 








70 










75 










80 


Glv 


Lys 


Thr 


Thr 


He 
85 


Ser 


Tvr 


Val 


Pro 


Leu 
90 


He 


Lys 


Ala 


Met 


Arg 
95 


Ser 


Phe 


Phe 


Phe 


He 
100 


Cys 


Val 


Glv 


Thr 


Xaa 
105 


Cys 


Phe 


Leu 


Pro 


Thr 
110 


Ala 


Met 


I ilX 




Ser 
115 


Ser 


His 




Pro 


Thr 
120 


Leu 


Gin 


Ala 


Met 


Asn 
125 


Phe 


Lys 


Thr 


Cys 


Trp 


Gly Phe 


Phe 


Leu 


Val 


Gly 


He 


Cys 


Cys 


Cys 


Thr 


Cys 


Trp Val 




i. J V 










135 










140 










JJCU 


Met 


Val 


Asn 


Val 


Val 


Asn 


Ala 


Tvr 


Thr 


Xaa 


Glv 


Leu 


Ser 


Gly Ala 












150 










155 










160 


Thr 


Phe 


Asn 


Thr 


He 


Cys 


Thr 


Phe 


Ala 


Arg 


Phe 


Phe 


Cys 


Asp Asp Asn 










165 










170 










175 




Xaa 


He 


Lys 


Phe 
180 


Cys 


His 


He 


Leu 


Pro 
185 


Leu 


Leu 


Lys 


Leu 


He 
190 


Xaa 


Asn 


Thr 


Ser 


Gly Asn 


Ser 


Lys 


He 


He 


He 


Val 


He 


Leu 


Thr 


Ala 


Phe 


Met 






195 










200 










205 








lie 


He 


Ala Gly 


Thr 


Arg 


Val 


He 


Leu 


He 


Ser 


Tyr 


Leu 


Leu 


He 


He 




210 










215 










220 










Arg 


Ala 


Leu 


Arg 


Met 


Lys 


Ser 


Ser 


Ser 


Gly Arg 


Ser 


Gin 


Xaa 


Phe 


Tyr 


225 










230 










235 










240 


Pro 


Ser 


Thr Cys 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


Met 


Thr 


Phe 


Phe 


Gly 


He 










245 










250 










255 




Pro 


He 


Phe 


Arg 
260 


His 


Val 


Lys 


Tyr 


Leu 
265 


Arg 


Xaa 


He 


Thr 


Asp 
270 


Arg 


Arg 


Gin 


Val 


Gly He Met 


Thr 


Cys 


Thr 


He 


Phe 


He 


Pro 


Met 


Leu 


Glu 


Leu 






275 










280 










285 








Leu 


He 
290 


Gin 


Ser 


Leu 


Lys 


Lys 
295 


Asp 


He 


Gin 


Val 


Ala 
300 


Phe 


Lys 


Lys 


Ala 


He 


Gly 


Asn 


Phe 


Trp 


Val 


Phe 





















305 310 



<210> 2151 
<211> 306 
<212> PRT 

<213> Homo sapien (7406632-1-90980-93013) 
<400> 2151 

Met Glu Gly Lys Asn Gin Thr Asn He Ser Glu Phe Leu Leu Leu Gly 

X 5 10 15 

Phe Ser Ser Trp Gin Gin Gin Gin Val Leu Leu Phe Ala Leu Phe Leu 

20 25 30 

Cys Leu Tyr Leu Thr Gly Leu Phe Gly Asn Leu Leu He Leu Leu Ala 
35 40 45 
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■lac 


uxy 


Ser 


Asp 


His 


Cvs 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ala 


Sen 




Ser 


Leu 


Val 


Asp 


Leu 


Cvs 


Leu 


Pro 


Ser 


Ala 


Thr 


Val 


Pro 


Lys 












70 










75 










80 


Mot- 
ile u 


Lieu 


Leu 


Asn 


He 


Gin 


Thr 


Gin 


Thr 


Gin 


Thr 


He 


Ser 


Tyr 


Pro Gly 










85 










90 










95 




Cys 


Leu 


Ala 


Gin 


Met 


Tvr 


Phe 


Cvs 


Met 


Met 


Phe 


Ala 


Asn 


Met 


Asp 


Asn 






100 










105 










110 








Leu 


Leu 




Val 


Met 


Ala 




Asp 


Ara 


Tyr Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


ni o 




Ser 


Thr 


He 


Met 


Ala 


Leu 


Arg 


Leu 


Cys 


Ala 


Ser 


Leu 




130 










135 










140 






His 




val 


nia 


nia 


Prn 

XT X \J 




Val 


He 


Ala 


He 


Leu 


Asn 


Pro 


Leu 


Leu 


Thr 


145 










150 










155 










160 


Leu 




Mot- 
ile L. 




His 
165 


Leu 


His 


Phe 


Cvs 


Ser 
170 


Asp 


Asn 


Val 


He 


His 
175 


His 




rflc 


Cys 


ASp 


He 


Asn 


Ser 


Leu 


Leu 


Pro 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 






lOU 










185 










190 






Sex* 


Leu 


Asn 
195 


bin 


Leu 




vai 


Leu 
200 


Ala 


Thr 


Val 


Gly 


Leu 
205 


He 


Phe 


Val 


VaX 


Pro 
210 


Ser 


val 


pvc 
v»_y o 


He 


Leu 
215 


Val 


Ser 


Tvr 


He 


Leu 
220 


He 


Val 


Ser 


Ala 


val 


Men 


Lys 


Tja T 

vai 






TV 1 i» 

ax a 


Gin Gly 


Lys 


Leu 


Lys 


Ala 


Phe 


Ser 


Thr 










230 










235 










240 






Ser 


His 


Leu 


Ala 


Leu 


Val 


He 


Leu 


Phe Tyr Gly Ala 


He 


Thr 






245 










250 










255 




Gly 


Val 


Tyr 


Met 


Ser 


Pro 


Leu 


Ser 


Asn 


His 


Ser 


Thr 


Glu 


Lys 


Asp 


Ser 




260 










265 










270 






Ala 


Ala 


Ser 
275 


Val 


He 


Phe 


Met 


Val 
280 


Val 


Ala 


Pro 


Val 


Leu 
285 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Asn 


Glu 


Leu 


Lys 


Gly Thr 


Leu 


Lys 


Lys 


Thr 




290 










295 










300 










Leu 


Ser 































305 



<210> 2152 
<211> 314 
<212> PRT 

<213> Homo sapien (7407927-19-1-4216) 



<400> 2152 



Met 


Glu 


Gly 


Phe 


Asn 


Tyr 


Ser 


Arg 


Val 


Ser Glu 


Phe 


Met 


Leu 


Leu 


Gly 


1 






5 










10 








15 




Leu 


Thr 


Asp 


Ser 


Pro 


Glu 


Leu 


Gin 


He 


Phe Phe 


Ser 


Val 


Val 


Phe 


Ser 






20 










25 








30 






Val 


Phe 


Tyr 
35 


Leu 


Met 


Thr 


Met 


Leu 
40 


Gly 


Asn Cys 


Leu 


lie 
45 


Leu 


Leu 


Thr 


Val 


Leu 
50 


Ser 


Thr 


Ser 


His 


Leu 
55 


His 


Ser 


Arg Met 


Tyr 
60 


Phe 


Leu 


Leu 


Ser 


Asn 


Met 


Ser 


He 


Asp 


Met 


Cys 


Leu 


Ser 


Ser Phe 


Ala 


Thr 


Pro 


Lys 


Met 


65 










70 








75 










80 


He 


Met 


Asp 


Phe 


Phe 


Ala 


Leu 


Arg 


Lys 


Thr He 


Ser 


Phe 


Glu 


Gly Cys 








85 










90 








95 




He 


Ser 


Gin 


He 


Phe 


Phe 


Leu 


His 


Leu 


Phe Asn Gly 


Thr 


Glu 


He 


Val 








100 










105 








110 






Leu 


Leu 


He 
115 


Ser 


Met 


Ser 


Phe 


Asp 
120 


Arg 


Tyr He 


Ala 


He 
125 


Cys 


Lys 


Pro 


Leu 


His 
130 


Tyr 


Ser 


Thr 


He 


Met 
135 


Ser 


Gin 


Arg Val 


Cys 
140 


Val 


Glu 


Leu 


Val 


Ala 


Val 


Ser 


Cys 


Trp 


Thr 


Val 


Gly 


Phe 


Leu His 


Thr 


Met 


Ser 


Gin 


Leu 


145 










150 








155 










160 
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Val Phe Ala Leu Tyr Leu Pro Phe Cys Val Pro Asn Val Val Asp Ser 

165 1*70 175 

Phe Phe Cys Asp Leu Pro Leu Val lie Gin Leu Ala Cys He Asp lie 

180 185 190 

Tyr Val Leu Gly Thr Ser Met He Ser Thr Ser Gly Val He Ala Leu 

195 200 205 

He Ser Phe Leu Leu Leu Leu Thr Ser Tyr He He Val Leu Asn He 

210 215 220 

Val Arg Asp Tyr Ser Ser Thr Gly Ser Ser Lys Ala Leu Ser Thr Cys 
225 ~ 230 235 240 

Thr Ala His Phe He Val Val Leu Met Phe Phe Gly Pro Cys He Phe 

245 250 255 

He Tyr Val Trp Pro Ser Thr Asn Phe Leu Val Asp Lys He Leu Ser 

260 265 270 

Val Phe Tyr Thr He Phe Thr Pro Phe Leu Asn Pro Leu He Tyr Thr 

275 280 285 

Leu Arg Asn Gin Glu Val Lys Thr Ala Met Lys Lys Lys Leu Asn He 

290 295 300 

Gin Tyr Phe Ser Leu Gly Lys Thr Ala Pro 
305 310 

<210> 2153 
<211> 117 
<212> PRT 

<213> Homo sapien (7407927-23-3086-3824) 
<220> 

<221> VARIANT 

<222> (1)...(117) 

<223> Xaa = Any Amino Acid 

<400> 2153 



Ser 


He 


Thr 


Glu 


Ala 


Leu 


Cys 


Leu 


Lys 


Tyr 


Val 


His 


Leu 


Asn 


Asn 


Lys 


1 








5 










10 










15 




Glu 


Met 


Tyr 


Phe 


Met 


Tyr 


Leu 


Gly 


Lys 


Asn Arg 


Ser 


Arg 


He 


He 


Asn 








20 










25 










30 






Val 


Cys 


Ser 


Leu 


Val 


Leu 


Gin 


He 


He 


Thr 


Thr 


He 


He 


Leu 


He 


Leu 




35 










40 










45 








Pro 


Ser 
50 


Pro 


Trp 


Leu 


Ser 


Leu 

55 


He 


He 


Ser 


Gly 


Thr 
60 


Phe 


Trp 


He 


He 


Xaa 


Pro 


Leu 


His 


Ser 


Phe 


Pro 


His 


Gin 


He 


He 


Xaa 


Asn 


He 


Asn 


Thr 


65 










70 










75 










80 


Ala 


Thr 


Glu 


Cys 


Thr 
85 


He 


Ser 


Lys 


Leu 


Leu 
90 


Leu 


Tyr 


His 


Leu 


Gly 
95 


Ser 


Lys 


Leu 


Phe 


Asn 


Val 


Lys 


Ala 


Gin 


Phe 


Ser 


Thr 


Xaa 


Leu 


Leu 


Pro 


Asn 






100 










105 










110 






Glu 


Leu 


Tyr 


Val 


Leu 

























115 



<210> 2154 
<211> 338 
<212> PRT 

<213> Homo sapien (7407958-12-642-1844) 
<220> 

<221> VARIANT 

<222> (1) . . . (338) 

<223> Xaa = Any Amino Acid 

<400> 2154 

Met He Ser Phe Leu Val Pro Gly Leu Met Glu Glu Glu Asn Gin Arg 
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1 








5 










10 










15 




Glv 


Val 


Val 


His 


Phe 


His 


Phe 


His 


Phe 


Phe 


Ser 


Thr 


Asp 


Leu 


Val 


Val 






20 










25 










30 






Ala 


OCX 


Phe 


He 


He 


Val 


Ala 


Leu 


Met 


Leu 


His 


Leu Arg 


Ser 


Leu 


Val 






35 










40 










45 








Glv 


His 


Phe 


Thr 


Phe Gly 


Pro 


Thr 


Val 


Trp 


Gin 


Asp 


Pro 


Phe 


Leu 


His 




50 










55 










60 










He 


Pro 


Met 


* Jr +> 


Leu 


Phe 


Leu 


Phe 


Ser 


Leu 


Ala 


Leu 


Thr 


Met 


Leu 


Glu 


65 










70 










75 










80 


He 


Glv 


Tyr 


Ser 


Thr 
85 


Asn 


He 


Ser 


Pro 


Pro 
90 


Thr 


Leu 


Ala 


Thr 


Val 
95 


Leu 


A Jr *> 


Met 


Gly 


Lys 
100 


Met 


Leu 


He 


Ser 


Leu 
105 


Pro 


Gly 


Tvr 


Glv 


Thr 
110 


Gin 


Met 


T.*=»ii 


SrlXKz 


Val 


He 


Leu 


Leu 


Arg Gly 


Ser 


Glu 


Cys 


Val 


Leu 


Leu 


Ala 


Val 






115 










120 










125 








**it£ u. 


Ml CI 


Tyr Asp 


Arg 


Tyr 


He 


Thr 


He 


Cys 


His 


Pro 


Phe 


Asn 


Tvr 


Asn 




130 










135 










140 










Leu 


11c 


Met 


Ser 


Gly Xaa 


Leu 


Cys 


Gly Gin Met 


Thr 


Leu 


Gly 

^ jr 


Ser 


Leu 


1 1 j 










150 










155 










160 


Arg 


L6U 


Gly Phe 


Leu 


Leu 


Ser 


Leu 


Phe 


Leu 


Thr 


nc L- 


T .01 1 


He 


Xaa 


His 








165 










170 










175 




Pro 


Pro 


Phe 


Cys 
180 


Gly 


Leu 


Asp 


Glu 


Thr 
185 


Tyr 


His 




nic 


Cys 
190 


Asp 


Met 


riO 


inr 


Ala 
195 


Ser 


Arg 


Leu 


Val 


Cys 
200 


Ala 


Asp 


Thr 


J. XIX 


Val 
205 


His 


Glu 


Ser 


Ala 


Leu 


Xaa 


Leu 


Pro 


Cys 


Gly His 


His 


His 


His 


Jr x \j 




Pro 


Ser 


Ser 




^ J. u 










215 










990 










Leu 


ixe 


Cys 


Leu 


Pro 


Tyr 


Gly Cys 


Leu 


Ala 


Ala 


J. I IX 


Tip 
lie 


Leu 


Ara 


Met 


225 










230 










235 










240 


nis 


Ser 


Ala 


Lys 


Arg 
245 


Lys 


His 


Xaa 


Ala 


Phe 
250 


Ser 


1 nr 


Cor 


Ser 


Ser 
255 


His 


Leu 


j. xe 


Val 


Val 
260 


Leu 


Leu 


Lys 


Tyr 


Trp 
265 


Cys 


Cys 


He 


Leu 


He 
270 


Cvs 


Leu 


Cys 


Pro 


Ser 


Ser 


Ser 


Tyr 


Ser 


Pro 


Glu 


Glu 


Gly 


Trp 


Glu 


Val 


Ser 


Leu 




275 










280 










285 








Val 


His 
290 


Met 


Phe 


He 


Leu 


Pro 
295 


Val 


Trp 


Asn 


Pro 


Leu 
300 


He 


Tyr 


Ser 


Val 


Trp 


Asn 


Gin 


Asp 


Val 


Thr 


Asp 


Ala 


Val 


Glu 


Arg 


Leu 


Val 


Ala 


Arg 


Met 


305 










310 










315 










320 


Ser 


Leu 


Xaa 


Leu 


Thr 
325 


Ala 


Arg 


Asn 


He 


Pro 
330 


Ser 


Xaa 


Lys 


He 


Phe 
335 


Pro 



Xaa Leu 



<210> 2155 
<211> 314 
<212> PRT 

<213> Homo sapien (7467565-10-15924-18962) 



<400> 2155 



Met 


Ser 


Asn 


Glu 


Asp 


Met 


Glu 


Gin 


Asp 


Asn 


Thr 


Thr 


Leu 


Leu 


Thr 


Glu 


1 








5 










10 










15 




Phe 


Val 


Leu 


Thr 
20 


Gly 


Leu 


Thr 


Tyr 


Gin 
25 


Pro 


Glu 


Trp 


Lys 


Met 
30 


Pro 


Leu 


Phe 


Leu 


Val 
35 


Phe 


Leu 


Val 


He 


Tyr 
40 


Leu 


He 


Thr 


He 


Val 
45 


Trp 


Asn 


Leu 


Gly 


Leu 
50 


He 


Ala 


Leu 


He 


Trp 
55 


Asn 


Asp 


Pro 


Gin 


Leu 
60 


His 


He 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


Ser 


Leu 


Ala 


Phe 


Val 


Asp 


Ala 


Trp 


He 


Ser 


Ser 


65 










70 










75 










80 


Thr 


Val 


Thr 


Pro 


Lys 


Met 


Leu 


Val 


Asn 


Phe 


Leu 


Ala 


Lys 


Asn 


Arg 


Met 
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85 90 95 



He 


Ser 


Leu 


Ser 


Glu 


Cys 


Met 


He 


Gin 


Phe 


Phe 


Ser 


Phe 


Ala 


Phe 


Gly 








100 










105 










110 






Gly 


Thr 


Thr 


Glu 


Cys 


Phe 


Leu 


Leu 


Ala 


Thr 


Met 


Ala 


Tyr Asp 


Arg 


Tyr 






115 










120 










125 








Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Pro 


Val 


He 


Met 


Asn 


Asn 


Ser 




130 










135 










140 










Leu 


Cys 


He 


Arg 


Leu 


Leu 


Ala 


Phe 


Ser 


Phe Leu Gly Gly 


Phe 


Leu 


His 


145 










150 










155 










160 


Ala 


Leu 


He 


His 


Glu 


Val 


Leu 


He 


Phe 


Arg 


Leu 


Thr 


Phe 


Cys 


Asn 


Ser 










165 










170 










175 




Asn 


He 


He 


His 


His 


Phe 


Tyr 


Cys 


Asp 


He 


He 


Pro 


Leu 


Phe 


Met 


He 








180 










185 










190 






Ser 


Cys 


Thr 


Asp 


Pro 


Ser 


He 


Asn 


Phe 


Leu 


Met 


Val 


Phe 


He 


Leu 


Ser 






195 










200 










205 








Gly 


Ser 


He 


Gin 


Val 


Phe 


Thr 


He 


Val 


Thr 


Val 


Leu 


Asn 


Ser 


Tyr 


Thr 




210 










215 










220 










Phe 


Ala 


Leu 


Phe 


Thr 


He 


Leu 


Lys 


Lys 


Lys 


Ser 


Val 


Arg Gly 


Val 


Arg 


225 










230 










235 










240 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly Ala 


His 


Leu 


Leu 


Ser 


Val 


Ser 


Leu 


Tyr 










245 










250 










255 




Tyr 


Gly 


Pro 


Leu 


He 


Phe 


Met 


Tyr 


Leu 


Arg 


Pro 


Ala 


Ser 


Pro 


Gin 


Ala 








260 










265 










270 






Asp 


Asp 


Gin 


Asp 


Met 


He 


Asp 


Ser 


Val 


Phe 


Tyr 


Thr 


He 


He 


He 


Pro 






275 










280 










285 








Leu 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Gin 


Val 


He 


Asp 




290 










295 










300 










Ser 


Phe 


Thr 


Lys 


Met 


Val 


Lys 


Arg 


Asn 


Val 














305 










310 























<210> 2156 
<211> 320 
<212> PRT 

<213> Homo sapien (7533967-9-17699-19044) 
<220> 

<221> VARIANT 

<222> (1) . . . (320) 

<223> Xaa = Any Amino Acid 



<400> 2156 



Gly 


Val 


Gly Leu Xaa 


Lys 


Leu 


Xaa 


Trp 


Gin 


He 


He 


Phe 


Ser Gly Asp 


1 








5 










10 










15 




Ser 


Phe 


Ser 


Thr 
20 


Trp 


Glu 


Met 


Phe 


Ser 
25 


Leu 


Ser 


He 


Leu 


Gin 
30 


Leu 


Pro 


Xaa 


Met 


Tyr 


Thr 


Val 


Ala 


Leu 


Ser 


Gly Thr 


Ser 


He 


Leu 


He 


Phe 


Leu 






35 










40 










45 








He 


Xaa 
50 


Thr 


Asp 


Phe 


Xaa 


Val 
55 


His 


Thr 


Ser 


Leu 


Tyr 
60 


Ser 


Phe 


Xaa 


Val 


Leu 


He 


Asp 


He 


Ala 


He 


Ser 


Val 


Val 


Lys 


He 


Gly 


He 


Glu 


Val 


Phe 


65 










70 










75 










80 


Ser 


Gly 


Lys 


He 


Asn 


Phe 


Ser 


His 


Thr 


Gly 


Cys 


Gly Thr 


Gin 


He 


Phe 










85 










90 










95 




Phe 


Phe 


Leu 


Thr 
100 


Ala 


Gly 


He 


Phe 


Lys 
105 


Tyr 


Val 


Leu 


Leu 


Thr 
110 


Tyr 


Met 


Ala 


Tyr 


Asp 
115 


His 


Asn 


Val 


Ala 


He 
120 


Cys 


Asp 


Leu 


Arg 


Xaa 
125 


Pro 


Thr 


Phe 


Met 


Ser 


Asp 


Gin 


Val 


Phe 


Xaa 


Gin 


Trp Ala 


Val 


Glu 


Ser 


Trp 


He 


Gly 




130 










135 










140 










Gly 


Lys 


Leu 


Ser 


Ser 


Leu 


Ala 


His 


Thr 


He 


Tyr 


He 


Phe 


His 


Leu 


Phe 


145 










150 










155 










160 
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Ser 


Tyr 


Lys 


Ala 


Lys 


Glu 


He 


Ser 


His 


Leu 


Trp 


Pro 


Lys 


Leu 


Phe 


Xaa 










165 










170 










175 




Ser 


Ser 


Ser 


Val 


Gly 


He 


Pro 


Tyr 


He 


Gin 


Asn Asp 


Val 


Phe 


Phe 


Thr 








180 










185 










190 






He 


He 


Thr 


Phe 


Leu 


Phe 


Thr 


Leu 


Leu 


Pro 


Leu 


Thr 


Leu 


Thr 


Leu 


Ser 






195 










200 










205 








Ser 


Lys 


Leu 


He 


Val 


Phe 


Thr 


He 


Leu 


His 


Met 


Asn 


Ser 


Ser 


Asn Gly 




210 










215 










220 










Gly Ala 


Lys 


Ser 


Trp 


His 


Thr 


Tyr 


Cys 


Phe 


His 


Leu 


Ser 


Val 


Leu 


He 


225 










230 










235 










240 


Pro 


Cys 


Cys 


Gly Gin Ala 


He 


Phe 


Val 


Tyr 


Met 


Thr 


Ser 


Ser 


Ser 


Phe 










245 










250 










255 




Xaa 


Thr 


Val 


Asn 


Lys 


Tyr 


Gin 


Thr 


Met 


Ser 


Val 


Leu 


Thr 


Ala 


Xaa 


Leu 








260 










265 










270 






Tyr 


Pro 


Leu 


Leu 


Lys 


Pro 


Leu 


He 


Asp 


He 


Leu 


Lys 


Asn 


Ala 


Glu 


Val 






275 










280 










285 








Ala 


Gly 


Ala 


Trp 


Ser 


Lys 


Phe 


Leu 


Xaa 


Lys 


Lys 


Ala 


Leu 


Lys 


Ser 


Gin 




290 










295 










300 










His 


Leu 


He 


Thr 


Arg 


Ser 


Cys 


Glu 


Asn 


Lys 


Xaa 


Thr 


Thr 


Glu 


Gin 


Ser 


305 










310 










315 










320 



<210> 2157 
<211> 196 
<212> PRT 

<213> Homo sapien (7534025-1-1-1622) 



<400> 2157 



Met 
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Tyr 


Asp 
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Tyr 


Met 
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He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Ser 
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Val 


Leu 


Met 


Gly 


His 


Gly 


Val 


Cys 


Met 


Gly 


Leu 


Met 


Ala 


Ala 


Ala 


Cys 
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Ala 


Cys 
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Thr 


Val 


Ser 


Leu 


Val 


Thr 


Thr 


Ser 


Leu 


Val 


Phe 


His 






35 










40 










45 








Leu 


Pro 


Phe 


His 


Ser 


Ser 


Asn 


Gin 


Leu 


His 


His 


Phe 


Phe 


Cys 


Asp 


He 




50 










55 










60 










Ser 


Pro 


Val 


Leu 


Lys 


Leu 


Ala 


Ser 


Gin 


His 


Ser 


Gly 


Phe 


Ser 


Gin 


Leu 
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80 


Val 


He 


Phe 


Met 


Leu 


Gly 


Val 


Phe 


Ala 


Leu 


Val 


He 


Pro 


Leu 


Leu 


Leu 










85 










90 










95 




He 


Leu 


Val 


Ser 


Tyr 


He 


Arg 


He 


He 


Ser 


Ala 


He 


Leu 


Lys 


He 


Pro 








100 










105 










110 






Ser 


Ser 


Val 


Gly 


Arg 


Tyr 


Lys 


Thr 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 






115 










120 
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He 


Val 


Val 


Thr 


Val 


His 


Tyr 


Ser 


Cys 


Ala 


Ser 


Phe 


He 


Tyr 


Leu 


Arg 
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135 










140 










Pro 


Lys 


Thr 


Asn 


Tyr 


Thr 


Ser 


Ser 


Gin 


Asp 


Thr 


Leu 


He 


Ser 


Val 


Ser 


145 










150 
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Tyr 


Thr 


He 


Leu 


Thr 


Pro 


Leu 


Phe 


Asn 


Pro 


Met 


He 


Tyr 


Ser 


Leu 


Arg 
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170 
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Asn 


Lys 


Glu 


Phe 


Lys 


Ser 


Ala 


Leu 


Arg 


Arg 


Thr 


He 


Gly Gin 


Thr 


Phe 



180 185 190 

Tyr Pro Leu Ser 
195 

<210> 2158 
<211> 307 
<212> PRT 

<213> Homo sapien (7534025-11-6732-9742) 
<220> 

<221> VARIANT 
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<222> (1)...(307) 

<223> Xaa = Any Amino Acid 



<400> 2158 



Met 


He 
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He 


Leu 


He Gly 
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Asn 


Leu 
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Leu 
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He 


Leu 


Leu 
20 


Phe 


Phe 


He 
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Val 
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Met 
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Thr 


He 


Met 


Thr 


Val 


He 
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Leu Asp 


Arg 


Ala 


Leu 
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45 








His 


Thr 
50 


Pro 


Met 


Tyr 


Phe 


Phe 
55 


Leu 


Phe 


Val 


Leu 


Ser 
60 


Cys 


Ser 


Glu 


Thr 


Cys 


Tyr 


Thr 


Leu 


Val 


He 


Val 


Pro 


Lys 


Met 


Leu 


Thr 


Asn 


Leu 


Leu 


Ser 


65 










70 










75 










80 


Ala 


He 


Pro 


Thr 


He 
85 


Ser 


Phe 


Ser 


Gly 


Cys 
90 


Val 


Val 


Gin 


Leu 


Tyr 
95 


Leu 


Phe 


Val 


Gly 


Leu 
100 


Ala 


Cys 


Thr 


Asn 


Cys 
105 


Phe 


Leu 


He 


Ala 


Val 
110 


Met 


Gly 


Tyr 


Asp 


Arg 
115 


Tyr 


Val 


Ala 


He 


Cys 
120 


Asn 


Pro 


Leu 


Asn 


Tyr 
125 


Thr 


Leu 


He 


Val 


Ser 
130 


Xaa 


Ala 


Thr 


Cys 


Met 
135 


Gin 


Leu 


Val 


Leu 


Ala 
140 


Ser 


Ser 


Phe 


Cys 


Gly 


Phe 


Leu 


Thr 


Ser 


Val 


He 


Val 


Asn 


He 


Leu 


Val 


Phe 


Ser 


Val 


Leu 


145 










150 










155 










160 


Leu 


Cys 


Ala 


Ser 


Asn 


Arg 


He 


Asn 


His 


Phe 


Phe Cys 


Asp 


He 


Ser 


Pro 










165 










170 










175 




Val 


He 


Lys 


Leu 


Gly 


Cys 


Thr 


Asp Thr 


Asn 


Leu 


Lys 


Glu 


Met 


Val 


He 








180 










185 










190 






Phe 


Phe 


Leu 
195 


Ser 


He 


Leu 


Val 


Leu 
200 


Leu 


Val 


Pro 


Leu 


Val 
205 


Leu 


He 


Phe 


He 


Ser 
210 


Tyr 


He 


Phe 


He 


Val 
215 


Ser 


Thr 


He 


Leu 


Lys 
220 


He 


Ser 


Ser 


Val 


Glu 


Gly 


Gin 


Cys 


Lys 


Ala 


Phe 


Ala 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


225 










230 










235 










240 


Val 


Val 


Val 


His 


Tyr 
245 


Gly 


Cys 


Ala 


Ser 


Phe 
250 


He 


Tyr 


Leu 


Arg 


Pro 
255 


Thr 


Ser 


Leu 


Tyr 


Ser 


Ser 


Asp 


Lys 


Asp Arg 


Leu 


Val 


Ala 


Val 


Thr 


Tyr 


Thr 








260 










265 










270 






Val 


He 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


Leu 


Val 


Tyr 


Thr 


Leu 


Arg Asn 


Lys 






275 










280 










285 








Glu 


Val 


Lys 


Met 


Ala 


Leu 


Arg 


Lys 


Val 


Leu Gly Arg 


Cys 


Leu 


Asn 


Ser 




290 










295 










300 










Lys 


Thr 


Val 





























305 



<210> 2159 
<211> 321 
<212> PRT 

<213> Homo sapien (7534025-12-11728-15143) 
<220> 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa = Any Amino Acid 

<400> 2159 

Gly Thr Lys Ser He Lys Leu Thr Ser Leu Ser Glu Phe Leu Leu Leu 

15 10 15 

Glu Phe Ser Ser Leu Glu Glu He Gin Gin He Leu Phe Leu Val Cys 

20 25 30 

Leu Trp Leu Tyr Leu He Val Leu Ser Gly Asn He Thr Thr Val Thr 



1275 



BNSDOCID: <WO 01271 58A2_I_> 



WO 01/27158 



PCT/US00/27582 







35 










40 










45 








Val 


He 


Arg 


Leu 


Asp 


Gin 


Ser 


Leu 


His 


He 


Pro 


Val 


Tyr 


Leu 


Phe 


Leu 




50 










55 










60 










Glv 


He 


Leu 


Ser 


He 


Ser 


Gly Thr Cys 


Tyr 


Thr 


Phe 


Val 


He 


Leu 


Pro 


65 










70 










75 










80 


Lys 


Met 


Leu 


He 


Asp 


Leu 


Leu 


Ser 


Leu 


Leu Arg Thr 


He 


Ser 


Phe 


He 








85 










90 










95 




Asn 


Cys 


Ala 


Leu 


Gin 


Met 


Phe 


Phe 


Phe 


Leu Gly 


Phe 


Ala 


Val 


Thr 


Asn 






100 










105 










110 






Phe 


Met 


Phe 


Leu Gly Met 


Thr 


Val 


Tyr Asp 


Ser 


Tyr 


Val 


Ala 


He 


Cys 






115 










120 










125 








His 


Pro 


Leu 


nJL i> 




Pro 


Val 


Leu 


Thr 


Ser 


Tro 


Gin 


He 


Cys 


Lys 


Gin 




130 










135 










140 










Leu 


Ala 


Ala 


1 11X 




Al A 
nXd 


Val 


He 


Val 


Phe 


Phe 


Cvs 


Leu 


Phe 


Val 


Phe 


145 








X 3 \J 










155 










160 


Thr 


Asp 


Arcr 


Leu 


Leu 


Leu 


Arcr 


Phe 


Ser 


Leu 


Leu 


Phe 


Cys 


Gly 


Pro 


Asn 






i 

1DD 










170 










175 




Lys 


He 


Asn 


His 




Phe 


\~y t» 


Asp 


He 


Ser 


Leu 


Leu 


He 


Gin 


Leu 


Ala 






1 on 










185 










190 






Cvs 


Thr 


Asp 


Thr 


Tyr 


He 




Glu 


Leu 


Val 


He 


Phe 


He 


Gly Gly He 




195 










200 










205 








Leu 


Ala 


Leu 


Thr 


Val 


Pro 


T .on 


Met 


Phe 


He 


Cys 


He 


Ser 


Tyr Gly Phe 




210 










_L _> 










220 










He 


Val 


His 


Thr 


He 


Leu 


Arg 


He 


Pro 


Ser 


Cys 


Glu 


Ser 


Lys 


Gin Lys 


225 










230 










235 










240 


Ala 


He 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


He 


Met 


Val 


Val 


Val 


His 


Tyr 










245 










250 










255 




Glv 


Cvs 


Ala 


Ser 


Phe 


Val 


Asn 


Leu 


Xaa 


Pro 


Ser 


Ala 


Lys 


Xaa 


Ser 


Ser 




260 










265 










270 






Ser 


Lys 


Xaa 


Pro 


Ser 


Ser 


Lys 


Asn Arg 


Leu 


Val 


Thr 


Val 


Thr 


Tyr 


Thr 




275 










280 










285 








Val 


Val 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


Met 


Val 


Tyr 


Ser 


Phe 


Lys 


Asn 


Lys 




290 










295 










300 










Asn 


Val 


Gin 


Met 


Ala 


He 


Trp 


Lys 


Val 


He 


Cys 


Gin 


Gly 


Gly 


Phe 


Pro 


305 










310 










315 










320 


Pro 

































<210> 2160 
<211> 324 
<212> PRT 

<213> Homo sapien (7534025-3-4346-5996) 



<400> 2160 



Met 


Thr 


Thr 


He 


He 


Leu 


Glu 


Val 


Asp 


Asn 


His 


Thr 


Val 


Thr 


Thr Arg 


1 








5 










10 










15 




Phe 


He 


Leu 


Leu 


Gly 


Phe 


Pro 


Thr 


Arg 


Pro 


Ala 


Phe 


Gin 


Leu 


Leu 


Phe 








20 










25 










30 






Phe 


Ser 


He 


Phe 


Leu 


Ala 


Thr 


Tyr 


Leu 


Leu 


Thr 


Leu 


Leu 


Glu 


Asn 


Leu 






35 










40 










45 








Leu 


He 


He 


Leu 


Ala 


He 


His 


Ser 


Asp 


Gly Gin 


Leu 


His 


Lys 


Pro 


Met 




50 










55 










60 










Tyr 


Phe 


Phe 


Leu 


Ser 


His 


Leu 


Ser 


Phe 


Leu 


Glu 


Met 


Trp 


Tyr 


Val 


Thr 


65 










70 










75 










80 


Val 


He 


Ser 


Pro 


Lys 


Met 


Leu 


Val 


Asp 


Phe 


Leu 


Ser 


His 


Asp 


Lys 


Ser 










85 










90 










95 




He 


Ser 


Phe 


Asn 


Gly 


Cys 


Met 


Thr 


Gin 


Leu 


Tyr 


Phe 


Phe 


Val 


Thr 


Phe 








100 










105 










110 






Val 


Cys 


Thr 


Glu 


Tyr 


He 


Leu 


Leu 


Ala 


He 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 






115 










120 










125 








Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


Val 


He 


Met 


Thr 


Asn 


Gin 
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130 










135 










140 










Leu 


Cys 


Gly 


Thr 


Leu 


Ala 


Gly 


Gly 


Cys 


Trp 


Phe 


Cys 


Gly 


Leu 


Met 


Thr 


145 






150 










155 










160 


Ala 


Met 


He 


Lys 


Met 


Val 


Phe 


He 


Ala 


Gin 


Leu 


His 


Tyr 


Cys 


Gly 


Met 








165 










170 










175 




Pro 


Gin 


He 


Asn 
180 


His 


Tyr 


Phe 


Cys 


Asp 
185 


He 


Ser 


Pro 


Leu 


Leu 
190 


Asn 


Val 


Ser 


Cys 


Glu 
195 


Asp 


Ala 


Ser 


Gin 


Ala 
200 


Glu 


Met 


Val 


Asp 


Phe 
205 


Phe 


Leu 


Ala 


Leu 


Met 
210 


Val 


He 


Ala 


He 


Pro 
215 


Leu 


Cys 


Val 


Val 


Val 
220 


Ala 


Ser 


Tyr 


Ala 


Ala 


He 


Leu 


Ala 


Thr 


He 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Gin 


Gly 


Arg 


Gin 


225 










230 










235 










240 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


He 


Leu 


Phe 








245 










250 










255 




Tyr 


Ser 


Met 


Thr 


Leu 


Phe 


Thr 


Tyr 


Ala 


Arg 


Pro 


Lys 


Leu 


Met 


Tyr 


Ala 






260 










265 










270 






Tyr 


Asn 


Ser 


Asn 


Lys 


Val 


Val 


Ser 


Val 


Leu 


Tyr 


Thr 


Val 


He 


Val 


Pro 




275 










280 










285 








Leu 


Leu 
290 


Asn 


Pro 


He 


He 


Tyr 
295 


Cys 


Leu 


Arg 


Asn 


His 
300 


Glu 


Val 


Lys 


Ala 


Ala 


Leu 


Arg 


Lys 


Thr 


He 


His 


Cys 


Arg 


Gly 


Ser 


Gly 


Pro 


Gin 


Gly 


Asn 


305 










310 










315 










320 


Gly 


Ala 


Phe 


Ser 



























<210> 2161 
<211> 305 
<212> PRT 

<213> Homo sapien (7534103-14-4211-5521) 



<400> 2161 



Met 


Val 


Ala 


Thr 


Asn 


Asn 


Val 


Thr 


Glu 


He 


He 


Phe 


Val 


Gly 


Phe 


Ser 


1 








5 










10 










15 




Gin 


Asn 


Trp 


Ser 


Glu 


Gin 


Arg 


Val 


He 


Ser 


Val 


Met 


Phe 


Leu 


Leu 


Met 








20 










25 










30 






Tyr 


Thr 


Ala 


Val 


Val 


Leu 


Gly 


Asn 


Gly 


Leu 


He 


Val 


Val 


Thr 


He 


Leu 




35 










40 










45 








Ala 


Ser 


Lys 


Val 


Leu 


Thr 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Tyr 


Leu 




50 










55 










60 










Ser 


Phe 


Val 


Glu 


He 


Cys 


Tyr 


Cys 


Ser 


Val 


Met 


Ala 


Pro 


Lys 


Leu 


He 


65 










70 










75 










80 


Phe 


Asp 


Ser 


Phe 


He 


Lys 


Arg 


Lys 


Val 


He 


Ser 


Leu 


Lys 


Gly 


Cys 


Leu 










85 










90 










95 




Thr 


Gin 


Met 


Phe 


Ser 


Leu 


His 


Phe 


Phe 


Gly 


Gly 


Thr 


Glu 


Ala 


Phe 


Leu 








100 










105 










110 






Leu 


Met 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Met 


Ala 


He 


Met 


Asn 


Gin 


Arg 


Met 


Cys 


Gly 


Leu 


Leu 


Val 


Arg 




130 










135 










140 










He 


Ala 


Trp 


Gly 


Gly 


Gly 


Leu 


Leu 


His 


Ser 


Val 


Gly 


Gin 


Thr 


Phe 


Leu 


145 










150 










155 










160 


He 


Phe 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


He 


Met 


Asp 


His 


Tyr 


Phe 










165 










170 










175 




Cys 


Asp 


Val 


His 


Pro 


Val 


Leu 


Glu 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Phe 


Phe 






180 










185 










190 






He 


Ser 


Leu 


Leu 


He 


He 


Thr 


Asn 


Gly 


Gly 


Ser 


He 


Ser 


Val 


Val 


Ser 






195 










200 










205 








Phe 


Phe 


Val 


Leu 


Met 


Ala 


Ser 


Tyr 


Leu 


He 


He 


Leu 


His 


Phe 


Leu 


Arg 




210 










215 










220 










Ser 


His 


Asn 


Leu 


Glu 


Gly 


Gin 


His 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Ala 


Ser 
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225 










230 








Vol 


Thr 


Val 


vox 




Leu 


Phe 










245 








lie 


Arg 


Pro Cys 


VclJ. 


xxix 


L6U 


XT x. v 








260 










Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Leu 


Leu 






275 










280 


Asn 


Ala 


Glu 


Val 


Lys 


Asn 


Ala 


Met 




290 










295 




He 
















305 





















235 










240 


Phe 


He 
250 


Pro 


Cys 


Ser 


Leu 


Val 
255 


Tyr 


Ala 


Asp 


Lys 


He 


Val 


Ala 


Val 


Phe 


265 










270 






Asn 


Pro 


Val 


He 


Tyr 
285 


Ser 


Phe 


Arg 


Arg Arg 


Phe 


He Gly Gly Lys 


Val 



300 



<210> 2162 
<211> 301 
<212> PRT 

<213> Homo sapien (7534103-16-19899-21252) 



<220> 

<221> VARIANT 

<222> (1) . . . (301) 

<223> Xaa = Any Amino Acid 



<400> 2162 



Met 


Ala 


Ser 


Thr 


Asn 


Asn 


Val 


Thr 


Glu 


Ser 


Met 


He 


Thr 


Ser 


Leu 


Pne 


1 








5 










10 










lb 




Gin 


Asp 


Pro 


Ala 


Val 


Gin 


Arg 


Val 


Cys 


Phe 


Val 


Val 


Phe 


Leu 


Pro 


val 








20 










25 










J u 






Tyr 


Leu 


Ala 


Met 


Glu 


val 


Gly 


Asn 


Gly 


Leu 


lie 


Val 


Leu 


inr 


vai 


Ser 






Jo 










A f\ 

40 










45 








XJ.e 


Ser 


Lys 


Ser 


Leu 


His 


Ser 


Pro 


Val 


Tyr 


rile 


Phe 


Leu 


Ser 


Tyr 


Leu 




bu 










55 










60 










Ser 


Leu 


Met 


Glu 


He 


Ser 


Tyr 


Phe 


Thr 


Val 


Val 


Pro 


Lys 


Phe 


He 


Thr 


65 










70 










75 










80 


Asp 


Leu 


Leu 


Ala 


Lys 


He 


Lys 


Ala 


He 


Ser 


Leu 


Glu 


Gly 


Tyr 


Leu 


Ala 










85 










90 










95 




Gin 


He 


Phe 


Leu 


His 


Phe 


Phe 


Gly 


He 


Pro 


Trp 


He 


Phe 


Leu 


Leu 


Pro 








100 










105 










110 






Leu 


Met 


Thr 


Asn 


Asp 


Gin 


Tyr 


Met 


Ala 


Asn 


Cys 


Lys 


Leu 


Tyr 


Tyr 


Tyr 






115 










120 










125 








Thr 


Thr 


He 


Met 


Ser 


Cys 


Arg 


Val 


Cys 


His 


Leu 


Leu 


Val 


Ala 


Gly 


Phe 




130 










135 










140 










Trp 


Leu 


Arg 


Gly 


He 


He 


His 


Ser 


Met 


Val 


Gin 


He 


Leu 


Val 


Ser 


Val 


145 










150 










155 










160 


Gin 


Leu 


Phe 


Phe 


Cys 


Gly 


Pro 


Asn 


Met 


He 


Asp 


His 


Ser 


Phe 


Cys 


Asp 










165 










170 










175 




Leu 


Gin 


Val 


Leu 


Phe 


Lys 


Leu 


Ala 


Cys 


Thr 


Asp 


Thr 


Phe 


Val 


Glu 


Gly 








180 










185 










190 






Val 


He 


Val 


Leu 


Ala 


Asn 


Ser 


Glu 


Leu 


Val 


Ser 


Val 


Phe 


Phe 


Leu 


He 






195 










200 










205 








Leu 


Val 


Ser 


Ser 


Tyr 


He 


He 


He 


Leu 


Val 


Asn 


Leu Arg 


Asn 


His 


Ser 




210 










215 










220 










Ala 


Glu 


Gly 


Arg 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Ala 


Ser 


Tyr 


Leu 


Val 


225 










230 










235 










240 


Phe 


Xaa 


Thr 


Cys 


He 


Phe 


Leu 


Tyr 


Val 


Xaa 


Leu 


Ser 


Ser 


Thr 


Phe 


Thr 










245 










250 










255 




Lys 


Asp 


Lys 


Leu 


Val 


Ala 


Val 


Phe 


Tyr Val 


Val 


He 


Thr 


Pro 


Met 


Leu 








260 










265 










270 






Asn 


Pro 


Phe 


lie 


Tyr 


Thr 


Leu 


Gly 


Asn 


Ala 


Glu 


Met 


Lys 


He 


Thr 


Met 






275 










280 










285 








Arg 


Arg 


Leu 


Leu 


Gly Arg Thr 


Val 


Asn 


Ser 


Gly 


Met 


Glu 










290 










295 










300 
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<210> 2163 
<211> 134 
<212> PRT 

<213> Homo sapien (7534103-16-5480-6475) 
<220> 

<221> VARIANT 

<222> (1)...(134) 

<223> Xaa = Any Amino Acid 

<400> 2163 



Cys 


Phe 


Cys 


Gly 


Phe 


Ala 


Val 


Leu 


Thr 


Ser 


Cys 


Leu 


Phe 


Cys 


Leu 


Thr 


1 








5 










10 










15 




Pro 


Glu 


Arg 


Xaa 


His 


Asn 


Thr 


Leu 


Arg 


Met 


Ala 


Leu Gly 


Ser 


His 


Arg 








20 










25 










30 






Phe 


Pro 


Ser 
35 


Xaa 


Pro 


He 


Lys 


Lys 
40 


Asn 


Tyr 


Lys 


Trp 


Pro 
45 


His 


Tyr 


Gin 


Pro 


Glu 
50 


Leu 


Leu 


Pro 


His 


Trp 
55 


Ser 


Ser 


Lys 


Thr 


Glu 
60 


Arg 


He 


Cys 


Ser 


Pro 


Ala 


Pro 


Ser 


Gly 


Leu 


Glu 


Met 


Leu 


Arg 


Asn 


Ala 


Lys 


Pro 


Leu 


Gly 


65 










70 










75 










80 


Phe 


Gin 


Leu 


Tyr 


Leu 
85 


He 


Xaa 


Asn 


Glu 


Gin 
90 


Ser 


Arg 


Leu 


Ala 


Pro 
95 


Gin 


Gly 


Val 


Pro 


Gin 
100 


Lys 


Thr 


Xaa 


Ser 


Leu 
105 


Cys 


Ser 


Ser 


Ala 


Leu 
110 


Ser 


Ser 


Tyr 


Cys 


Leu 


Lys 


Asp 


Thr 


Gly 


Gly 


Gly 


Gly 


Lys 


Xaa 


Ser 


Gly Glu Arg 






115 










120 










125 








Ser 


Ser 


Phe 


Pro 


Arg 


Glu 























130 



<210> 2164 
<211> 307 
<212> PRT 

<213> Homo sapien (7547121-7-14093-14713) 
<220> 

<221> VARIANT 

<222> (1)...(307) 

<223> Xaa = Any Amino Acid 



<400> 2164 



Leu 


He 


Leu 


He 


Ser 


Leu 


Xaa 


Val 


Leu 


He 


Ser 


Xaa 


Gin 


Lys 


Leu 


Leu 


1 








5 










10 










15 




Phe 


Val 


Thr 


Cys 


Leu 


Val 


Val 


Tyr 


Leu 


Val 


Thr 


Leu 


Leu 


Gly Asn 


Arg 








20 










25 










30 






He 


Gin 


He 
35 


He 


Pro 


Thr 


Leu 


Leu 
40 


Val 


Ser 


His 


Leu 


Tyr 
45 


Leu 


Cys 


His 


Gly 


Asn 
50 


Pro 


Ser 


Phe 


Leu 


Asp 
55 


He 


Gly 


Leu 


Thr 


Ser 
60 


Ser 


Phe 


Thr 


Pro 


Ser 


He 


Leu 


He 


Asn 


Phe 


Leu 


Ser 


Glu 


Gly 


Lys 


Lys 


Leu 


Ser 


Phe 


Thr 


65 










70 










75 










80 


Asp 


Cys 


He 


He 


Gin 
85 


Met 


Ser 


He 


Phe 


Tyr 
90 


Ser 


Met 


Gly 


Ser 


Thr 
95 


Glu 


Cys 


Val 


Leu 


Leu 
100 


Ala 


Val 


Met 


Ala 


Tyr 
105 


Asp 


Asn 


Cys 


Val 


Val 
110 


He 


Ser 


Lys 


Phe 


Leu 
115 


Arg 


Tyr 


Pro 


Leu 


He 
120 


He 


Asn 


Lys 


Val 


Asn 
125 


Lys 


He 


Lys 


Lys 


Val 
130 


Leu 


Cys 


Val 


Phe 


Met 
135 


Ala 


Thr 


Val 


Ser 


Tyr 
140 


Glu 


Leu 


Gly 


Phe 


Leu 


Asn 


Arg 


Gin 


Asn 


Val 


Leu 


He 


Val 


Thr 


Tyr 


Ala 


Met 


His 


Phe 


Cys 
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145 150 155 160 

Gly Lys His lie lie Asn His Phe Tyr Lys lie Leu Gin Leu Met Pro 

165 170 175 

Leu Ala Cys lie Asp He Ser Leu Asn Glu Asn He He He Leu Gly 

180 185 190 

Lys Val Asn Phe Ser Phe Thr Leu Leu Leu Pro Phe Gin Phe Phe He 

195 200 205 

Phe Ser Phe Leu Tyr Phe His His Leu Cys Cys He Glu He Asn Ser 

210 215 220 

Ala Glu Gly Arg Lys Lys Val Ser Ser Thr Cys Ser Ala His He Thr 
225 230 235 240 

Val Val He Val Phe His Arg Thr He Leu Phe Met Tyr He Lys Ser 

245 250 255 

Thr Ser Asn Gly Thr Thr Ser Glu Lys Leu Val Asp Leu Phe Cys Gly 

260 265 270 

Val Val Met Leu Met Leu Asn Leu He He Tyr Ser Leu Gly Asn Met 

275 280 285 

Glu Val Leu Gly Val Met Lys Lys Leu He Ser Met Ser Arg Pro Trp 

290 295 300 

Cys Trp Lys 
305 

<210> 2165 
<211> 214 
<212> PRT 

<213> Homo sapien (7622326-1-2092-6993) 
<220> 

<221> VARIANT 

<222> (1)...(214) 

<223> Xaa = Any Amino Acid 

<400> 2165 

Cys Leu Leu Xaa Leu Tyr Gin Val Cys Leu Leu Thr Arg Asp Pro He 

1 5 10 15 

Leu Gin Asp Leu His Xaa Lys Pro Arg He Tyr Cys Ser Pro Cys Leu 

20 25 30 

Xaa Val Tyr Ser Leu Gly Leu Asp Arg Xaa Xaa Val Phe Leu Thr Met 

35 40 45 

Thr Gin Ser Val Leu Trp Asn Glu Pro Val Cys Phe Met Phe Ser Xaa 

50 55 60 

Met Pro Phe Cys Leu Ser Xaa He Leu Pro Xaa Thr Tyr Tyr Glu Gin 
65 70 75 80 

Val Val Met Leu Asn Leu Val Cys Ala Asp He Thr Tyr He Val His 

85 90 95 

Thr Cys Gly Leu Phe Met Ala Phe Ser Val Asp Gly Phe Asp He Phe 

100 105 110 

Gly He He He His Arg Tyr Gin Thr Leu Gin Ala Val Leu Xaa Leu 

115 120 125 

Pro Ala Lys Glu Ser Val Pro Lys Val Phe Ser He Tyr Ala Phe His 

130 135 140 

He Cys Val Thr Leu Tyr Leu Leu Met He Gly Phe Tyr Ser Phe Phe 
145 150 155 160 

Ser Cys Cys Phe Ser Tyr His Thr Leu Thr Val He Pro He Ser Phe 

165 170 175 

Ser Ser Phe Tyr Ser Leu Val Pro Ser Met Phe Asn Thr He Thr Cys 

180 185 190 

Gly Val Lys Ser Lys His He Gin Glu Asn Met Val Gin Arg Phe Cys 

195 200 205 

Gly Lys He Ser Cys His 
210 



1280 



BNSDOCID: <WO_0127158A2J_> 



WO 01/27158 



PCT/US00/27582 



<210> 2166 
<211> 321 
<212> PRT 

<213> Homo sapien (7622326-2-5218-6423) 
<400> 2166 

Met Thr lie Leu Leu Asn Ser Ser Leu Gin Arg Ala Thr Phe Phe Leu 

15 10 15 

Thr Gly Phe Gin Gly Leu Glu Gly Leu His Gly Trp He Ser He Pro 

20 25 30 

Phe Cys Phe He Tyr Leu Thr Val He Leu Gly Asn Leu Thr He Leu 

35 40 45 

His Val He Cys Thr Asp Ala Thr Leu His Gly Pro Met Tyr Tyr Phe 

50 55 60 

Leu Gly Met Leu Ala Val Thr Asp Leu Gly Leu Cys Leu Ser Thr Leu 
65 70 75 80 

Pro Thr Val Leu Gly He Phe Trp Phe Asp Thr Arg Glu He Gly He 

85 90 95 

Pro Ala Cys Phe Thr Gin Leu Phe Phe He His Thr Leu Ser Ser Met 

100 105 HO 

Glu Ser Ser Val Leu Leu Ser Met Ser He Asp Arg Ser Val Ala Val 

115 120 125 

Cys Asn Pro Leu His Asp Ser Thr Val Leu Thr Pro Ala Cys He Val 

130 135 140 

Lys Met Gly Leu Ser Ser Val Leu Arg Ser Ala Leu Leu He Leu Pro 
145 150 155 160 

Leu Pro Phe Leu Leu Lys Arg Phe Gin Tyr Cys His Ser His Val Leu 

165 170 175 

Ala His Ala Tyr Cys Leu His Leu Glu He Met Lys Leu Ala Cys Ser 

180 185 190 

Ser He He Val Asn His He Tyr Gly Leu Phe Val Val Ala Cys Thr 

195 200 205 

Val Gly Val Asp Ser Leu Leu He Phe Leu Ser Tyr Ala Leu He Leu 

210 215 220 

Arg Thr Val Leu Ser He Ala Ser His Gin Glu Arg Leu Arg Ala Leu 
225 230 235 240 

Asn Thr Cys Val Ser His He Cys Ala Val Leu Leu Phe Tyr He Pro 

245 250 255 

Met He Gly Leu Ser Leu Val His Arg Phe Gly Glu His Leu Pro Arg 

260 265 270 

Val Val His Leu Phe Met Ser Tyr Val Tyr Leu Leu Val Pro Pro Leu 

275 280 285 

Met Asn Pro He He Tyr Ser He Lys Thr Lys Gin He Arg Gin Arg 

290 295 300 

He He Lys Lys Phe Gin Phe He Lys Ser Leu Arg Cys Phe Trp Lys 
305 310 315 " 320 

Asp 



<210> 2167 
<211> 345 
<212> PRT 

<213> Homo sapien (7622326-3-3672-5330) 
<220> 

<221> VARIANT 

<222> (1) . . . (345) 

<223> Xaa = Any Amino Acid 

<400> 2167 
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Met His Leu Pro Asn Ser Ser Glu lie Ala lie Thr Thr Phe Phe Leu 

15 10 15 

lie Gly lie Pro Gly Leu Glu His Ala His lie Trp He Ser Val Pro 

20 25 30 

He Cys Leu Met Tyr Leu Val Ala He Leu Gly Asn Cys Thr lie Leu 

35 40 45 

Phe Val He Arg Thr Glu Pro Ser Leu His Ala Pro Met Tyr Tyr Phe 

50 55 60 

Leu Ser Met Leu Ala Val Ser Asp Leu Gly Leu Ser Leu Ser Tyr Leu 
65 70 75 80 

Pro Thr Met Leu Arg He Phe Val Phe Asn Ala Thr Gly He Ser Ser 

85 90 95 

Asn Ala Arg Phe Ala Gin Glu Phe Phe He His Gly Phe Thr Asp Met 

100 105 HO 

Glu Ser Ser Val Leu Leu Val Met Ser Phe Asp Arg Phe Leu Ala He 

115 120 125 

Cys His Pro Leu Arg Tyr He Ser Glu Val Leu Val Ser Cys He Leu 

130 135 140 

Thr Ser Ala Arg Val Ala Lys Met Gly Leu Leu Phe Leu He Lys Arg 
145 150 155 160 

Glu Thr Thr Leu Asn Ser Leu Lys Glu Thr Thr Asn Ser Val Leu Leu 

165 170 175 

Val Leu Pro Phe Pro Phe Thr Leu Thr Arg Leu Thr Tyr Cys Arg Lys 

180 185 190 

Ser Leu Leu Ser His Ser Tyr Cys Leu His Gin Asp Val Arg Lys Leu 

195 200 205 

Ala Cys Ser Asp Asn Thr Val Asn Phe Phe Tyr Gly Phe Phe Leu Ala 

210 215 220 

Leu Cys Met Met Ser Glu Ser Val Phe He Thr Val Ser Tyr Val Leu 
225 230 235 240 

He Leu Lys Thr He Met Gly He Gly Ser His Arg Glu Arg Leu Lys 

245 250 255 

Ala Leu Asn Thr Cys Val Ser His He Cys Ala Val Leu He Phe Tyr 

260 265 270 

Ala Pro Val He Ala Leu Ala Ser Met His Cys Phe Ala Ser Met Asn 

275 280 285 

Cys Phe Gly Lys His Arg Ser Pro Leu Ala Met He Leu He Ala Asp 

290 295 300 

Val Phe Leu Leu Val Pro Pro Leu Met Asn Pro He Val Tyr Cys Val 
305 310 315 320 

Lys Thr Gin Gin He His Glu Lys Val Leu Gly Lys Leu Gly Leu Gin 

325 330 335 

Gin Arg Cys Gin Xaa Thr Trp Tyr Lys 
340 345 

<210> 2168 
<211> 325 
<212> PRT 

<213> Homo sapien (7622326-4-1-4013) 
<220> 

<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa = Any Amino Acid 

<400> 2168 

Leu Thr Met Pro His Leu Ser Asn Thr Thr Ser Glu Phe Pro He Phe 

15 10 15 

Leu Leu Thr Gly Phe Pro Gly Leu Glu Ala Phe His He Trp He Ser 

20 25 30 

He Pro Phe Phe Leu Leu Ser Thr Val Ala Leu Leu Gly Asn Ser Met 



1282 



BNSDOCID: <WO 0127158A2_I_> 



WO 01/27158 



PCT/USOO/27582 



35 40 45 



He 


Leu 


Leu 


Val 


Val 


He Leu 


Glu 


Pro 


Asn 


Leu 


His 


Glu 


Pro 


Met 


Tyr 




50 








55 










60 








Cys 


Phe 


Leu 


Phe 


Met 


Leu Ser 


Ala 


Ala 


Asp 


Leu Gly Leu 


Thr 


Leu 


Ser 


65 










70 








75 










80 


Thr 


Met 


Pro 


Thr 


Thr 


Leu Ser 


Val 


Leu 


Trp 


Phe 


Ser 


Ala 


Arg 


Glu 


He 










85 








90 










95 ' 




He 


Leu 


Asn 


Ala 


Cys 


He He 


Gin 


Leu 


Phe 


Phe 


" Leu 


His 


Ser 


Ser 


Gly 








100 








105 










110 






Phe 


Met 


Glu 


Ser 


Ser 


Val Leu 


Met 


Ala 


Met 


Ala 


Phe 


Asp 


Arg 


Phe 


Val 






115 








120 










125 








Ala 


He 


Cys 


Arg 


Pro 


Leu Arg 


Tyr 


Ala 


Thr 


He 


Leu 


Thr Asp 


Ser 


Arg 




130 








135 










140 










He 


Leu 


Lys 


He 


Gly 


Val Ala 


He 


Val 


Leu 


Arg 


Thr 


Leu 


He 


Ser 


Leu 


145 










150 








155 










160 


Ser 


Pro 


Ser 


Leu 


Phe 


Leu He 


Lys 


Arg 


Leu 


Ser 


Phe Cys 


Lys 


Val 


Asn 










165 








170 










175 




Val 


Leu 


Ser 


His 


Ser 


Tyr Cys 


Phe 


His 


Pro 


Asp Ala 


Leu 


Lys 


Val 


Ala 








180 








185 










190 






Cys 


Ser 


Asp 


Ser 


Arg 


Met Asn 


Ser 


Tyr 


Gly Gly Leu Ala Val 


Leu 


He 






195 








200 










205 








Leu 


Val 


Thr 


Gly Val 


Gly Thr 


Pro 


Cys 


Val 


Ala 


Leu 


Ser 


Tyr 


He 


Leu 




210 








215 










220 










He 


He 


His 


Ser 


Val 


Leu Asn 


He 


He 


Ser 


Ser 


Glu 


Gly Arg 


Arg 


Lys 


225 










230 








235 










240 


Ala 


Phe 


Asp 


Thr 


Cys 


Gly Ser 


His 


He Gly Ala 


Val 


Ala 


Val 


Phe 


Tyr 










245 








250 










255 




He 


Pro 


Trp 


Val 


Val 


Leu Ser 


Val 


Val 


His 


Arg 


Phe 


Phe 


His 


Lys 


Ala 








260 








265 










270 






Ser 


Pro 


Tyr 


Val 


His 


Pro Leu 


Leu 


Ser 


Asn 


He 


Tyr 


Phe 


Leu Gly 


Pro 






275 








280 










285 








Ser 


Arg 


Leu 


Asn 


Pro 


He He 


Tyr 


Ser 


Val 


Lys 


Thr 


Lys 


Gin 


He 


Arg 




290 








295 










300 










Arg 


Ala 


He 


Leu 


Lys 


Leu Phe 


Gin 


Thr 


Lys 


Ser 


Lys 


Glu 


Met 


Xaa 


Trp 


305 










310 








315 










320 


Gly 


Leu 


Phe 


Phe 


Leu 























325 



<210> 2169 
<211> 319 
<212> PRT 

<213> Homo sapien (7622326-7-11006-13674) 
<220> 

<221> VARIANT 

<222> (1) . . . (319) 

<223> Xaa = Any Amino Acid 



<400> 2169 
























Met 


Ser 


Pro 


Leu Asn Asp Thr 


Lys 


Met 


Glu 


Val 


Leu Arg 


Phe 


Leu 


Leu 


1 








5 






10 










15 




He 


Gly 


He 


Thr 


Gly Leu Glu 


Lys 


Ser 


Arg 


Thr 


Trp 


He 


Ser 


He 


Pro 








20 






25 










30 






Phe 


Leu 


Ser 


Val 


Tyr Leu Leu 


Ser 


Trp 


Met 


Gly Asn 


Phe 


Thr 


Val 


Leu 






35 






40 










45 








Phe 


Phe 


He 


Lys 


Thr Glu Gin 


Ser 


Leu 


His 


Glu 


Pro 


Met 


Tyr 


Tyr 


Leu 




50 






55 










60 










Leu 


Ser 


Met 


Leu 


Ser He Ser 


Asp 


Leu 


Gly Leu 


Ser 


Leu 


Ser 


Ser 


Leu 


65 








70 








75 










80 


Pro 


He 


Thr 


Leu 


Gly Leu Phe 


Leu 


Phe 


Asp 


Val 


His 


Glu 


He 


His 


Ala 



85 90 95 
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Ala Pro Cys Phe Ala Xaa Glu Phe Phe lie His Leu Phe Thr Val Ser 

100 105 110 

Glu Ala Ser Val Leu Ser Val Met Ala Phe Asp Trp Tyr Val Ala lie 

115 120 125 

His Ser Pro Leu Arg Tyr Ser Thr lie Leu Thr Ser Pro Arg Ala lie 

130 135 140 

Lys Thr Gly Val Leu Leu Thr Ser Lys Asn Val Leu Leu lie Leu Pro 
145 150 155 160 

Leu Pro Phe Leu Leu Gin Arg Leu Arg Tyr Cys His Gin Asn Leu Leu 

165 170 175 

Ser His Ser Tyr Cys Leu His Gin Asp Val Met Lys Leu Met Cys Ser 

180 185 190 

Asp Asn Thr Val Asn Val Val Tyr Gly Leu Cys Ala Gly Leu Ser Thr 

195 200 205 

Met Leu Asp Leu Val Phe lie Thr Phe Ser Xaa lie Met lie Leu Arg 

210 215 220 

Ala Val Leu Gly lie Ala Thr Pro Arg Gin Gin Phe Lys Ala Leu Asn 
225 230 235 240 

Thr Cys lie Ser His lie Cys Ala Val Leu lie Phe Tyr Val Pro Met 

245 250 255 

Leu Ser Ala Ala Met Leu His Gin Phe Ala Arg Asp Val Ser Pro Met 

260 265 270 

lie His Val Leu Met Ala Asp lie Phe Leu Leu Val Pro Pro Leu Leu 

275 280 285 

Asn Pro lie Val Tyr Cys Val Lys Thr His Gin lie Arg Glu Lys Val 

290 295 300 

Val Gly Lys Leu Cys Pro Lys Val Ser Xaa Ser Lys Glu Xaa Glu 
305 310 315 

<210> 2170 
<211> 323 
<212> PRT 

<213> Homo sapien (7622326-8-11210-13439) 
<400> 2170 

Met Ser Thr Leu Pro Thr Gin lie Ala Pro Asn Ser Ser Thr Ser Met 

15 10 15 

Ala Pro Thr Phe Leu Leu Val Gly Met Pro Gly Leu Ser Gly Ala Pro 

20 25 30 

Ser Trp Trp Thr Leu Pro Leu He Ala Val Tyr Leu Leu Ser Ala Leu 

35 40 45 

Gly Asn Gly Thr He Leu Trp He lie Ala Leu Gin Pro Ala Leu His 

50 55 60 

Arg Pro Met His Phe Phe Leu Phe Leu Leu Ser Val Ser Asp He Gly 
65 70 75 80 

Leu Val Thr Ala Leu Met Pro Thr Leu Leu Gly lie Ala Leu Ala Gly 

85 90 95 

Ala His Thr Val Pro Ala Ser Ala Cys Leu Leu Gin Met Val Phe He 

100 105 110 

His Val Phe Ser Val Met Glu Ser Ser Val Leu Leu Ala Met Ser He 

115 120 125 

Asp Arg Ala Leu Ala He Cys Arg Pro Leu His Tyr Pro Ala Leu Leu 

130 135 140 

Thr Asn Gly Val He Ser Lys He Ser Leu Ala He Ser Phe Arg Cys 
145 150 155 160 

Leu Gly Leu His Leu Pro Leu Pro Phe Leu Leu Ala Tyr Met Pro Tyr 

165 170 175 

Cys Leu Pro Gin Val Leu Thr His Ser Tyr Cys Leu His Pro Asp Val 

180 185 190 

Ala Arg Leu Ala Cys Pro Glu Ala Trp Gly Ala Ala Tyr Ser Leu Phe 
195 200 205 
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Val Val Leu Ser Ala Met Gly Leu Asp Pro Leu Leu lie Phe Phe Ser 

210 215 220 

Tyr Gly Leu lie Gly Lys Val Leu Gin Gly Val Glu Ser Arg Glu Asp 
225 230 235 240 

Arg Trp Lys Ala Gly Gin Thr Cys Ala Ala His Leu Ser Ala Val Leu 

245 250 255 

Leu Phe Tyr lie Pro Met lie Leu Leu Ala Leu lie Asn His Pro Glu 

260 265 270 

Leu Pro lie Thr Gin His Thr His Thr Leu Leu Ser Tyr Val His Phe 

275 280 285 

Leu Leu Pro Pro Leu lie Asn Pro lie Leu Tyr Ser Val Lys Met Lys 

290 295 300 

Glu lie Arg Lys Arg lie Leu Asn Arg Leu Gin Pro Arg Lys Val Gly 
305 310 315 320 

Gly Ala Gin 



<210> 2171 
<211> 328 
<212> PRT 

<213> Homo sapien (7631097-4-2553-4836) 
<220> 

<221> VARIANT 

<222> (1) . . . (328) 

<223> Xaa = Any Amino Acid 



<400> 2171 



Met 


Leu 


Pro 


Ser 


Gin 


Thr 


Tyr 


Val 


Asn 


He 


Ser 


Phe 


Phe 


Gin 


Pro 


Pro 


1 








5 










10 










15 




Ala 


Leu 


Leu 


Met 


He 


Gly 


He 


Pro 


Gly 


Leu 


Glu 


Ala 


Val 


His 


Gly 


Trp 








20 










25 










30 






Leu 


Ala 


He 


Pro 


Phe 


Ser 


Ser 


Met 


Tyr 


Thr 


Val 


Ala 


Leu 


Pro 


Gly 


Asn 






35 










40 










45 








Cys 


Leu 


He 


Leu 


Leu 


Ala 


Val 


Lys 


Arg 


Asn 


Pro 


Ser 


Leu 


His 


Gin 


Pro 


50 










55 










60 










Met 


Cys 


Tyr 


Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Leu 


Pro 


Lys 


Ala 


Gly 


Leu 


Thr 


65 






70 










75 










80 


Leu 


Ser 


Thr 


Leu 


Pro 


He 


Thr 


Leu 


Ala 


Val 


Leu 


Trp 


Phe 


Asp 


His 


Arg 










85 










90 










95 




Leu 


Met 


Gly 


Phe 


Asn 


Ala 


Cys 


Leu 


Val 


Gin 


Met 


Phe 


Phe 


Leu 


His 


Ser 








100 










105 










110 






Ser 


Val 


Val 


Glu 


Ser 


Ser 


Val 


Leu 


Leu 


Ala 


He 


Ser 


Phe 


Asp 


His 


Phe 






115 










120 










125 








Val 


Ala 


He 


Ser 


Asn 


Pro 


Leu 


His 


Tyr 


Ala 


Ala 


Val 


Leu 


Thr 


Asn 


Ser 




130 










135 










140 










Val 


He 


He 


Arg 


He 


Gly 


Leu 


Ala 


He 


Val 


Ala 


Arg 


Ser 


Tyr 


Leu 


Val 


145 










150 










155 










160 


Pro 


Leu 


Pro 


Val 


Pro 


Phe 


Pro 


Val 


Lys 


Ser 


Leu 


Asn 


Phe 


Cys 


Pro 


Gly 










165 










170 










175 




Asp 


Asn 


He 


Pro 


Ser 


His 


Ser 


Phe 


Cys 


Phe 


His 


Pro 


Asp 


Val 


Met 


Arg 






180 










185 










190 






Arg 


Ala 


Cys 


Ala 


Asp 


He 


Thr 


He 


Asn 


He 


Cys 


Tyr 


Gly 


Val 


Tyr 


Val 






195 










200 










205 








Val 


Val 


Ser 


Thr 


Gly 


Gly 


Leu 


Asp 


Ser 


Leu 


Leu 


He 


Phe 


Leu 


Ser 


Tyr 




210 










215 










220 










Thr 


Phe 


He 


Leu 


His 


Thr 


Val 


Met 


Gly 


Leu 


Ala 


Ala 


Pro 


Arg 


Glu 


Arg 


225 










230 










235 










240 


He 


Trp 


Ala 


Leu 


Asn 


Thr 


Cys 


Val 


Ser 


His 


He 


Pro 


Ala 


Val 


Phe 


Val 










245 










250 










255 




Phe 


Phe 


He 


Pro 


Gly 


He 


Thr 


Val 


Ser 


Met 


He 


His 


His 


Phe 


Gly 


Arg 
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260 265 270 

His Leu Pro His lie Val His Ala Leu Val Thr Tyr Val Tyr Leu Val 

275 280 285 

Met Pro Ser Val Leu His Pro lie lie Tyr Ser Met Lys Ser Lys Pro 

290 295 300 

lie Arg Glu Ala lie Leu Arg Met Leu Met Gly Arg Ser Gin Gly Xaa 
305 310 315 " 320 

Xaa Asn Tyr Lys lie Leu Xaa Gly 
325 

<210> 2172 
<211> 278 
<212> PRT 

<213> Homo sapien (7631097-7-11130-14291) 
<400> 2172 

Met Tyr Ala Leu Ala Thr Leu Gly Asn Leu Thr He Val Leu He He 

15 10 15 

Arg Val Glu Arg Arg Leu His Glu Pro Met Tyr Leu Phe Leu Ala Met 

20 25 30 

Leu Ser Thr He Asp Leu Val Leu Ser Ser He Thr Met Pro Lys Met 

35 40 45 

Ala Ser Leu Phe Leu Met Gly He Gin Glu He Glu Phe Asn He Cys 

50 55 60 

Leu Ala Gin Met Phe Leu He His Ala Leu Ser Ala Val Glu Ser Ala 
65 70 75 80 

Val Leu Leu Ala Met Ala Phe Asp Arg Phe Val Ala He Cys His Pro 

85 90 95 

Leu Arg His Ala Ser Val Leu Thr Gly Cys Thr Val Ala Lys He Gly 

100 105 110 

Leu Ser Ala Leu Thr Arg Gly Phe Val Phe Phe Phe Pro Leu Pro Phe 

115 120 125 

He Leu Lys Trp Leu Ser Tyr Cys Gin Thr His Thr Val Thr His Ser 

130 135 140 

Phe Cys Leu His Gin Asp He Met Lys Leu Ser Cys Thr Asp Thr Arg 
145 150 155 160 

Val Asn Val Val Tyr Gly Leu Phe He He Leu Ser Val Met Gly Val 

165 170 175 

Asp Ser Leu Phe He Gly Phe Ser Tyr He Leu He Leu Trp Ala Val 

180 185 190 

Leu Glu Leu Ser Ser Arg Arg Ala Ala Leu Lys Ala Phe Asn Thr Cys 

195 200 205 

He Ser His Leu Cys Ala Val Leu Val Phe Tyr Val Pro Leu He Gly 

210 215 220 

Leu Ser Val Val His Arg Leu Gly Gly Pro Thr Ser Leu Leu His Val 
225 230 235 240 

Val Met Ala Asn Thr Tyr Leu Leu Leu Pro Pro Val Val Asn Pro Leu 

245 250 255 

Val Tyr Gly Ala Lys Thr Lys Glu lie Cys Ser Arg Val Leu Cys Met 

260 265 270 

Phe Ser Gin Gly Gly Lys 
275 

<210> 2173 
<211> 319 
<212> PRT 

<213> Homo sapien (7631097-8-20107-27103) 
<400> 2173 

Met Leu Gly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 
1 5 10 15 
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Leu Leu Val Gly lie Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 

20 25 30 

lie Ser Leu Ser Ala Met Tyr lie Thr Ala Leu Leu Gly Asn Thr Leu 

35 40 45 

lie Val Thr Ala lie Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 

50 55 60 

Cys Phe Leu Cys Val Leu Ala Ala Val Asp lie Val Met Ala Ser Ser 
65 70 75 80 

Val Val Pro Lys Met Val Ser lie Phe Cys Ser Gly Asp Ser Ser lie 

85 90 95 

Ser Phe Ser Ala Cys Phe Thr Gin Met Phe Phe Val His Leu Ala Thr 

100 105 110 

Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala Phe Asp Arg Tyr Val 

115 120 125 

Ala lie Cys Lys Pro Leu His Tyr Lys Arg lie Leu Thr Pro Gin Val 

130 135 140 

Met Leu Gly Met Ser Met Ala Val Thr He Arg Ala Val Thr Phe Met 
145 150 155 160 

Thr Pro Leu Ser Trp Met Met Asn His Leu Pro Phe Cys Gly Ser Asn 

165 170 175 

Val Val Val His Ser Tyr Cys Lys His He Ala Leu Ala Arg Leu Ala 

180 185 190 

Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu He Gly Ser Ser 

195 200 205 

Leu Met Val Gly Ser Asp Val Ala Phe He Ala Ala Ser Tyr He Leu 

210 215 220 

He Leu Arg Ala Val Phe Asp Leu Ser Ser Lys Thr Ala Gin Leu Lys 
225 230 235 240 

Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 

245 250 255 

Leu Pro Gly Met Ala Ser He Tyr Ala Ala Trp Leu Gly Gin Asp He 

260 265 270 

Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val He He 

275 280 285 

Pro Ala Thr Leu Asn Pro He He Tyr Gly Met Arg Thr Lys Gin Leu 

290 295 300 

Leu Glu Gly He Trp Ser Tyr Leu Met His Phe Leu Phe Asp His 
305 310 315 

<210> 2174 
<211> 311 
<212> PRT 

<213> Homo sapien (7637231-2-1-2470) 
<220> 

<221> VARIANT 

<222> (1)...(311) 

<223> Xaa = Any Amino Acid 

<400> 2174 

Met Leu Thr Phe His Asn Val Cys Ser Val Pro Ser Ser Phe Trp Leu 

15 10 15 

Thr Gly He Pro Gly Leu Glu Ser Leu His Val Trp Leu Ser He Pro 

20 25 30 

Phe Gly Ser Met Tyr Leu Val Ala Val Val Gly Asn Val Thr He Leu 

35 40 45 

Ala Val Val Lys He Glu Arg Ser Leu His Gin Pro Met Tyr Phe Phe 

50 55 60 

Leu Cys Met Leu Ala Ala He Asp Leu Val Leu Ser Thr Ser Thr He 
65 70 75 80 

Pro Lys Leu Leu Gly He Phe Trp Phe Gly Ala Cys Asp He Gly Leu 
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85 90 95 



Asp 




Cys 


Leu Gly Gin Met 


rfie 


Leu lie nis 


Cys 


riie 


Ala 


Thr 


Val 








1UU 










Ivj 






110 








£>er 


vjiy 


Tic 

lie 


trie 


Leu 


Ala 


wee 


Ala rfie Asp 


Arg 


Tyr 


Val 


Ala 


Ti- 
ne 






1 1 c 

liJ 










1 z u 






1Z D 








Cys 


Asn 


Pro 


Leu 


Arg 


MIS 


Cor 


wec 


vai lieu iiir 


Tyr 


i nr 


Val 


Val 






IjU 










1 *3C 

1J 3 






If* u 










Arg 


Leu 




Leu 


vai 


Ser 


Leu 


Leu 


Arg ijiy vai 


Leu 


- 

Tyr 


He Gly 


Pro 












150 






1 cc 
1 J J 










loU 


Leu 


Pro 


Leu 


fur +. 

Met 


lie 


Arg 


Leu 


Arg 


Leu Pro Leu 


Tyr 


Lys 


Thr 


His 


vai 










165 








1 /U 








1 lz> 




lie 


ber 


HIS 


Ser 


Tyr 


Cys 


Glu 


His 


Met Ala vai 


vai 


Ala 


Leu 


Thr 


Cys 








180 










IOC 

lob 






190 






L»iy 


Asp 


oer 


Lys 


Val 


Asn 


Asn 


Val 


ryr taiy wet 


ber 


lie 


Gly 


Phe 


Leu 






1" J 










200 






one 








vai 


Leu 


lie 


Met 


Glu 


Ser 


Val 


Asp 


Ser Asp Ala 


Ser 


xaa 


Val 


Arg 


Ser 




O 1 A 
ZlU 










215 
















jl ie 


Arg 


Aid 


Val 


Met 


Gly Leu Ala 


Asn nlS blu 


Asp 


Arg 


He 


Lys 


inr 


225 










230 






235 










240 


Met 


Gly 


Thr 


Gly Glu Tyr His 


He 


Cys Ala He 


Met 


He 


Phe 


Arg 


He 










245 








250 








255 




Pro 


Val 


Met 


Tyr 


He 


Pro 


Xaa 


Asp 


His Arg Asp 


Gly 


Gin 


Cys 


Val 


His 








260 










265 






270 






His 


Pro 


Val 


His 


Asn 


Met 


Met 


Ala 


Arg He Tyr 


He 


He 


Ser 


His 


Pro 






275 










280 






285 








Ser 


He 


Lys 


Pro 


Ser 


Val 


Xaa 


Asp 


Asp Arg Thr 


Lys 


Gin 


Ser 


Arg 


Glu 



290 295 300 



Ser Tyr He Gin Arg Ala Arg 
305 310 

<210> 2175 
<211> 117 
<212> PRT 

<213> Homo sapien (7637231-7-1-1398) 



<400> 2175 




























Asn 


He 


Lys 


Gly 


He 


Ala 


Val 


Pro 


Met 


Phe 


He 


Glu 


Val 


Leu 


Asp 


Leu 


1 








5 










10 










15 




Phe 


Phe 


He 


He 
20 


Leu 


Ser 


Tyr 


He 


Phe 
25 


He 


Leu 


Gin 


Ala 


Val 
30 


Leu 


Gin 


Leu 


Ser 


Ser 


Gin 


Glu 


Ala 


Arg 


Tyr 


Lys 


Ala 


Phe 


Gly Thr 


Cys 


Val 


Ser 






35 










40 










45 








His 


He 
50 


Gly 


Ala 


He 


Leu 


Ala 
55 


Phe 


Tyr 


Thr 


Pro 


Ser 
60 


Val 


He 


Ser 


Ser 


Val 


Met 


His 


Arg 


Val 


Ala 


Arg 


Cys 


Ala 


Ala 


Pro 


His 


Val 


His 


He 


Leu 


65 










70 










75 










80 


Leu 


Ala 


Asn 


Phe 


Tyr 
85 


Leu 


Leu 


Phe 


Pro 


Pro 
90 


Met 


Val 


Asn 


Pro 


He 
95 


He 


Tyr 


Gly 


Val 


Lys 


Thr 


Lys 


Gin 


He 


Arg 


Glu 


Ser 


Val 


Leu Gly Val 


Phe 








100 










105 










110 






Pro 


Arg 


Lys 
115 


Asp 


Val 

























<210> 2176 
<211> 227 
<212> PRT 

<213> Homo sapien (7637775-10-2645-3375) 
<220> 

<221> VARIANT 
<222> (1) . . . (227) 
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<223> Xaa = Any Amino Acid 



<400> 2176 



Gly 


Lys 


Glu 




Glu 


Thr 


Arg 


Val 


Trp 


Arg 


Pro 


Arg 


Ala 


Gin 


Asp 


Arg 


1 








5 










10 










15 




Glv 


Val 


Ser 


Thr 
20 


Arg 


His 


Ala 


Ala 


Arg 
25 


Val 


Thr 


Ser 


Tyr 


Gin 
30 


Glu 


Cys 


Gly 


Val 


35 


Glv 


Glv 


Glv 


Val 


Leu 
40 


Cvs 


Gly 


Ala 


Val 


Arg 
45 


Pro 


Ser 


Pro 


Leu 


Asp 
50 


Ala 


Gin 


Leu 


His 


Asn 
55 


Val 


He 


Ala 


Tvr 


Arg 
60 


Arg 


Thr 


Cys 


Phe 


Lys 


Asp 


Val 


Glu 


He 


Pro 


Asn 


Phe 


Val 


Tro 


Asp 


Pro 


Ser 


Gin 


Leu 


Pro 


65 










70 










75 










80 


Arg 


Lit; U 


A "I -a 


Cys 


85 


Glv 


Thr 


Phe 


Thr 


Asn 
90 


Asn 


He 


He 


Met 


Tyr 
95 


Phe 


Pro 


nld 


nxd 


IXC 


rue 


Gl v 


Phe 


Leu 


Pro 


He 


Ser 


Gly Thr 


Leu 


Phe 


Ser 








100 










105 










110 






Tyr 


Asp 


Lys 
115 


Tip 


val 


Phe 


Ser 


He 
120 


Leu 




Val 


Ser 


Ser 
125 


Ser 


Gly 


Gly 


Lys 


nxb 
130 


Lys 


AT a 


Phe 


Ser 


Thr 
135 


Arg 


Glv 


Ser 


His 


Leu 
140 


Ser 


Val 


Val 


Cvs 


Xaa 


Phe 


Tyr 


Gly 


Thr 


Gly 


He 


Gly 


Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


145 










150 










155 










160 


Ser 


Ser 


Pro 


Arg 


Lys 
165 


Ala 


Ala 


Val 


Ala 


Ser 
170 


Val 


Met 


Tyr 


Thr 


Val 
175 


Ala 


He 


Pro 


Met 


Leu 
180 


Asn 


Pro 


Phe 


He 


Tyr 
185 


Ser 


Leu 


Arg 


Asn 


Arg 
190 


Asp 


He 


Lys 


Ser 


Val 
195 


Leu 


Arg 


Arg 


Pro 


His 
200 


Gly 


Ser 


Thr 


Val 


Ser 
205 


Ser 


Gin 


Tyr 


Leu 


Leu 
210 


He 


Cys 


Ser 


He 


Pro 
215 


Phe 


Val 


Val 


Trp 


Val 
220 


Lys 


Lys 


Gly 


Ser 



Lys Val Lys 
225 



<210> 2177 
<211> 316 
<212> PRT 

<213> Homo sapien (7655430-8-26100-29590) 
<220> 

<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 



<400> 2177 



He 


Ser 


Met 


Phe 


Ser 


Cys 


Asn 


Thr 


Ser 


Thr 


Ser 


Gly Gin 


Ser 


Thr 


Phe 


1 








5 










10 








15 




Leu 


Leu 


Thr 


Gly 
20 


Phe 


Pro 


Gly 


Leu 


Glu 
25 


Ala 


Ser 


His His 


Trp 
30 


Val 


Ser 


He 


Pro 


He 
35 


Asn 


Leu 


Phe 


Cys 


Val 
40 


Val 


Ser 


He 


Leu Gly 
45 


Asn 


Asn 


He 


He 


Leu 
50 


Phe 


Leu 


He 


His 


Thr 
55 


Asp 


Pro 


Ala 


Leu 


His Glu 
60 


Pro 


Met 


Tyr 


He 


Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Ala 


Ser 


Asp 


Leu 


Gly Leu 


Cys 


Ala 


Ser 


65 










70 










75 








80 


Thr 


Phe 


Pro 


Thr 


Met 
85 


Val 


Arg 


Leu 


Phe 


Trp 
90 


Leu 


Gly Ala 


Arg 


Glu 
95 


Leu 


Pro 


Phe 


Asp 


Leu 
100 


Cys 


Ala 


Ala 


Gin 


Met 
105 


Phe 


Phe 


He His 


Thr 
110 


Phe 


Thr 


Tyr 


Val 


Glu 
115 


Ser 


Gly 


Val 


Leu 


Leu 
120 


Ala 


Met 


Ala 


Phe Asp 
125 


Arg 


Phe 


He 
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Ala 


lie 


Arg Asp 


Pro 


Leu 


His 


Tyr 


Ala 


He 


He 


He 


Thr 


Cys 


Ser 


Val 




130 










135 










140 










Thr 


Ala 


Glu 


Val 


Gly Thr 


Ala 


He 


Leu 


Val 


Arg 


Ala 


Val 


Leu 


Leu 


Asn 


145 










150 










155 










160 


Leu 


Pro 


Gly 


Pro 


He 


Leu 


Leu 


Gin 


Gin 


Leu 


Leu 


Phe 


Pro 


Lys 


He 


Ser 








165 










170 










175 




Ala 


Leu 


Cys 


His 
180 


Cys 


Tyr 


Cys 


Leu 


His 
185 


Cys 


Asp 


Leu 


Val 


Gly 
190 


Leu 


Ala 


Cys 


Ser 


Asp 
195 


Thr 


Gin 


He 


Asn 


Ser 
200 


Leu 


Val 


Gly 


Leu 


Val 
205 


Ser 


He 


Leu 


Phe 


Ser 
210 


Leu 


Cys 


Leu 


Asp 


Ser 
215 


Phe 


Leu 


lie 


Met 


Leu 
220 


Ser 


Tyr 


Ala 


Leu 


He 


Leu 


Xaa 


Thr 


Val 


Leu 


Gly 


He 


Ala 


Ser 


Pro 


Gly 


Glu 


Arg 


Leu 


Lys 


225 










230 










235 










240 


Ala 


Leu 


Asn 


Thr 


Cys 
245 


Val 


Ser 


His 


Leu 


Cys 
250 


He 


Val 


Leu 


He 


Phe 
255 


Tyr 


Leu 


Pro 


He 


He 


Gly Leu 


Ser 


Val 


Leu 


His 


Arg 


Val 


Lys 


Lys 


His 


Asp 








260 










265 










270 






Tyr 


Pro 


Ala 

275 


Leu 


Ala 


Val 


Leu 


Met 
280 


Ala 


Asn 


Leu 


His 


Phe 
285 


Leu 


Val 


Pro 


Pro 


Phe 
290 


Met 


Asn 


Pro 


He 


Val 
295 


Tyr 


Cys 


He 


Lys 


Ser 
300 


Arg 


Gin 


He 


Arg 


Gin 


Ser 


Leu 


Leu 


Lys 


His 


Phe 


Gin 


Gin 


Lys 


Arg 


He 











305 310 315 



<210> 2178 
<211> 154 
<212> PRT 

<213> Homo sapien (7657777-15-1-798) 
<220> 

<221> VARIANT 

<222> (1)...(154) 

<223> Xaa = Any Amino Acid 

<400> 2178 



Cys 


Thr 


Met 


Cys 


Val 


Trp 


Leu 


Leu 


Ala 


Xaa 


Asp 


Arg 


Gin 


He 


His 


He 


1 








5 










10 










15 




His 


Ser 


His 


Ser 
20 


Asn 


Lys 


Pro 


Lys 


Gin 
25 


Val 


Thr 


His 


Pro 


Met 
30 


Cys 


Phe 


Trp 


Asp 


Lys 
35 


Asp 


Val 


His 


Ser 


Ser 
40 


Trp 


Ala 


Trp 


Gly 


Cys 
45 


Gly 


Tyr 


Arg 


Lys 


Gly 
50 


Asn 


Lys 


Phe 


Phe 


Leu 
55 


Ser 


Tyr 


Asp 


Thr 


Leu 
60 


Cys 


Pro 


Pro 


Lys 


Val 


He 


His 


Pro 


Phe 


Arg 


Xaa 


Gin 


Leu 


Phe 


Leu 


Ser 


Ser 


Ser 


Asp 


He 


65 










70 










75 










80 


He 


Asn 


Asp 


Pro 


His 
85 


He 


Asp 


Lys 


His 


Asp 
90 


Ser 


Thr 


Leu 


He 


Thr 
95 


Leu 


Xaa 


Ala 


Phe 


Tyr 
100 


Thr 


He 


Phe 


Tyr 


Lys 
105 


Pro 


Thr 


Met 


Leu 


His 
110 


Leu 


Phe 


Ser 


Glu 


He 
115 


Leu 


Ser 


Met 


He 


Tyr 
120 


Phe 


Met 


Gly 


Thr 


Lys 
125 


Lys 


Asn 


Glu 


Xaa 


Lys 
130 


Pro 


Arg 


Lys 


Lys 


Asp 
135 


Cys 


Glu 


Ser 


His 


Xaa 
140 


Lys 


Gly 


Leu 


Glu 


Xaa 


Met 


Gly 


Gin 


He 


He 


He 


Leu 


Phe 


Tyr 















145 150 

<210> 2179 
<211> 170 
<212> PRT 

<213> Homo sapien (7657777-22-544-1713) 
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<220> 

<221> VARIANT 

<222> (1)...(170) 

<223> Xaa = Any Amino Acid 



<400> 2179 



His 


Thr 


Gin 


Pro 


Arg 


Gly 


Leu 


Thr 


Arg 


Val 


Xaa Glu Phe 


Leu Leu 


Leu 


1 








5 










10 




15 




Gly 


Leu 


Ser 


Gin 
20 


Asp 


Pro 


Gin 


Leu 


Gin 
25 


Pro 


Val Leu Ser 


Gly Leu 
30 


Ser 


Leu 


Cys 


Met 


Cys 


Leu 


Gly 


Thr 


Gin 


Leu Gly Asn Leu Leu 


He He 


Leu 






35 










40 






45 






Gly 


Val 
50 


Ser 


Ser 


Asp 


Ser 


His 
55 


Leu 


His 


Thr 


Pro Met Tyr 
60 


Ser Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Gly 


Ala 


Asp 


He 


Ser 


Phe 


Thr Ser Thr 


Thr Gly 


Pro 


65 










70 










75 




80 


Lys 


Leu 


He 


Val 


Asp 
85 


lie 


His 


Ser 


Tyr 


Thr 
90 


Arg Asp He 


Ser Tyr 
95 


Ala 


Arg 


Cys 


Leu 


Thr 


His 


Thr 


Pro 


Leu 


Phe 


Ala 


He Phe Gly Gly Val 


Glu 








100 










105 






110 




Arg 


Asp 


Met 


Leu 


Leu 


Arg 


Val 


Met 


Gly Tyr Asp Arg Val 


Val Asp 


He 






115 










120 






125 






Cys 


Asp 
130 


Pro 


Leu 


Tyr 


His 


Ser 
135 


His 


Ala 


Met 


Asn Pro Cys 
140 


Val Cys 


Gly 


Ser 


Leu 


Asp 


Leu 


Trp 


Ser 


Leu 


Phe 


Phe 


Leu 


Thr Leu Leu 


Tyr Thr 


His 


145 










150 










155 




160 


Leu 


His 


Asn 


Ser 


He 
165 


Ala 


Leu 


His 


Met 


Thr 
170 









<210> 2180 
<211> 198 
<212> PRT 

<213> Homo sapien (7657777-42-1-597) 
<220> 

<221> VARIANT 

<222> (1)...(198) 

<223> Xaa = Any Amino Acid 



<400> 2180 



Met 


Asn 


Pro 


Cys 


Leu Cys 


Gly 


Phe 


Arg 


Val 


Val 


Val Ser 


Phe 


Phe 


Phe 


1 








5 








10 








15 




His 


Ser 


Leu 


Leu 


Gly Ala 


Gin 


Val 


His 


Asn 


Leu 


Ser Ala 


Ser 


Gin 


Met 








20 








25 








30 






Thr 


Cys 


Phe 


Glu 


Tyr Val 


Glu 


He 


His 


Asn 


Phe 


Leu Trp 


Ala 


Leu 


Ser 






35 








40 








45 








Gin 


Leu 


Pro 


His 


Arg Ala 


Trp 


Cys 


Asp 


Thr 


Phe 


Pro Asn 


Asn 


He 


He 




50 








55 










60 








Val 


Tyr 


Phe 


Pro 


Ala Ala 


He 


Phe 


Gly 


Phe 


Leu 


Pro He 


Ala Gly 


Thr 


65 








70 










75 








80 


Leu 


Phe 


Ser 


Xaa Tyr Glu 


Ser 


Val 


Ser 


Ser 


He 


Glu Arg 


Val 


Ser 


Ser 










85 








90 








95 




Xaa 


Gly 


Gly 


Glu 


Tyr Lys 


Ala 


Phe 


Pro 


Thr 


Cys 


Gly Ser His 


Leu 


Ser 








100 








105 








110 






Val 


Val 


Cys 


Xaa 


Leu Tyr 


Gly 


Thr 


Gly Val 


Gly Gly His 


Leu 


Ser 


Ser 






115 








120 








125 








Asp 


Val 


Ser 


Ser 


Ser Pro 


Arg 


Lys 


Ser 


Ala 


Val 


Ala Ser 


Val 


Met 


Tyr 




130 








135 










140 








Thr 


Val 


Val 


Thr 


Pro Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr Ser 


Met 


Arg Asn 


145 








150 










155 








160 
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Arg Asp Thr Lys Ser Val Leu Arg Arg Pro His Gly Ser Thr Val Xaa 

165 170 175 

Phe Xaa Tyr Leu Leu lie Cys Pro lie Pro Phe Val Val Trp Val Lys 

180 185 190 

Lys Gly Arg Lys Val Lys 
195 

<210> 2181 
<211> 199 
<212> PRT 

<213> Homo sapien (7657788-15-11714-13012) 
<220> 

<221> VARIANT 

<222> (1)...{199) 

<223> Xaa = Any Amino Acid 



<400> 2181 



Leu 


Glu 


Met 


Xaa 


Leu 


Lys 


He 


Leu 


Tyr 


Leu 


Lys 


Asn 


Cys 


Ser 


Phe 


Xaa 


1 








5 










10 










15 




Cys 


Asn 


Arg 


Pro 


Glu 


His 


Tyr 


Asn 


Xaa 


Lys 


Asn 


Cys 


Gly Xaa 


Phe 


Cys 








20 










25 










30 






Leu 


Leu 


He 
35 


Thr 


He 


He 


Thr 


Phe 
40 


Arg 


Ser 


Gly 


He 


He 
45 


Asp 


He 


Cys 


Leu 


His 


His 


His 


Lys 


Thr 


He 


Phe 


He 


Phe 


Lys 


Lys 


His 


Ser Gly 


Phe 




50 










55 










60 










Glu 


Gly 


Xaa 


Leu 


Trp 


Leu 


Arg 


He 


Xaa 


Asn 


Gin 


Ser 


Pro 


Lys 


Ser 


Trp 


65 










70 










75 










80 


He 


Ser 


He 


Ala 


Cys 
85 


Asp 


Cys 


Cys 


Val 


Ala 
90 


Xaa 


Asn 


Met 


Lys 


Gin 
95 


Val 


Ala 


He 


Ser 


Cys 
100 


His 


Ser 


Phe 


Ser 


Ser 
105 


Val 


Lys 


Xaa 


Ser 


Pro 
110 


Tyr 


Val 


He 


Trp 


Lys 


Tyr 


Phe 


Cys 


Lys 


Xaa 


Tyr 


Lys 


His 


He 


Lys 


Asn Gly 


Arg 






115 










120 










125 








Asp 


Xaa 
130 


He 


Xaa 


Leu 


Leu 


Thr 
135 


Leu 


Lys 


Xaa 


He 


Lys 
140 


His 


Leu 


Phe 


Val 


Val 


Cys 


He 


He 


Tyr 


Thr 


Pro 


Cys 


Met 


Phe 


His 


Pro 


Phe 


Gin 


Asn 


Lys 


145 










150 










155 










160 


Tyr 


Met 


Val 


Thr 


Glu 
165 


Ser 


Leu 


He 


Xaa 


Ser 
170 


Tyr 


Xaa 


Val 


Asp 


Pro 
175 


Val 


Ser 


Asn 


Pro 


Ala 
180 


Leu 


He 


Thr 


Ala 


Arg 
185 


Ser 


His 


Xaa 


Asn 


His 
190 


Leu 


Val 


He 


Ser 


Gin 


His 


Asn 


Asn 


Asn 





















195 

<210> 2182 
<211> 324 
<212> PRT 

<213> Homo sapien (7658481-16-11475-15098) 
<220> 

<221> VARIANT 

<222> (1)...(324) 

<223> Xaa = Any Amino Acid 

<400> 2182 

Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro Asp Thr Phe Phe 

15 10 15 

Leu Thr Gly He Pro Gly Leu Glu Ala Ala His Phe Trp He Ala He 

20 25 30 

Pro Phe Cys Ala Met Tyr Leu Val Ala Leu Val Gly Asn Ala Ala Leu 



1292 



BNSDOCIO <WO 01271 58A2J_> 



WO 01/27158 



PCT/USOO/27582 







35 










40 










45 








He 


Leu 
50 


Val 


He 


Ala 


Met 


Asp 
55 


Asn 


Ala 


Leu 


His 


Ala 
60 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Cys 


Leu 


Leu 


Ser 


Leu 


Thr 


Asp 


Leu 


Ala 


Leu 


Ser 


Ser 


Thr 


Thr 


65 










70 










75 










80 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


He 


Leu 


Trp 


Leu 


His 


Ala 


Gly Glu 


He 


Ser 










85 










90 










95 




Phe 


Gly 


Gly 


Cys 
100 


Leu 


Ala 


Gin 


Met 


Phe 
105 


Cys 


Val 


His 


Ser 


He 
110 


Tyr 


Ala 


Leu 


Glu 


Ser 
115 


Ser 


He 


Leu 


Leu 


Ala 
120 


Met 


Ala 


Phe 


Asp 


Arg 

125 


Tyr 


Val 


Ala 


He 


Cys 
130 


Asn 


Pro 


Leu 


Arg 


Tyr 
135 


Thr 


Thr 


He 


Leu 


Asn 
140 


His 


Ala 


Val 


He 


Gly Arg 


He 


Gly 


Phe 


Val 


Gly 


Leu 


Phe 


Arg 


Ser 


Val 


Ala 


He 


Val 


Ser 


145 










150 










155 










160 


Pro 


Phe 


He 


Phe 


Leu 


Leu 


Arg 


Arg 


Leu 


Pro 


Tyr 


Cys 


Gly His 


Arg 


Val 










165 










170 










175 




Met 


Thr 


His 


Thr 
180 


Tyr 


Cys 


Glu 


His 


Met 
185 


Gly 


He 


Ala 


Arg 


Leu 
190 


Ala 


Cys 


Ala 


Asn 


He 


Thr 


Val 


Asn 


He 


Val 


Tyr Gly 


Leu 


Thr 


Val 


Ala 


Leu 


Leu 






195 










200 










205 








Ala 


Met 


Gly 


Leu 


Asp 


Ser 


He 


Leu 


He 


Ala 


He 


Ser 


Tyr Gly 


Phe 


He 




210 










215 










220 










Leu 


His 


Ala 


Val 


Phe 


His 


Leu 


Pro 


Ser 


His 


Asp 


Ala 


Gin 


His 


Lys 


Ala 


225 










230 










235 










240 


Leu 


Ser 


Thr 


Cys 


Gly 
245 


Ser 


His 


He 


Gly 


He 
250 


He 


Leu 


Val 


Phe 


Tyr 
255 


He 


Pro 


Ala 


Phe 


Phe 


Ser 


Phe 


Leu 


Thr 


His 


Arg 


Phe Gly 


His 


His 


Glu 


Val 








260 










265 










270 






Pro 


Lys 


His 
275 


Val 


His 


He 


Phe 


Leu 
280 


Ala 


Asn 


Leu 


Tyr 


Val 
285 


Leu 


Val 


Pro 


Pro 


Val 


Leu 


Asn 


Pro 


He 


Leu 


Tyr 


Gly Ala 


Arg 


Thr 


Lys 


Glu 


He 


Arg 




290 










295 










300 










Ser 


Arg 


Leu 


Leu 


Lys 


Leu 


Leu 


His 


Leu Gly 


Lys 


Thr 


Ser 


He 


Xaa 


Met 


305 










310 










315 










320 


Leu 


Ser 


Arg 


Ser 



























<210> 2183 
<211> 317 
<212> PRT 

<213> Homo sapien (7658481-18-4217-6941) 



<400> 2183 



Met 


Ser 


Gin 


Val 


Thr 


Asn 


Thr 


Thr 


Gin 


Glu 


Gly 


He 


Tyr 


Phe 


He 


Leu 


1 








5 










10 










15 




Thr 


Asp 


He 


Pro 


Gly 


Phe 


Glu 


Ala 


Ser 


His 


He 


Trp 


He 


Ser 


He 


Pro 








20 










25 










30 






Val 


Cys 


Cys 


Leu 


Tyr 


Thr 


He 


Ser 


He 


Met 


Gly Asn 


Thr 


Thr 


He 


Leu 






35 










40 










45 








Thr 


Val 


He 


Arg 


Thr 


Glu 


Pro 


Ser 


Val 


His 


Gin 


Arg 


Met 


Tyr 


Leu 


Phe 




50 










55 










60 










Leu 


Ser 


Met 


Leu 


Ala 


Leu 


Thr 


Asp 


Leu 


Gly 


Leu 


Thr 


Leu 


Thr 


Thr 


Leu 


65 










70 










75 










80 


Pro 


Thr 


Val 


Met 


Gin 


Leu 


Leu 


Trp 


Phe 


Asn 


Val 


Arg 


Arg 


He 


Ser 


Ser 










85 










90 










95 




Glu 


Ala 


Cys 


Phe 


Ala 


Gin 


Phe 


Phe 


Phe 


Leu 


His 


Gly 


Phe 


Ser 


Phe 


Met 








100 










105 










110 






Glu 


Ser 


Ser 


Val 


Leu 


Leu 


Ala 


Met 


Ser 


Val 


Asp 


Cys 


Tyr 


Val 


Ala 


He 






115 










120 










125 








Cys 


Cys 


Pro 


Leu 


His 


Tyr 


Ala 


Ser 


He 


Leu 


Thr 


Asn 


Glu 


Val 


He 


Gly 
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130 










135 










1 AO 
1 *£ 1/ 










Arg 


Thr Gly 




nla 


Tip 
1 xc 


lie 


Cys 


Cys 


Cys 


vax 


Leu 


Axa 


val 


Leu 


Pro 


145 










150 










155 










160 


Cor 


Leu 


Phe 


Leu 


Leu 
165 


Lys 


Arg 


Leu 


Pro 


r*ne 

1 in 
1 / \j 


Cys 


HIS 




HIS 


Leu 
1 to 


Leu 


Ser 




Ser 


180 


v» £> 


Leu 


Hi c; 

ni £> 


Gin 


Asp 
185 


wet 


Tip 

lie 


Arg 


Leu 


Val 
190 


cys 


Ala 




Tip 
lie 




Leu 


Asn 


O til 


Trp 


Tyr Gly 


DV10 

•trie 


Ala 


Leu 


Ala 


Leu 


Leu 


lie 






195 










200 










205 








Tip 


Tip 

210 


vai 


Asp 


Pro 


Leu 


Leu 
215 


He 


Val 


1 le 


Ser 


Tyr 
220 


Thr 


Leu 


xie 


Leu 


T.vc 


Asn 


Tip 

-Lie 


Leu 


oiy 


1 nr 


ni 

Ala 


Thr 


Trp 


Ala 


bill 


Arg 


Leu Arg 


t\ n — 

Ala 


Leu 


225 










J u 










ZJ J 










240 




Asn 


Cys 


Leu 


Ser 


HIS 


lie 


Leu 


Ala 


val 

OCA 


Leu 


Vax 


Leu 


Tyr 


He 
255 


Pro 


Mot- 
ile: t. 


Val 


Gly 


260 


Cor 

oer 


wet 


inr 


His 


Arg 
265 


Pne 


Ala 


Lys 


His 


Ala 
270 


Ser 


Pro 


Leu 


Val 


His 
275 


Val 


He 


Met 


Ala 


Asn 
280 


He 


Tyr 


Leu 


Leu 


Ala 
285 


Pro 


Pro 


Val 


Met 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Val 


Lys 


Asn 


Lys 


Gin 


He 


Gin 


Trp Gly 




290 










295 










300 










Met 


Leu 


Asn 


Phe 


Leu 


Ser 


Leu 


Lys 


Asn 


Met 


His 


Ser 


Arg 








305 










310 










315 













<210> 2184 
<211> 315 
<212> PRT 

<213> Homo sapien (7658481-19-24037-28136) 
<220> 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 



<400> 2184 



Phe 


Ser 


Gin 


Asn 


Leu 


Leu He 


Ser 


Gly 


Ser 


Gly 


Ser 


Phe 


Val 


Leu Leu 


1 








5 








10 










15 


Gly 


Met 


Pro 


Gly 
20 


Leu 


Glu Ala 


Leu 


His 
25 


Ala 


Trp 


Leu 


Ser 


Val 
30 


Leu Val 


Cys 


Leu 


Leu 


Tyr 


Met 


Ala Ala 


Leu 


Val 


Gly 


Asn 


Ala 


Leu 


Leu 


Val Gly 






35 








40 










45 




Leu 


Val 


Val 


Thr 


Asp 


Lys Ala 


Leu 


Trp Ala 


Pro 


Met 


Tyr 


Gin 


Leu Leu 




50 








55 










60 








Trp 


Leu 


Leu 


Ala 


Ala 


Ala Asp 


Phe 


Val 


Leu 


Ala 


Thr 


Ser 


Thr 


Val Pro 


65 










70 








75 








80 


Lys 


Ala 


Leu 


Ala 


Val 


Leu Trp Gly 


Leu 


Ser 


Ser 


Glu 


lie 


Ser 


Phe Gly 










85 








90 










95 


Gly 


Cys 


Leu 


Ala 
100 


Gin 


Leu Phe 


Val 


Ala 
105 


His 


Ser 


Val 


Asn 


His 
110 


Cys His 


He 


Ala 


Glu 
115 


Ser 


Ser 


Val Leu 


Leu 
120 


Ser 


Thr 


Ala 


Val 


Asp 
125 


Cys 


Gin Pro 


Leu 


Arg 
130 


Tyr 


Gly 


Ala 


Leu Leu 
135 


Ala 


Gin 


Phe 


Val 


Val 
140 


Gly 


Leu 


Val Ala 


Leu 


Thr 


Thr 


Met 


Thr 


Arg Asp 


Val 


Cys 


Val 


Met 


Tyr 


Thr 


Leu 


Xaa Phe 


145 










150 








155 








160 


Leu 


Phe 


Lys 


Lys 


Leu 


Pro Tyr 


Cys 


Gly Gin 


Trp Ala 


Leu 


Thr 


His Thr 










165 








170 










175 


Tyr 


Cys 


Glu 


His 


Met 


Gly Val 


Ala 


Cys 


Leu 


Ala 


Cys 


Gly Asp 


Thr Cys 








180 








185 










190 




Pro 


He 


He 


Arg 


Tyr 


Gly Leu Ala 


Thr 


Thr 


Leu 


Leu 


Ser 


Pro 


Ala Leu 






195 








200 










205 
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Asp 


Leu 


Gly 


Leu 


lie 


Gly 


Ala 


Ser 


Tyr 


Ala 


Leu 


He 


Phe 


Arg 


Ala 


Val 


210 










215 










220 












Ara 


Leu 


Pro 


Ser 


His 


Val 


Ala 


Cys 


His 


Lys 


Ala 


Leu 


Gly 


Asn 


Cys 


225 








230 










235 










240 


Glv 


Thr 


Tvr 


Ala 


Ser 


He 


lie 


Gly 


Leu 


Phe 


Tyr 


Thr 


Pro 


Ala 


Leu 


Phe 






245 










250 










255 




Ser 


Phe 


Leu 


Ala 
260 


His 


Cys 


Phe 


Gly 


Cys 
265 


His 


Thr 


Val 


Pro 


Asn 
270 


His 


He 


His 


lie 


Leu 
275 


Leu 


Ala 


Asn 


Leu 


Tyr 
280 


Ala 


Val 


Val 


Phe 


Pro 
285 


Ala 


Phe 


Asn 


Pro 


Val 


Val 


Tyr Gly Val 


Gin 


Thr 


Gin 


Gin 


Ser 


Ser 


Glu 


Ala 


Gin 


Glu 




290 










295 










300 










Leu 


Ala 


Ser 


Thr 


Phe 


Leu 


Gly 


Arg 


Ser 


Ser 


Glu 












305 










310 










315 













<210> 2185 
<211> 320 
<212> PRT 

<213> Homo sapien (7658481-19-6742-9039) 
<400> 2185 



Met 


Pro 


Ser 


Ala 


Ser 


Ala 


Met 


lie 


lie 


rne 


Asn 


Leu 


Cor 

OCX 


Ser 


lyxr 


Asn 


1 








5 










1U 










15 




Pro 


Gly 


Pro 


Phe 


He 


Leu 


Val 


Gly 


T 1 

lie 


Pro 




Leu 




will 


Phe 


His 






20 










25 










30 






Val 


Trp 


He Gly 


He 


Pro 


fne 


Cys 


lie 


Tl o 

lie 


Tyr 


Tip 
11C 


Val 


Ala 


Val 


Val 






35 




















45 








Gly 


Asn 
50 


Cys 


He 


Leu 


Leu 


Tyr 
55 


Leu 


lie 


Val 


V Cll 


Glu 
60 


His 


Ser 


Leu 


His 


Glu 


Pro 


Met 


Phe 


Phe 


riie 


Leu 


OCI 




Leu 


Ala 


Met 


Thr 


As TO 


Leu 


He 


65 










n n 










7 S 

/ -J 










80 


Leu 




Thr 


Ala 


Gly 
85 


V^l 
vax 


Pro 


t-iy z> 


Ala 


Leu 
90 


Ser 


He 


Phe 


Trp 


Leu 
95 


Gly 


Ala 


Arg 


Glu 


He 


Thr 


Phe 


Pro 


Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Phe 


Phe 


Leu 






100 










105 










110 






His 


Tyr 


Asn 


Phe 


Val 


Leu 


Asp 


Ser 


Ala 


He 


Leu 


Met 


Ala 


Met 


Ala 


Phe 




115 










120 










125 








Asp 


His 
130 


Tyr 


Val 


Ala 


He 


Cys 
135 


Ser 


Pro 


Leu 


Arg 


Tyr 
140 


Thr 


Thr 


He 


Leu 


Thr 


Pro 


Lys 


Thr 


He 


He 


Lys 


Ser 


Ala 


Met 


Gly 


He 


Ser 


Phe 


Arg 


Ser 


145 








150 










155 










160 


Phe 


Cys 


He 


He 


Leu 


Pro 


Asp 


Val 


Phe 


Leu 


Leu 


Thr 


Cys 


Leu 


Pro 


Phe 








165 










170 










175 




Cys 

i 


Arg 


Thr 


Arg 


He 


He 


Pro 


His 


Thr 


Tyr 


Cys 


Glu 


His 


He 


Gly 


Val 






180 










185 










190 






Ala 


Gin 


Leu 


Ala Cys 


Ala 


Asp 


He 


Ser 


He 


Asn 


Phe 


Trp 


Tyr 


Gly 


Phe 






195 










200 










205 








Cys 


Val 


Pro 


He 


Met 


Thr 


Val 


He 


Ser 


Asp 


Val 


He 


Leu 


He 


Ala 


Val 


210 










215 










220 










Ser 


Tyr 


Ala 


His 


He 


Leu 


Cys 


Ala 


Val 


Phe 


Gly 


Leu 


Pro 


Ser 


Gin 


Asp 


225 








230 










235 










240 


Ala 


Cys 


Gin 


Lys 


Ala 


Leu 


Gly 


Thr 


Cys 


Gly 


Ser 


His 


Val 


Cys 


Val 


He 








245 










250 










255 




Leu 


Met 


Phe 


Tyr 
260 


Thr 


Pro 


Ala 


Phe 


Phe 
265 


Ser 


He 


Leu 


Ala 


His 
270 


Arg 


Phe 


Gly 


His 


Asn 


Val 


Ser 


Arg 


Thr 


Phe 


His 


He 


Met 


Phe 


Ala 


Asn 


Leu 


Tyr 




275 










280 










285 








He 


Val 
290 


He 


Pro 


Pro 


Ala 


Leu 
295 


Asn 


Pro 


Met 


Val 


Tyr 
300 


Gly 


Val 


Lys 


Thr 


Lys 


Gin 


He Arg Asp 


Lys 


Val 


He 


Leu 


Leu 


Phe 


Ser 


Lys 


Gly 


Thr 


Gly 


305 










310 










315 










320 
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<210> 2186 
<211> 315 
<212> PRT 

<213> Homo sapien (7658481-2-1-1440) 
<220> 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 



<400> 2186 



Met 


Glv 


Glv 


Phe 


Glv 


Thr 


Asn 


He 


Ser 


Ser 


Thr 


Thr 


Ser 


Phe 


Thr 


Leu 


1 








5 










10 










15 




Thr 


Gly 


Phe 


Pro 


Glu 


Met 


Lys 


Glv 


Leu 


Glu 


His 


Trp 


Leu 


Ala 


Ala 


Leu 








20 










25 










30 






Levi 


Leu 


Leu 


Leu 


Cvs 


Ala 


He 


Ser 


Phe 


Leu 


Gly Asn 


He 


Leu 


He 


Leu 
















40 










45 










Tl o 
lie 


He 


Lys 


Glu 


Glu 


Gin 


Ser 


Leu 


His 


Gin 


Pro 


Met 


Tvr 


Tvr 


Phe 




■J V/ 










55 










60 












OCl 


Leu 


Phe 


Ser 


Val 


Asn 


Asp 


Leu Gly Val 


Ser 


Phe 


Ser 


Thr 


Leu 


o — > 










70 










75 










80 


p rr » 


i nr 


Val 


Leu 


Ala 


Ala 


Val 




Phe 


His 


Ala 


Pro 


Glu 


Thr 


Thr 


Phe 










O J 










90 










95 




ASp 


AT pi 
Ala 


Cys 


Leu 


Ala 


Gin 


Thr 


Phe 


Phe 


He 


His 


Phe 


Ser 


Ser 


Tro 


Thr 








100 










105 










110 






Gl ii 


Phe 


Gly 


He 


Leu 


Leu 


Ala 


Met 


Ser 


Phe 


Asp 


His 


Tyr 


Val 


Ala 


He 






115 










120 










125 










Asn 


Pro 


Leu 


Arg 


Tvr 


Ala 


Thr 


Val 


Leu 


Thr 


Asp 


Val 


Ara 


Val 


Ala 




130 










135 










140 










His 


Asn 


Gly 


He 


Ser 


He 


Val 


He 


Arg 


Ser 


Phe 


Cys 


Met 


Val 


Phe 


Pro 


145 










150 










155 










160 


Leu 


Pro 


Phe 


Leu 


Leu 


Lys 


Arg 


Leu 


Pro 


Phe 


Cys 


Lys 


Ala 


Ser 


Val 


Val 










165 










170 










175 




Leu 


Ser 


His 


Ser 


Tyr 


Cys 


Leu 


His 


Ala 


Asp 


Leu 


He 


Arg 


Leu 


Pro 


Cys 








180 










185 










190 






Gly 


Asp 


Thr 


Thr 


He 


Asn 


Ser 


Met 


Tyr Gly Leu 


Phe 


He 


Val 


He 


Ser 






195 










200 










205 








Ala 


Phe 


Gly Val 


Asp 


Ser 


Leu 


Leu 


He 


Leu 


Leu 


Ser 


Tyr 


Val 


Leu 


He 




210 










215 










220 










Leu 


His 


Ser 


Val 


Leu 


Ala 


He 


Ala 


Ser 


Arg 


Gly Glu 


Arg 


Leu 


Lys 


Thr 


225 










230 










235 










240 


Leu 


Asn 


Thr 


Cys 


Val 


Ser 


His 


He 


Tyr 


Ala 


Val 


Leu 


He 


Phe 


Tyr 


Val 










245 










250 










255 




Pro 


Met 


Val 


Ser 


Val 


Ser 


Met 


Val 


His 


Arg 


Phe Gly Arg 


His 


Ala 


Pro 








260 










265 










270 






Glu 


Tyr 


Val 


His 


Lys 


Phe 


Met 


Ser 


Ser 


Leu 


Tyr 


Leu 


Pro 


Met 


Leu 


Tyr 






275 










280 










285 








Pro 


He 


He 


Tyr 


Ser 


He 


Lys 


Thr 


Lys 


Glu 


He Arg Arg 


Arg 


Leu 


His 




290 










295 










300 










Lys 


Met 


Leu 


Leu 


Gly Ala 


Lys 


Phe 


Xaa 


Ser 


Lys 













305 310 315 



<210> 2187 
<211> 124 
<212> PRT 

<213> Homo sapien (7658497-19-2333-3610) 
<220> 

<221> VARIANT 
<222> (D...C124) 
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<223> Xaa = Any Amino Acid 
<400> 2187 

Leu lie Leu Ser Ala Gin lie Cys Arg Ala Leu Xaa Leu Ser lie Phe 

1 5 10 15 

Leu Val Arg Leu His Phe Lys Lys Leu Gly Pro Lys Ser Leu Asp Leu 

20 25 30 

Tyr Phe Pro Gly Leu Gly Leu Lys Tyr Lys He Asn Ser Thr Asn Asn 

35 40 45 

Tyr Arg Thr Ala Leu Glu Phe Xaa Val Phe Arg Gin Ala Val Xaa Leu 

50 55 60 

Xaa Phe Thr Phe Phe Leu Phe Lys Tyr Ser Cys Leu Ser Lys Pro Gin 
65 70 75 80 

Xaa Glu Xaa Gly Ser Ser Asp Xaa Val Pro Cys Gin Tyr Ser Arg Cys 

85 90 " 95 

Ser Glu His Asn Val Ala Leu Leu Ser Pro Gly Phe He Val Met Xaa ^ 

100 105 HO 

Val Leu Val Gin Leu Pro Leu Phe Ser Phe Thr Ser 
115 120 

<210> 2188 
<211> 278 
<212> PRT 

<213> Homo sapien (7670214-14-2036-3224) 
<400> 2188 

Met Leu Leu Gly Asn Leu Ala He He Ser Phe He Cys Leu Asp Ser 

1 5 io is 

Arg Leu His Ser Pro Met Tyr Phe Phe Leu Cys Asn Phe Ser Leu Met 

20 25 30 

Glu Met Val Val Thr Ser Thr Val Val His Arg Met Leu Ala Asp Leu 

35 40 45 

Leu Ser Thr His Lys Thr Met Ser Leu Ala Lys Cys Leu Thr Gin Ser 

50 55 60 

Phe Phe Tyr Phe Ser Leu Gly Ser Ala Asn Phe Leu He Leu Met Val 
65 70 75 80 

Met Ala Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro 

85 90 95 

Thr He Thr Asn Gly Pro Val Cys Val Lys Leu Val Val Ala Cys Trp 

100 105 HO 

Val Val Gly Phe Leu Ser He Val Ser Pro Thr Leu Gin Lys Thr Arg 

115 120 125 

Leu Trp Phe Cys Gly Pro Asn He He Gly His Tyr Phe Cys Asp Ser 

130 135 140 

Ala Pro Leu Leu Lys Leu Ala Cys Ser Asp Thr Arg His He Glu Arg 
145 150 155 160 

Met Asp Leu Phe Leu Ser Leu Leu Phe Val Leu Thr Thr Met Leu Leu 

165 170 175 

He He Leu Ser Tyr He Leu He Val Ala Ala Val Leu His He Pro 

180 185 190 

Ser Ser Ser Gly Cys Gin Lys Ala Phe Ser Thr Cys Ala Ser His Leu 

195 200 205 

Thr Val Val Val Leu Gly Tyr Gly Ser Ala He Phe He Tyr Val Arg 

210 215 220 

Pro Gly Lys Gly His Ser Thr Tyr Leu Asn Lys Ala Val Ala Met Val 
225 230 235 240 

Thr Ala Met Val Thr Pro Phe Leu Asn Pro Phe He Phe Thr Phe Arg 

245 250 255 

Asn Glu Lys Val Lys Glu Val He Glu Asp Val Thr Lys Arg He Phe 

260 265 270 

Leu Gly Asp Pro Ala Ala 
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<210> 2189 
<211> 203 
<212> PRT 

<213> Homo sapien (7670214-23-12266-12905) 



<220> 

<221> VARIANT 

<222> (1)...(203) 

<223> Xaa = Any Amino Acid 



<400> 2189 

Pro Leu lie Xaa Pro Asp Pro Phe lie Phe Thr Gin Leu Cys Ser Phe 

15 10 15 

Leu Asn Lys Tyr Val Ala Ser Thr Arg Leu Asn Asp His Asn lie Asp 

20 25 30 

Gin Ala Pro Xaa Ser Arg Ser lie lie Leu Asn Leu Cys Leu lie Ser 

35 40 45 

Phe Gly lie Lys Gly Met Trp Ser Asn Val Asn Ser Cys Phe Leu Ser 

50 55 60 

Ser Leu Pro Arg Glu Lys Glu Leu Gly Leu Lys Ser Glu Gly Asn Tyr 
65 70 75 80 

Ser Ser Ala Thr Gin Phe Cys Leu Leu Gly Phe Pro Gly Phe Glu Glu 

85 90 95 

Leu Pro His Phe Leu Leu Val Asn Phe Phe Phe His Leu Met Arg Leu 

100 105 110 

Met Gly Asn Ala Val lie Tyr Met Val Arg lie Asp Xaa Ser Leu Gin 

115 120 125 

Ser Pro Gly Asp Phe Phe Leu Ser Gin Leu Phe lie Phe Ser His Ser 

130 135 140 

Leu Leu Met Asp lie Ser lie Val lie Ala Ser Leu lie Gin lie Asp 
145 150 155 160 

Ser Tyr Ser Ser lie Pro Ser Ala Ser Gly Gin Lys Lys Ser Phe Ser 

165 170 175 

Thr His Ala Ser His Phe Thr Cys Val Gly lie Asp Tyr Asp Ser Cys 

180 185 190 

Leu Phe Leu Tyr Val Lys Pro Lys Gin lie Trp 
195 200 



<210> 2190 
<211> 321 
<212> PRT 

<213> Homo sapien (7671636-1-417-2747) 



<220> 

<221> VARIANT 

<222> (1)...(321) 

<223> Xaa = Any Amino Acid 



<400> 2190 
























Phe 


Lys Arg Ser 


He 


Thr 


Phe 


Thr Pro 


Thr 


Thr 


Phe 


Thr 


Leu 


Val 


Gly 


1 




5 








10 










15 




lie 


Pro Gly Leu 


Glu 


Ala 


Glu 


His Tyr 


Trp 


He 


Ser 


He 


Pro 


Phe 


Cys 




20 








25 










30 






Leu 


He Tyr Thr 


He 


He 


Phe 


Pro Gly Asn 


Gly 


He 


He 


Leu 


His 


He 




35 








40 








45 








He 


Arg He Asp 


Ser 


Ser 


Leu 


His Gin 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Ala 




50 






55 








60 










Met 


Pro Ala Phe 


Val 


Glu 


Leu Gly Val 


Ser 


Ala 


Ser 


Thr 


Met 


Pro 


Thr 


65 






70 








75 










80 
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Val Leu Ser lie Phe 
85 

Cys Leu Leu Gin Met 
100 

Gly Val Leu Leu Ala 
115 

Pro Leu Arg Tyr Thr 
130 

Gly Ala Ala He Ala 
145 

Phe Leu Leu Arg Arg 
165 

Ser Tyr Cys Leu His 
180 

Arg Pro Asn Ser He 
195 

Leu Asp Leu Leu Phe 
210 

Val Leu Glu He Ala 
225 

Cys Val Ser His lie 
245 

Ser Leu Ser Xaa Val 
260 

Gin Thr Val Thr Ala 
275 

Pro He Val Tyr Ser 
290 

Leu Thr Leu Ser Arg 

305 

Pro 



Leu Phe Gly He Asn Asp 
90 

Phe Ser Met His Ser Phe 
105 

Met Ser Val Asp Arg Phe 
120 

Thr He Leu Thr He Ala 
135 

Leu Arg Ser Val Met Leu 
150 155 
Leu Pro Phe Cys Gly His 
170 

Ser Asp Leu He Lys Leu 
185 

Leu Ala Leu Phe Val He 
200 

He Val Val Ser Tyr Val 
215 

Ser Arg Ser Arg Ala Trp 
230 235 
Cys Ala Val Leu Val Tyr 
250 

His Arg Phe Gly Arg His 
265 

Asn Ala Tyr Leu Phe Phe 
280 

He Lys He Lys Glu He 
295 

Lys Arg Gly Glu Phe Xaa 
310 315 



Val Ser Phe Gly Gly 
95 

Thr Leu Met Glu Ser 
110 

Val Ala He Tyr Ser 
125 

Cys He Ser Gly Met 
140 

Met Leu Pro Leu Leu 
160 

Asn Thr Leu Thr His 
175 

Pro Cys Gly Asp Thr 
190 

Thr Phe Thr Phe Gly 
205 

Leu He Leu His Thr 
220 

Gin Ala Leu Asn Thr 
240 

Tyr Val Pro Met He 
255 

Leu Pro Pro Leu Phe 
270 

Pro Pro Val Val Asn 
285 

Arg Asn Ser Val Val 
300 

Trp Arg Pro Lys He 
320 



<210> 2191 
<211> 295 
<212> PRT 

<213> Homo sapien (7690091-1-489-1697) 
<220> 

<221> VARIANT 

<222> (1) . . . (295) 

<223> Xaa = Any Amino Acid 



<400> 2191 




























He 


Gin 


Cys 


Lys 


Gly 


Xaa 


Xaa 


Lys 


Xaa 


He 


Lys 


Thr 


Phe 


Ser 


Val 


Thr 


1 








5 










10 










15 




Pro 


He 


Leu 


Asn Gly 


Asn 


Arg 


Glu 


He 


Ala 


Arg 


Phe 


Leu 


Ser 


Asn 


Leu 








20 










25 










30 






Ser 


Leu 


Ala 
35 


Gly 


He 


Gly 


Phe 


Pro 
40 


Ser 


Thr 


He 


Val 


Ser 
45 


Lys 


Met 


He 


Val 


Asp 
50 


He 


Gin 


Ser 


His 


Ser 
55 


Arg 


Val 


He 


Ser 


Tyr 
60 


Ala 


Gly 


Cys 


Leu 


Thr 


Gin 


Val 


Ser 


Leu 


Phe 


Ala 


Val 


Phe Gly Cys 


Met 


Glu 


Asp 


Met 


Leu 


65 










70 










75 










80 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Phe 


Val 


Asp 


He 


Cys 


His 


Pro 


Leu 










85 










90 










95 




Asp 


Tyr 


Pro 


Val 
100 


He 


Met 


Asn 


Pro 


Cys 
105 


Phe 


Cys 


Gly 


Phe 


Leu 
110 


Val 


Leu 


Leu 


Ser 


Phe 
115 


Phe 


Leu 


Ser 


Leu 


Leu 
120 


Asp 


Ser 


Gin 


Leu 


His 
125 


Asn 


Trp 


He 


Ala 


Leu 


Gin 


He 


Thr 


Cys 


Phe 


Lys 


Asp Val 


Glu 


He 


Pro 


Asn 


Phe 


Phe 
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130 










135 










140 

X "a \J 










Cys 


Asp 


Pro 


Ser 


til Y\ 


Leu 


Pro 


nib 


Leu 


Al ;=» 


Cys 


Cys 


Asp 


1 ill 




1 fix 


i 4R 










150 










1 RR 

j. _> 










160 


Asn 


Asp 


lie 


vax 


Mot- 
J- D J 


Tyr 


Phe 


Leu 




Ala 


Tip 

lie 




viy 


rne 


Leu 
175 


Pro 


i ie 


ber 


uiy 


inr 
180 


rue 


Phe 


Ser 


Tyr 


Tyr 
185 


Lys 


lie 


vax 


Ser 


Ser 
190 


He 


Leu 


Arg 


vai 


Ser 


Ser 


Coy 
Del 


Gly Gly 


Lys 


Tyr 


Lys 


Al a 


irne 


Ser 


Thr 


Cys 


Gly 






195 










200 










205 










MX S 


Leu 


Ser 


vax 


Val 


Cys 


Leu 


rne 


Tyr 


pi 

Ljxy 


i nr 


Gly 


Phe 


Gly Gly 




210 










215 










220 










Asp 


Leu 


Ser 


Ser 


Asp 


Met 


Ser 


Ser 


Tyr 


Pro 


Arg 


Lys 


Gly Ala 


Val 


Ala 


225 










230 










235 










240 


Ser 


val 


Met 


Tyr 


mVi v 

Tnr 
245 


Val 


Val 


Thr 


Pro 


Met 
250 


Leu 


Asn 


Pro 


Phe 


He 
255 


Tyr 


Ser 


Arg 


Asn 


Arg 
260 


Glu 


He 


Lys 


Ser 


Ala 
265 


Leu 


Arg 


Gin 


Leu 


His 
270 


Cys 


Arg 


He 


Val 


Xaa 
275 


Ser 


His 


Phe 


Leu 


He 
280 


He 


Cys 


Ser 


He 


Pro 
285 


Ser 


Val 


Val 


Xaa 


Val 
290 


Arg 


Lys 


Gly 


Ser 


Lys 
295 





















<210> 2192 
<211> 197 
<212> PRT 

<213> Homo sapien (7705148-11-94-972) 



<220> 

<221> VARIANT 

<222> (1) . . . (197) 

<223> Xaa = Any Amino Acid 



<400> 2192 



Ala 


Ala 


Met 


Ala 


Xaa 


Asp Arg 


Tyr 


He 


Ala 


He 


Cys 


Asn Pro 


Leu 


Leu 


1 








5 










10 








15 




Tyr 


Thr 


Val 


He 
20 


Met 


Ser 


Lys 


Lys 


Val 
25 


Cys 


Cys 


Gin 


Leu Ala 
30 


He 


Gly 


Ala 


Phe 


Leu 


Gly Gly 


Thr 


Met 


Ser 


Ser 


He 


He 


His 


Thr Thr 


Asn 


Thr 






35 










40 










45 






Phe 


His 


Leu 


Ser 


Phe 


Cys 


Ser 


Arg Asp 


He 


Asn 


His 


Phe Phe 


Cys 


Asp 




50 










55 










60 








He 


Ser 


Pro 


Leu 


Phe 


Ser 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


Tyr Met 


His 


Asp 


65 










70 










75 








80 


He 


He 


Leu 


Val 


Val 
85 


Phe 


Ala 


Ser 


Phe 


Val 
90 


Glu 


Ala 


He Cys 


Leu 
95 


Leu 


Ser 


Val 


Leu 


Leu 
100 


Ser^ 


Tyr 


Val 


Phe 


He 
105 


Met 


Ala 


Ala 


He Leu 
110 


Arg 


Thr 


Gly 


Ser 


Val 


Glu 


Gly Arg Arg 


Arg Gly 


Phe 


Ser 


Thr 


Cys Ala 


Ser 


His 






115 










120 










125 






Leu 


Thr 
130 


Val 


Val 


Thr 


Met 


Tyr 
135 


His 


Gly 


Thr 


Leu 


He 
140 


Phe He 


Tyr 


Leu 


Arg 


Pro 


Ser 


Thr 


Gly His 


Ser 


Leu 


Asp 


He 


Asp 


Lys 


Val Thr 


Ser 


Val 


145 










150 










155 








160 


Phe 


Tyr 


Thr 


Leu 


He 
165 


He 


Pro 


Met 


Leu 


Asn 
170 


Pro 


Leu 


He Tyr 


Ser 
175 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Asn 


Ala 


Phe 


Arg 


Lys 


Val 


He Gly Arg 


Lys 








180 










185 








190 






Leu 


Leu 


Pro 


Xaa Gly 


























195 



























<210> 2193 
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<211> 128 
<212> PRT 

<213> Homo sapien (7705148-13-12855-13510) 
<220> 

<221> VARIANT 

<222> (1) . . . (128) 

<223> Xaa = Any Amino Acid 



<400> 2193 



Ser 


Arg 


Ser 


Asp 


Thr 


Gin 


Val 


Asn 


Glu 


Leu 


Val 


Leu 


Phe Thr 


Val 


Phe 


1 








5 










10 








15 




Gly 


Phe 


He 


Glu 


Leu 


Ser 


Thr 


He 


Ser Gly 


Val 


Phe 


He Ser 


Tyr 


Cys 








20 










25 








30 






Tyr 


He 


He 


Leu 


Ser 


Val 


Leu 


Glu 


He 


His 


Ser 


Ala 


Glu Gly Arg 


Phe 






35 










40 










45 






Lys 


Ala 
50 


Leu 


Ser 


Thr 


Cys 


Thr 
55 


Ser 


His 


Leu 


Ser 


Ala 
60 


Val Ala 


He 


Phe 


Gin 


Gly 


Thr 


Leu 


Leu 


Phe 


Met 


Tyr 


Phe 


Arg 


Pro 


Ser 


Ser Ser 


Tyr 


Ser 


65 










70 










75 








80 


Leu 


Asp 


Gin 


Asp 


Lys 
85 


Met 


Thr 


Ser 


Leu 


Phe 
90 


Tyr 


Thr 


Leu Val 


Val 
95 


Pro 


Met 


Leu 


Asn 


Pro 
100 


Leu 


He 


Tyr 


Ser 


Leu 
105 


Arg 


Asn 


Lys 


Asp Val 
110 


Lys 


Glu 


Ala 


Leu 


Lys 


Lys 


Leu 


Lys 


Asn 


Lys 


He 


Leu 


Phe 


Xaa 


Gly Asn 


Ser 


Lys 



115 120 125 



<210> 2194 
<211> 208 
<212> PRT 

<213> Homo sapien (7705148-18-30183-31440) 
<220> 

<221> VARIANT 

<222> (1) . . . (208) 

<223> Xaa = Any Amino Acid 



<400> 2194 



Met 


Glu 


Leu 


Glu 


Asn 


Gly Thr 


Val 


Lys 


Thr 


Gly 


Phe 


Phe 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser Asp 


His 


Leu 


Glu 


Leu 


Gin 


Ser 


Leu 


Leu 


Phe 


Ala 


Glu 


Phe 


Phe 








20 










25 










30 






Ser 


He Tyr 


Ser 


Val 


Thr 


Leu 


Met 


Gly Asn 


Leu Gly 


Met 


He 


Leu 


Leu 






35 










40 










45 








He 


Thr 
50 


He 


Ser 


Ser 


His 


Leu 

55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Cys 


Val 


Leu 


Ser 


Phe 


He 


Asp 


Ala 


Cys 


Tyr 


Ser 


Ser 


Val 


He 


Ala 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Val 


Asn 


Leu 


Val 


Ser 


Glu 


Lys 


Lys 


Thr 


He 


Ser 


Tyr Asn Gly 










85 










90 










95 




Cys 


Val 


Ala 


Gin 
100 


Leu 


Tyr 


Phe 


Phe 


Cys 
105 


Ser 


Leu 


Val 


Asp 


Thr 
110 


Glu 


Ser 


Phe 


Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Xaa 


Asp Arg 


Tyr 


He 


Ala 


He 


Cys 


Asn 






115 










120 










125 








Pro 


Leu 
130 


Leu 


Tyr 


Thr 


Val 


He 
135 


Met 


Ser 


Lys 


Lys 


Val 
140 


Cys 


Cys 


Gin 


Leu 


Ala 


He Gly Ala 


Phe 


Leu Gly 


Gly Thr 


Met 


Ser 


Ser 


He 


He 


His 


Thr 


145 










150 










155 










160 


Thr 


Asn 


Thr 


Phe 


His 
165 


Leu 


Ser 


Phe 


Cys 


Ser 
170 


Arg 


Asp 


He 


Asn 


His 
175 


Phe 


Phe 


Cys 


Asp 


He 


Ser 


Pro 


Leu 


Phe 


Ser 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


Tyr 
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180 185 190 

Met His Asp lie lie Leu Val Val Phe Ala Ser Phe Val Glu Ala lie 
195 200 205 

<210> 2195 
<211> 188 
<212> PRT 

<213> Homo sapien (7705148-8-1-2633) 



<400> 2195 



Met 


Asp 


Trp 


Glu 


Asn 


Cys 


Ser 


Ser 


Leu 


Thr 


Asp 


Phe 


Phe 


Leu 


Leu 


Gly 


1 








5 










10 










15 




He 


Thr 


Asn 


Asn 
20 


Pro 


Glu 


Met 


Lys 


Val 
25 


Thr 


Leu 


Phe 


Ala 


Val 
30 


Phe 


Leu 


Ala 


Val 


Tyr 


He 


He 


Asn 


Phe 


Ser 


Ala 


Asn 


Leu 


Gly Met 


He 


Val 


Leu 






35 










40 










45 








He 


Arg 
50 


Met 


Asp 


Tyr 


Gin 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


His 


Leu 


Ser 


Phe 


Cys 


Asp 


Leu 


Cys 


Tyr 


Ser 


Thr 


Ala 


Thr 


Gly 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Val 


Asp 


Leu 


Leu 


Ala 


Lys 


Asn Lys Ser Jle 


Pro 


Phe 


Tyr 


Gly 










85 










90 










95 




Cys 


Ala 


Leu 


Gin 
100 


Phe 


Leu 


Val 


Phe 


Cys 
105 


He 


Phe 


Ala 


Asp 


Ser 
110 


Glu 


Cys 


Leu 


Leu 


Leu 
115 


Ser 


Val 


Met 


Ala 


Phe 
120 


Asp 


Arg 


Tyr 


Lys 


Ala 
125 


He 


He 


Asn 


Pro 


Leu 
130 


Leu 


Tyr 


Thr 


Val 


Asn 
135 


Met 


Ser 


Ser 


Arg 


Val 
140 


Cys 


Tyr 


Leu 


Leu 


Leu 


Thr 


Gly 


Val 


Tyr 


Leu 


Val 


Gly 


He 


Ala 


Asp 


Ala 


Leu 


He 


His 


Met 


145 










150 










155 










160 


Thr 


Leu 


Ala 


Phe 


Arg 
165 


Leu 


Cys 


Phe 


Cys 


Gly 
170 


Ser 


Asn 


Glu 


He 


Asn 
175 


His 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Pro 


Leu 


Leu 


Leu 


Leu 


Ser 











180 185 

<210> 2196 
<211> 210 
<212> PRT 

<213> Homo sapien (7705159-18-2705-3893) 
<220> 

<221> VARIANT 

<222> (1) . . . (210) 

<223> Xaa = Any Amino Acid 



<400> 2196 




























Cys 


His 


Pro 


Pro 


Leu 


Arg 


Trp 


Gly 


Ser 


Xaa 


Glu 


Pro 


Ala 


Glu 


Glu 


Glu 


1 








5 










10 










15 




Gly 


Leu 


Ala 


Leu 
20 


Ser 


Ser 


Arg 


Xaa 


Phe 
25 


Phe 


Phe 


Phe 


Leu 


Ser 
30 


Val 


Leu 


Asp 


Ala 


Gin 
35 


Leu 


His 


Asn 


Leu 


He 
40 


Ala 


Leu 


Gin 


Met 


Thr 
45 


Cys 


Phe 


Gin 


Asp 


Ala 
50 


Glu 


He 


Pro 


Asn 


Phe 
55 


Phe 


Trp 


Asp 


Pro 


Ser 
60 


Gin 


Leu 


Pro 


His 


Leu 


Ala 


Cys 


Cys 


Asp 


Thr 


Phe 


Thr 


Asn 


Asn 


He 


He 


Met 


Tyr 


Phe 


Pro 


65 










70 










75 










80 


Ala 


Val 


He 


Phe 


Gly 
85 


Phe 


Leu 


Pro 


He 


Ser 
90 


Gly 


Thr 


Leu 


Phe 


Ser 
95 


Tyr 


Tyr 


Lys 


He 


Val 
100 


Ser 


Ser 


He 


Leu 


Ser 
105 


Val 


Ser 


Ser 


Ser 


Arg 
110 


Gly 


Gin 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 
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115 120 
Phe Tyr Gly Thr Gly Val Gly Gly 

130 135 
Ser Pro Arg Lys Ala Ala Val Ala 
145 150 
Pro Met Leu Asn Pro Phe lie Tyr 
165 

Ser Val Leu Arg Arg Pro His Ser 
180 

Leu Asn Cys Ser lie Pro Phe Val 
195 200 

Val Lys 
210 



125 

Tyr Phe Ser Ser Asp Val Ser Ser 
140 

Ser Val Met Tyr Thr Val lie Thr 
155 160 
Ser Leu Arg Asn Arg His lie Lys 

170 175 
Ser Thr Val Gin Ser Pro Cys Leu 
185 190 
Val Trp Val Asn Lys Gly Ser Lys 
205 



<210> 2197 
<211> 186 
<212> PRT 

<213> Homo sapien (7708872-11-1-1518) 
<220> 

<221> VARIANT 

<222> <1)...(186) 

<223> Xaa = Any Amino Acid 



<400> 2197 



Pro 


Ala 


His 


Pro 


Arg 


Ser 


Pro 


His 


His 


Pro 


Leu 


Phe 


Pro 


Pro 


Tyr 


He 


1 








5 










10 










15 




Tyr 


Leu 


Lys 


Asn 
20 


Phe 


Phe 


Pro 


Thr 


He 
25 


Phe 


Pro 


Gin 


Asn 


Leu 
30 


Leu 


Ser 


Leu 


Leu 


Phe 
35 


Thr 


Thr 


Val 


Phe 


Pro 
40 


Pro 


Pro 


Pro 


Thr 


Pro 
45 


Asn 


He 


Phe 


Ser 


Pro 
50 


Pro 


Ser 


Phe 


Pro 


His 
55 


Cys 


Leu 


Phe 


Cys 


Asn 
60 


Thr 


Phe 


Ser 


Cys 


Ser 


Leu 


He 


Leu 


Tyr 


Phe 


Pro 


Leu 


Ala 


Leu 


Thr 


Thr 


Leu 


Phe 


Thr 


Pro 


65 










70 










75 










80 


Pro 


Ser 


Thr 


Pro 


Lys 


Leu 


Phe 


Ser 


Pro 


Ser 


Tyr Arg 


Ser 


Ser 


His 


Thr 










85 










90 










95 




Ala 


Val 


Ser 


Val 
100 


Ala 


Ala 


Thr 


Asn 


Arg 
105 


Ser 


Glu 


Ala 


Ser 


Cys 
110 


Ala 


Cys 


Arg 


Ser 


His 
115 


Ser 


Leu 


Gin 


His 


Ala 
120 


Ala 


Val 


Ala 


Ser 


Pro 
125 


Cys 


Pro 


Gly 


Pro 


Leu 
130 


Ser 


Arg 


Glu 


Arg 


Ser 
135 


Ser 


Pro 


Ala 


Arg 


Arg 
140 


His 


Ala 


Xaa 


Ala 


Xaa 


Asn 


Gly 


Leu 


Thr 


Pro 


Leu 


Leu 


Ala 


Pro 


Phe 


He 


Tyr Xaa Gly Tyr 


145 










150 










155 










160 


Ala 


Tyr 


Glu 


Val 


Pro 


Gly 


Leu 


Leu 


Phe 


Gin Asp Trp Val 


Arg 


Glu 


Asn 










165 










170 










175 




Ala 


Glu 


Ala 


Tyr 


Ser 


Asp 


Trp 


Thr 


Leu 


Leu 















180 185 



<210> 2198 
<211> 323 
<212> PRT 

<213> Homo sapien (7708872-16-23686-24654) 



<220> 

<221> VARIANT 

<222> (1)...(323) 

<223> Xaa = Any Amino Acid 



<400> 2198 
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Val Ala Cys Tyr Leu Pro Glu Leu Ser Val Gly Cys Pro Gly Gly Lys 

15 10 15 

Glu Asn Glu Thr Gly Val Gly Glu Phe Leu Leu Leu Ser He Thr Ser 

20 25 30 

Asp Ser Glu Lys Gin Gin Ala Leu Phe Trp Leu Phe Leu Cys Met His 

35 40 45 

Leu Val Thr Glu Ala Gly Asn Thr Pro He He Leu Gly He Gly Ser 

50 55 60 

Asn Pro Arg Leu His Thr Pro Thr Tyr Phe Phe Thr His Leu Ser Phe 
65 70 75 80 

Val Asn He Cys Phe He Thr Asn Leu He Pro Lys Leu Leu Val Asn 

85 90 95 

His Val Ala Gly Thr Gly Met He Thr He Ser Ser Pro Gin Cys Leu 

100 105 110 

Thr Gin Met Tyr Phe Leu He Ser Phe Ala Asn Val Asp Thr Phe Leu 

115 120 125 

Leu Ala He Met Ala Leu Asp His Tyr Val Ala He Cys Ser Ala Leu 

130 135 140 

Arg Tyr Cys Ser He He Thr Pro Glu Leu Cys Gin Gly Leu Ala Val 
145 150 155 160 

Leu Ala Xaa Ala Gly Ser Ser Leu He Ser Leu Val His Thr Val He 

165 170 175 

Met Ser Arg Leu Ala Phe Cys Ser Ser Ala Gin He Ser His Phe Tyr 

180 185 190 

Cys Asp Ala Tyr Leu Leu Met Lys He Ala Cys Ser His Thr Val Asn 

195 200 205 

Gin His Val Phe Leu Gly Ala Val Val Leu Phe Leu Ala Pro Cys Ala 

210 215 220 

Leu He Leu Val Ser Tyr He Arg He Ala Ala Ala He Leu Arg He 
225 230 235 240 

Pro Ser Pro Thr Arg Arg Arg Lys Ala Cys Ser He Cys Ser Ser His 

245 250 255 

Leu Ser Leu Val Thr Leu Phe Tyr Gly Thr Val Leu Gly He Cys He 

260 265 270 

Xaa Pro Pro Asp Ser Phe Ser Ala Gin Asp Thr He Ala Thr He Met 

275 280 285 

Tyr Thr Val Val Thr Ser Met Leu Asn Pro Phe He Tyr Ser Leu. Met 

290 295 300 

Asn Lys Glu Val Gin Glu Ala Val Arg Arg Leu Phe Ser Arg Gly Ser 
305 310 315 320 

His Ser Ser 



<210> 2199 
<211> 328 
<212> PRT 

<213> Homo sapien (7715624-11-1-3301) 
<220> 

<221> VARIANT 

<222> (1)...(328) 

<223> Xaa = Any Amino Acid 

<400> 2199 

Leu Ser He Cys Phe Phe Leu Cys He Phe Ser Ala Asp He Xaa Ser 

15 10 15 

Met Leu Ala Met Glu Gin Asn Asn Gly Thr Glu Val Thr Glu Phe He 

20 25 30 

Leu Leu Gly Phe Ala Gly Gin His Lys Ser Trp His He Leu Ser He 

35 40 45 

Ala Phe Leu Ala He Tyr Val Val Thr Pro Val Gly Asn He Gly Met 
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50 










55 










60 










lie 


Leu 


Leu 


He 


Lys 


He 


Asp 


Ala 


Ser 


Leu 


His 


He 


Pro 


Met 


Xaa 


He 


65 










70 










75 










80 


Phe 


Leu 


Gin 


His 


Leu 


Ala 


Phe 


Val 


Asp 


Leu 


Cys 


Tyr 


Thr 


Ser 


Ala 


He 










85 










90 










95 




Thr 


Pro 


Lys 


Met 


Leu 


Lys 


Asn 


Phe 


Val 


Glu 


Thr 


Lys 


Lys 


Ser 


He 


Ser 








100 










105 










110 






Cys 


He 


Gly Cys 


Met 


Val 


Gin 


Leu 


Leu 


Val 


Tyr Gly Thr Phe Ala 


Thr 






115 










120 










125 








Ser 


Asp 


Cys 


Tyr 


He 


Leu 


Ala 


Ala 


Met 


Ala 


Val 


Asp 


Arg 


Tyr 


Val 


Ala 




130 










135 










140 










Phe 


Cys 


Asn 


Pro 


Leu 


His 


Tyr 


Pro 


Gly Val 


Met 


Ser 


Gin 


Arg 


Leu 


Cys 


145 










150 










155 










160 


lie 


Lys 


Leu 


Leu 


Val 


Ser 


Ser 


Tyr 


Val 


Met 


Gly 


Phe 


Leu 


Asn 


Ala 


Ser 










165 










170 










175 




lie 


Asn 


He 


Ser 


Phe 


Thr 


Phe 


Ser 


Leu 


Asn 


Phe 


Cys 


Lys 


Ser 


Lys 


Thr 








180 










185 










190 






He 


Asn 


His 


Phe 


Phe 


Cys 


Asp 


Glu 


Pro 


Pro 


He 


He 


Ala 


Leu 


Pro 


Cys 






195 










200 










205 








Ser 


Asn 


He 


Asp 


Leu 


Asn 


He 


Met 


Leu 


Leu 


Thr 


Val 


Phe 


Val 


Gly Leu 




210 










215 










220 










Asn 


Leu 


Met 


Cys 


Thr 


Val 


Met 


Val 


Val 


He 


He 


Ser 


Cys 


He 


Tyr 


Val 


225 










230 










235 










240 


Leu 


Val 


Ala 


He 


Leu 


Arg 


He 


Ser 


Ser 


Ala 


Ala 


Gly 


Lys 


Lys 


Lys 


Ser 










245 










250 










255 




Leu 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Thr 


He 


Phe 


Tyr 


Gly 








260 










265 










270 






Val 


Leu 


Ser 


Tyr 


Met 


Tyr 


Leu 


Cys 


His 


Arg 


He 


Asn 


Glu 


Ser 


Gin 


Lys 






275 










280 










285 








Gin 


Glu 


Lys 


Val 


Ala 


Ser 


Val 


Phe 


Tyr 


Gly 


He 


He 


He 


Pro 


Met 


Leu 




290 










295 










300 










Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Gin 


Arg 


Asn 


Gin 


Asp 


Val 


He 


Glu 


Ala 


He 



305 310 315 320 

Lys Leu Thr Glu Lys Lys Tyr Phe 
325 

<210> 2200 
<211> 193 
<212> PRT 

<213> Homo sapien (7768677-1-106933-108798) 
<220> 

<221> VARIANT 

<222> (1) . . . (193) 

<223> Xaa = Any Amino Acid 



<400> 2200 



Phe 


Phe 


Asn 


He 


Thr 


Xaa 


Phe 


Val 


Pro 


Glu 


Val 


Met 


Lys 


Ser 


Leu 


Ser 


1 








5 










10 










15 




Arg 


Ser 


Lys 


Asp 
20 


He 


Ser 


Phe 


Asn 


Phe 
25 


Cys 


Phe 


Xaa 


Phe 


Phe 
30 


Phe 


Phe 


Ser 


Cys 


Gly 
35 


Cys 


Thr 


Gly 


Leu 


Thr 
40 


Glu 


Asp 


He 


Phe 


Val 
45 


Val 


Phe 


Lys 


Ser 


Phe 
50 


Val 


Leu 


Phe 


Gly 


Val 
55 


Leu 


Ser 


Xaa 


Ala 


His 
60 


Leu 


Pro 


Val 


Lys 


Lys 


Lys 


Lys 


Lys 


Arg 


Phe 


Cys 


Ser 


Leu 


Leu 


Tyr 


Xaa 


Thr 


Thr 


He 


Leu 


65 










70 










75 










80 


He 


Cys 


Lys 


Trp 


Pro 
85 


Lys 


Thr 


Ser 


Pro 


Phe 
90 


Phe 


Thr 


Glu 


Phe 


Leu 
95 


Ser 


Leu 


Ser 


Arg 


Lys 
100 


Asn 


Leu 


Lys 


Phe 


Gin 
105 


Lys 


Asn 


He 


Glu 


Cys 
110 


Glu 


Tyr 
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Met 


lie Ser 


Val 


Xaa 


Ala 


Thr 


Cvs 


He Gly Asn Lys 


Tvr 


Leu 


Asn 


Cvs 

-J — ' 




115 










120 








125 








Glu 


lie Tyr 


Leu 


Arg 


Ser 


Leu 


Thr 


Phe 


Pro 


Asn He 


Ser 


Ser 


He 


Val 




130 








135 


















Phe 


Phe Leu 


Leu 


Gin 


Ser 


Lys 


* Jr * 


Met 


Phe 


Thr Phe 


Xaa 


Lys 


xyi 


Arg 


145 








150 










155 








160 


Glu 


Ala Gin 


Asn 


Trp Gly Lys 


Lys 


Pro 


Xaa 


Xaa He 


Pro 


Pro 


Ser 


Arg 








165 










170 








175 




Lys 


Lys Ala 


He 


Asn 


Leu 


Xaa 


Arg 


He 


Ser 


Ser Xaa 


Ser 


Leu 


Phe 








180 










185 








190 






Val 




























<210> 2201 


























<211> 291 


























<212> PRT 


























<213> Homo sapien (7770649-26-5915-7266) 










<400> 2201 


























Met 


Val Gly Ala 


Asn 


His 


Ser 


Val 


Val 


Ser 


Glu Phe 


Val 


Phe 


Leu 










5 










10 








15 




Leu 


Thr Asn 


Ser 


Trp 


Glu 


He 


Arg 


Leu 


Leu 


Leu Leu 


val 


Mr Xitr 




b6r 






20 










25 








30 






wee 


Phe Tyr 


Met 


Ala 


Ser 


Met 


Met 


Gly Asn 


Ser Leu 


lie 


Leu 


Leu 


Thr 




35 










40 








45 








Val 


Thr Ser 


Asp 


Pro 


His 


Leu 


His 


Ser 


Pro 


Met Tyr 


Phe 


Leu 


Leu 


Ala 




50 








55 








60 










Asn 


Leu Ser 


Phe 


He 


Asp 


Leu 


Gly Val 


Ser 


Ser Val 


Thr 


Ser 


Pro 


Lys 


DO 








70 










75 








80 


Mot* 


lie Tyr Asp 


Leu 


Phe 


Arg 


Lys 


His 


Glu 


Val He 


Ser 


t? lit; 


Gly Gly 








85 










90 








95 




Cys 


He Ala 


Gin 


He 


Phe 


Phe 


He 


His 


Val 


He Gly Gly 


Veil 


Glu 


Met 






100 










105 








110 






Val 


Leu Leu 


He 


Ala 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr Val 


Ala 


Tl 


Cys 


Lys 




115 










120 








125 








Pro 


Leu Gin 


Tyr 


Leu 


Thr 


He 


Met 


Ser 


Pro 


Arg Met 


Cys 


MpJ- 


Phe 


Phe 




130 








135 








140 










Leu 


Val Ala 


Ala 


Trp 


Val 


Thr 


Gly 


Leu 


He 


His Ser 


Val 


Val 


Gin 


Leu 


145 








150 










155 








160 


Val 


Phe Val 


Val 


Asn 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro Asn 


Val 


Ser 


Asp 


Ser 








165 










170 








175 




Phe 


Tyr Cys 


Asp 


Leu 


Pro Arg 


Phe 


He 


Lys 


Leu Ala 


Cys 


Thr 


Asp 


Ser 






180 










185 








190 






Tyr 


Arg Leu 


Glu 


Phe 


Met 


Val 


Thr 


Ala Asn Ser Gly Phe 


He 


Ser 


Leu 




195 










200 








205 








Gly 


Ser Phe 


Phe 


He 


Leu 


He 


He 


Ser 


Tyr 


Val Val 


He 


He 


Leu 


Thr 




210 








215 








220 










Val 


Leu Lys 


His 


Ser 


Ser 


Ala 


Gly 


Leu 


Ser 


Lys Ala Leu 


Ser 


Thr 


Leu 


225 








230 










235 








240 


Ser 


Ala His 


Val 


Ser 


Val 


Val 


Val 


Leu 


Phe 


Phe Gly Pro 


Leu 


He 


Phe 








245 










250 








255 




Val 


Tyr Thr 


Trp 


Pro 


Ser 


Pro 


Ser 


Thr 


His 


Leu Asp 


Lys 


Phe 


Leu 


Ala 






260 










265 








270 






lie 


Phe Asp 


Ala 


Val 


Leu 


Thr 


Pro 


Val 


Leu 


Asn Pro 


He 


He 


Tyr 


Thr 




275 










280 








285 








Phe 


Arg Asn 



























290 



<210> 2202 
<211> 92 
<212> PRT 
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<213> Homo sapien (7939486-13-581-990) 
<220> 

<221> VARIANT 

<222> (1) . . . (92) 

<223> Xaa = Any Amino Acid 

<400> 2202 

Cys His Pro Ser His Tyr Phe Ser lie Leu lie Arg Phe Leu Cys Leu 

15 10 15 

Tyr Leu Ser Leu Glu Met Gin Ala Ala Cys Ser Ser Ser Xaa Leu Thr 

20 25 30 

His Thr lie His Phe Met Lys His Lys Pro Val Leu Thr Asn Ser Leu 

35 40 45 

Ser Ser Leu Phe Asn Leu Ser Asn Cys Asp Lys Asn His Thr Ala Leu 

50 55 60 

Tyr Pro Val Xaa Pro Pro Met lie Phe Asp Gin Lys Pro Asn Leu Phe 
65 70 75 80 

Phe Val Val Phe Thr Tyr Gly Gin Leu Gly Ser Thr 
85 90 

<210> 2203 
<211> 168 
<212> PRT 

<213> Homo sapien (7996320-1-1-801) 



<400> 2203 



Lys 


Gin 


Ser 


Ser 


Gly 


Asp 


Ser 


Gly 


Asn 


Gin 


Thr 


Thr 


Trp 


Leu 


He 


Leu 


1 








5 










10 










15 




Val 


Gly 


Phe 


Gly 
20 


Glu 


Leu 


Gin 


Tyr 


Leu 
25 


Gly 


Phe 


Leu 


Pro 


Phe 
30 


Thr 


Leu 


Phe 


Leu 


Ala 


lie 


Tyr 


Val 


Val 


Thr 


Val 


Val 


Gly Asn Ala 


Leu 


He 


Met 






35 










40 










45 








Leu 


Ala 
50 


Val 


Ala 


Ser 


Ser 


Arg 

55 


Thr 


Leu 


His 


Pro 


Pro 
60 


Met 


Tyr 


Phe 


Phe 


Leu 


Cys 


His 


Phe 


Ser 


Leu 


Leu 


Glu 


He 


Gly 


Tyr 


Thr 


Ser 


Asn 


Val 


He 


65 










70 










75 










80 


Leu 


Trp 


Leu 


Leu 


Gin 
85 


Ser 


Phe 


Leu 


Glu 


Gly 
90 


Lys 


Glu 


Val 


He 


Ser 
95 


Leu 


Val 


Ser 


Cys 


Leu 
100 


Ala 


Gin 


Phe 


Tyr 


Val 
105 


Phe 


Ser 


Ser 


Leu 


Ala 
110 


Ala 


Ala 


Glu 


Cys 


Leu 
115 


Leu 


Leu 


Ser 


Ala 


Val 
120 


Ser 


Tyr 


Asp 


Cys 


Tyr 
125 


Leu 


Ala 


He 


Cys 


Cys 
130 


Pro 


Leu 


His 


Tyr 


Pro 
135 


Ala 


Leu 


Met 


Ser 


Thr 
140 


Trp 


Phe 


Cys 


His 


Cys 


Leu 


Ala 


Ala 


Gly 


Ala 


Trp 


Phe 


Ser 


Gly 


Phe 


Phe 


Ser 


Ser 


Ala 


Phe 


145 










150 










155 










160 


Thr 


Met 


Ala 


Leu 


Ala 
165 


Ala 


Pro 


Leu 



















<210> 2204 
<211> 167 
<212> PRT 

<213> Homo sapien (7996320-11-500-1042) 
<220> 

<221> VARIANT 

<222> (1)...(167) 

<223> Xaa = Any Amino Acid 

<400> 2204 
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Gly Leu Gly Gly Gly Gin Ser Cys Ala Asn Lys Lys Trp Gly Thr Gly 

15 10 15 

Leu Asn Leu Thr Pro Ser Phe His Gly Ser Arg Ser Asn Phe Cys Gly 

20 25 30 

Pro Xaa He Ser He His Ser Tyr Ser Leu Gin Ser Phe Leu Pro Val 

35 40 45 

Leu He Met Asn Leu Tyr Xaa Thr His Cys Ser Xaa Gin Ser Ser Pro 

50 55 60 

He Leu His Tyr Pro Val Gin Val Leu Gly Leu Gly Thr Leu Val Leu 
65 70 75 80 

Leu Leu Gly Ser Tyr Ser Cys He He Met Thr Ala Pro Gly Asp Gin 

85 90 95 

Leu Cys Xaa Gin Gly Arg Ser Lys He Leu Ser Thr Cys Ser Ser His 

100 105 110 

Tyr Leu Val Val Thr He Phe Tyr Thr Ser Gly Phe Leu Arg Tyr Val 

115 120 125 

He Leu Tyr Pro Xaa He Xaa Met Arg Asp He Pro Tyr Pro Lys Trp 

130 135 140 

Ser Pro Leu Ala Glu Glu Ser He Thr Lys Xaa Gin Asp He Gin Lys 
145 150 155 160 

Ala Xaa Ala Leu Val Leu Leu 
165 



<210> 2205 
<211> 294 
<212> PRT 

<213> Homo sapien (8052042-13-4893-7590) 



<400> 2205 



Ala 


Thr 


Tyr 


Asn 


Ser 


Ser 


Asn 


Thr 


Val 


Val 


Thr 


Glu 


Phe 


Val 


Phe 


Leu 


1 








5 










10 










15 




Ser 


Phe 


Pro 


Glu 
20 


Leu 


His 


His 


Leu 


Gin 

25 


Gly 


Leu 


Leu 


Phe 


Val 
30 


Ser 


Leu 


Leu 


lie 


He 


Tyr Val 


Val 


Thr 


He 


Leu 


Glu 


Asp 


Leu 


Ala 


Val 


Val 


Gly 






35 










40 










45 








Thr 


He 
50 


Arg 


Ala 


Ser 


His 


His 
55 


Leu 


His 


He 


Ser 


Thr 
60 


His 


Leu 


Phe 


Leu 


Ala 


Gin 


Leu 


Ser 


Val 


Leu 


Glu 


Thr 


Leu 


Tyr 


Thr 


Ser 


Val 


Thr 


Val 


Pro 


65 










70 










75 










80 


Lys 


Leu 


Leu 


Ala Gly 


Leu 


Pro 


Ala 


Glu 


Arg 


Arg 


Pro 


Ser 


He 


Ser 


Phe 










85 










90 










95 




Ser 


Gly 


His 


Leu 
100 


Thr 


Trp 


Leu 


Leu 


Leu 
105 


Phe 


Leu 


Ser 


Leu 


Ser 
110 


Ser 


Ser 


Glu 


Cys 


Val 
115 


Leu 


Pro 


Ala 


Asn 


Met 
120 


Asp 


Cys 


Asp 


Trp 


His 
125 


Pro 


Val 


He 


Cys 


His 
130 


Leu 


Leu 


His 


Tyr 


Leu 
135 


Ser 


Pro 


Ser 


Trp 


Thr 
140 


Pro 


Cys 


Ser 


Trp 


Leu 


Cys 


Leu 


His 


Leu 


Ala 


He 


Ser 


Ala 


Gin 


Leu 


Ser 


Ser 


Phe 


Pro 


Ala 


145 










150 










155 










160 


Ser 


Phe 


Val 


Ser 


Thr 
165 


Ala 


Leu 


Asn 


Ser 


Ser 
170 


Leu 


Arg 


Leu 


Arg 


Ser 
175 


Pro 


Asp 


Val 


Leu 


Asn 
180 


His 


Phe 


Cys 


Asp 


He 
185 


Pro 


Pro 


Pro 


Leu 


Gly 
190 


Leu 


Ser 


Cys 


Ser 


Ser 
195 


Thr 


Thr 


Thr 


He 


Glu 
200 


Met 


Arg 


Thr 


Gin 


Ala 
205 


Ala 


Gin 


Val 


He 


Leu 
210 


Ala 


Ala 


Ser 


Leu 


Gin 
215 


Ala 


Thr 


Thr 


Val 


Ser 
220 


Tyr 


Thr 


His 


He 


Leu 


Ala 


Arg 


Ser 


Leu 


Arg 


He 


Pro 


Glu 


Arg 


Pro 


Ser 


Lys 


Leu 


Lys 


Ala 


225 










230 










235 










240 


Phe 


Pro 


Thr 


Tyr 


Ala 


Ser 


His 


Leu 


Gly 


Cys 


Gly 


Ser 


Ser 


Asn 


Leu 


He 



245 250 255 
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Lys Leu Val Ser Gly Val Tyr Leu Val Gly lie Pro Leu Leu Lys Pro 

260 265 270 

lie lie Tyr Cys Leu Arg Asn Cys Asn lie Arg Glu Ala Leu Ala Lys 

275 280 285 

Leu Leu Gin Ala Leu Pro 
290 

<210> 2206 
<211> 175 
<212> PRT 

<213> Homo sapien (8052042-5-3342-10968) 
<220> 

<221> VARIANT 

<222> (1) . . . (175) 

<223> Xaa = Any Amino Acid 

<400> 2206 

Leu Leu Met Ala Ala Asp Asn His Thr Arg Val Glu Ala Phe Val Leu 

15 10 15 

Gin Gly Phe Ser Glu Asp Leu Pro Leu Gin Gly Cys Cys Phe Ala Phe 

20 25 30 

Phe Leu Leu Tyr Leu Met Ala Leu Val Gly Asn lie Leu Met Val Met 

35 40 45 

Ala He Ser Leu Asn Pro Gly Leu His Thr Pro Val Tyr Phe Phe Leu 

50 55 60 

Thr Asn Leu Ala Leu Leu Asp He Val Cys Thr Ser Met Asp Asn Ser 
65 70 75 80 

Arg Val Val Ala Val Leu Tyr Thr Val Val Ser Pro Thr Leu Asn Pro 

85 90 95 

Ser Pro Thr Pro Cys Gly Thr Arg Thr Tyr Gin Xaa His Xaa Gly Glu 

100 105 110 

Cys Phe Leu Ala Ser Gly Lys Arg Lys Gly Ser Phe Xaa Cys Glu Met 

115 120 125 

Phe Gin Val Leu Thr Asn Xaa Phe Gin His Met Thr Leu Arg lie Ser 

130 135 140 

Cys Lys Gin Gin Gly Thr Arg Lys Xaa Leu Met Pro His He Tyr Lys 
145 150 155 160 

Xaa Cys Ala Pro Ala Arg Gly Cys His His Ser Met Trp Asn Ser 
165 170 175 

<210> 2207 
<211> 275 
<212> PRT 

<213> Homo sapien (8072456-16-39461-40850) 
<400> 2207 

Met Val Gly Asn Leu Leu He Trp Val Thr Thr He Gly Ser Pro Ser 

15 10 15 

Leu Gly Ser Leu Met Tyr Phe Phe Leu Ala Tyr Leu Ser Leu Met Asp 

20 25 30 

Ala He Tyr Ser Thr Ala Met Ser Pro Lys Leu Met He Asp Leu Leu 

35 40 45 

Cys Asp Lys He Ala He Ser Leu Ser Ala Cys Met Gly Gin Leu Phe 

50 55 60 

He Giu His Leu Leu Gly Gly Ala Glu Val Phe Leu Leu Val Val Met 
65 70 75 80 

Ala Tyr Asp Arg Tyr Val Ala He Ser Lys Pro Leu His Tyr Leu Asn 

85 90 95 

He Met Asn Arg Leu Val Cys He Leu Leu Leu Val Val Ala Met He 
100 105 110 
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yj±y 


taiy 


r>y-i o 

115 


Vol 


U-i c Cor 


Val 


V=» 1 
Veil 

120 


ulll 


lie 


Val 


Phe 


Leu 
125 


xyi 


Ser 


Leu 


"D-r-/-\ 

rxO 


lie 
130 


Cys 


vjiy 


fro ash 


Veil 

135 


Tip 
lie 


Asp 


Hi ^ 


Ser 


Val 
140 


v-ys> 


Asp 


Met 


Tvr 


Pro 


Leu 


Leu 


pi,, 


T aii T Ait 
lieu J_ieU 


Cys 


lie U 




Thr 


xyi 


Phe 


He 


Glv 
\jiy 


Leu 


Thr 


145 








150 










155 










160 


Val 


vai 


nlo 


Asn 


uiy oiy 

lOD 




Tip 
lie 


uys 


Met 
1 70 


Val 


He 


Phe 


Thr 


Phe 
175 


Leu 


Leu 


lie 


oer 


Cys 
180 


vjiy Val 


Tip 

lie 


Leu 


185 


rue 


Leu 


Lys 


Thr 


i jr i 

190 


Ser 


Gin 


bill 


G1U 


Arg 
195 


HIS 


Lys Ala 


Leu 


Pro 
200 


1 ill 


Cys 


Tip 


Cp r 


His 
205 


He 


Tip 
He 


Val 


val 


Ala 
210 


Leu 


vai 


Fne vai 


Pro 
215 


Cys 


Tl n 

lie 


it lie 


M/jt- 


lyr 

220 


veil 


Arg 


XT 1 S-> 


V ax 


Ser 


Asn 


Phe 


Pro 


Phe Asp 


Lys 


Leu 


Met 


Thr 


Val 


Phe 


Tyr 


Ser 


He 


He 


225 








230 










235 










240 


Thr 


Leu 


Met 


Leu 


Asn Pro 
245 


Leu 


He 


Tyr 


Ser 
250 


Leu 


Arg 


Gin 


Ser 


Glu 
255 


Met 


Lys 


Asn 


Ala 


Met 
260 


Lys Asn 


Leu 


Trp 


Cys 
265 


Glu 


Lys 


Leu 


Ser 


He 
270 


Val 


Arg 



Lys Arg Val 
275 

<210> 2208 
<211> 316 
<212> PRT 

<213> Homo sapien (8077072-13-9613-11523) 
<220> 

<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 



<400> 2208 



Met 


Val 


He 


Leu 


Ser 


Trp 


Glu 


Asn 


Gin 


Thr 


Met 


Arg 


Val 


Glu 


Phe 


Val 


1 








5 










10 










15 




Leu 


Gin 


Gly 


Phe 
20 


Ser 


Ser 


He 


Arg 


Gin 
25 


Leu 


Asn 


He 


Phe 


Leu 
30 


Phe 


Met 


He 


He 


Leu 


Val 


Phe 


Tyr 


He 


Leu 


Thr 


Val 


Ser 


Gly Asn 


He 


Leu 


He 






35 










40 










45 








Val 


Leu 
50 


Leu 


Val 


Leu 


Val 


Arg 
55 


His 


His 


Leu 


His 


Thr 
60 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 


Val 


Asn 


Leu 


Ser 


Cys 


Leu 


Glu 


He 


Trp 


Tyr 


Thr 


Ser 


Asn 


He 


65 










70 










75 










80 


He 


Pro 


Lys 


Met 


Leu 
85 


Leu 


He 


He 


He 


Ala 
90 


Glu 


Xaa 


Lys 


Thr 


He 
95 


Ser 


Val 


Ala 


Gly 


Trp 
100 


Leu 


Ala 


Gin 


Phe 


Tyr 
105 


Phe 


Phe 


Gly 


Ser 


Leu 
110 


Ala 


Ala 


Thr 


Glu 


Cys 
115 


Leu 


Leu 


Leu 


Thr 


Val 
120 


Met 


Ser 


Tyr 


Asp 


Arg 
125 


Tyr 


Leu 


Ala 


He 


Cys 
130 


Gin 


Pro 


Leu 


Cys 


Tyr 
135 


Arg 


Val 


Leu 


Met 


Thr 
140 


Gly 


Pro 


Leu 


Cys 


He 


Arg 


Leu 


Ala 


Ala 


Gly 


Ser 


Trp 


Phe 


Cys 


Cys 


Phe 


Leu 


Leu 


Thr 


Ala 


145 










150 










155 










160 


He 


Thr 


Met 


Val 


Leu 


Leu 


Cys 


Arg 


Leu 


Thr 


Phe 


Cys 


Gly Pro 


Tyr 


Glu 










165 










170 










175 




Thr 


Asp 


His 


Phe 
180 


Phe 


Cys 


Asp 


Phe 


Thr 
185 


Pro 


Leu 


Val 


His 


Leu 
190 


Ser 


Cys 


Met 


Asp 


Thr 
195 


Ser 


Val 


Thr 


Glu 


Thr 
200 


He 


Ala 


Phe 


Ala 


Thr 
205 


Ser 


Ser 


Ala 


Val 


Thr 


Leu 


He 


Pro 


Phe 


Leu 


Leu 


He 


Val 


Ala 


Ser 


Tyr 


Ser 


Cys 


Val 
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210 










215 










220 










Leu 


Sear 


Ala 


He 


Leu 


Ara 


He 


Pro 


Ser 


Cys 


Thr 


Gly Gin 


i-i _y o 


Jjy s 




225 










230 










235 










240 


Phe 


Ser 


Thr 


Cys 


Ser 
245 


Ser 


His 


Leu 


Thr 


Val 
250 


Val 


Tip 


v a .L 




255 




Thr 


Leu 


He 


Ala 
260 


Thr 




Leu 


Val 


Pro 
265 


Ser 


Ala 


Asn 


Ser 


270 


VJ-LIl 


L6U 


Leu 


Cys 


Lys Gly 


Ser 


Ser 


Leu 


Leu 


Tyr 


He 


He 


Leu 


Thr 


Pro 


Met 


Phe 






275 










280 










285 








Asn 


Pro 
290 


He 


He 


Tyr 


Ser 


Leu 
295 


Arg 


Asn 


Arg 


Asp 


He 
300 


His 


Glu 


Ala 


Leu 


Lys 


Lys 


Cys 


Leu 


Arg 


Lys 


Lys 


Ser Gly 


Val 


Cys 


Leu 










305 










310 










315 













<210> 2209 
<211> 309 
<212> PRT 

<213> Homo sapien (8081198-24-6628-8036) 
<400> 2209 

Met Glu Asn Gin Asn Asn Val Thr Glu Phe He Leu Leu Gly Leu Thr 

1 5 10 15 

Glu Asn Leu Glu Leu Trp Lys He Phe Ser Ala Val Phe Leu Val Met 

20 25 30 

Tyr Val Ala Thr Val Leu Glu Asn Leu Leu He Val Val Thr He He 

35 40 45 

Thr Ser Gin Ser Leu Arg Ser Pro Met Tyr Phe Phe Leu Thr Phe Leu 

50 55 60 

Ser Leu Leu Asp Val Met Phe Ser Ser Val Val Ala Pro Lys Val He 
65 70 75 80 

Val Asp Thr Leu Ser Lys Ser Thr Thr He Ser Leu Lys Gly Cys Leu 

85 90 95 

Thr Gin Leu Phe Val Glu His Phe Phe Gly Gly Val Gly He He Leu 

100 105 110 

Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 

His Tyr Thr He He Met Ser Pro Arg Val Cys Cys Leu Met Val Gly 

130 135 140 

Gly Ala Trp Val Gly Gly Phe Met His Ala Met He Gin Leu Leu Phe 
145 150 155 160 

Met Tyr Gin He Pro Phe Cys Gly Pro Asn He He Asp His Phe He 

165 170 175 

Cys Asp Leu Phe Gin Leu Leu Thr Leu Ala Cys Thr Asp Thr His He 

180 185 190 

Leu Gly Leu Leu Val Thr Leu Asn Ser Gly Met Met Cys Val Ala He 

195 200 205 

Phe Leu He Leu He Ala Ser Tyr Thr Val He Leu Cys Ser Leu Lys 

210 215 220 

Ser Tyr Ser Ser Lys Gly Arg His Lys Ala Leu Ser Thr Cys Ser Ser 
225 230 235 240 

His Leu Thr Val Val Val Leu Phe Phe Val Pro Cys He Phe Leu Tyr 

245 250 255 

Met Arg Pro Val Val Thr His Pro He Asp Lys Ala Met Ala Val Ser 

260 265 270 

Asp Ser He He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 

275 280 285 

Asn Ala Glu Val Lys Ser Ala Met Lys Lys Leu Trp Met Lys Trp Glu 

290 295 300 

Ala Leu Ala Gly Lys 
305 



1311 



BNSDOCID: <WO 01271 58A2J_> 



WO 01/27158 PCT/USOO/27582 



<210> 2210 
<211> 270 
<212> PRT 

<213> Homo sapien (8086488-18-2452-4090) 



<400> 2210 



Met. 


Gl n 


Val 


Ser 




Asn 


His 


Thr 


Ser 


Val 


Ala 


Met 


Phe 


Val 


Leu 


Leu 


1 








5 










10 










15 




g l v 




OC J. 


Asp 
20 


Glu 


Lys 


Glu 


Leu 


Gin 
25 


Leu 


He 


Leu 


Phe 


Pro 
30 


Val 


Phe 


Leu 


vol 


Hp 


xyx 


Leu 


Val 


Thr 


Leu 


He 




Asn 


Met 


Gly Leu 


He 


He 






35 










40 


















Leu 


Tip 
lie 

50 


rvi y 


Tip 
lie 




OCl 


His 
55 


Leu 


"Oil 


X XIX 


A 1 \J 


Mpf- 

60 


Tyr 


Phe 


Phe 


Leu 






Leu 


Cp r 


Xriltr 


»PVk -v- 
X 111 


Asp 


He 


Cys 


Tyr 




OCX 


Thr 


He 


OCl 




65 










70 










75 










80 


Arg 




Leu 


Ser 


Asp 
85 




Leu 


Lys 


Asp 


Lys 
90 


Lys 


1 111 


ne 


Ser 


trim 
95 


Leu 


nlo 


Cys 


Ala 
Ala 


rpv, -w- 

i nr 
100 


uin 


Tyr 


Phe 


Leu 


uiy 
105 


Ala 


Trp 


net 


Ser 


Leu 
110 


Ala 


ulU 


Cys 


Cys 


Leu 

lie; 


Leu 


vax 


Tl ~. 

lie 


Met 


Ala 
120 


Cys 


Asp 


Arg 


Tyr 


Val 
125 


Ala 


lie 


Laiy 


oer 


Pro 
1 J u 


Leu 


bin 


Tyr 


s>er 


Ala 
135 


He 




vai 


Pro 


Ser 

14U 


He 


Cys 


Trp 


Lys 




vai 


Ala 


oiy 


Vdl 


Cys 


Gly Gly 


biy 


jrne 


Leu 


OCl 


Ser 


Leu 


Val 


HIS 


145 










150 










155 










160 


inr 


val 


Pro 


Cys 


Pne 
165 


TV 

Asn 


Leu 


Tyr 


Tyr 


Cys 
170 


Gly 


Pro 


Asn 


He 


He 
175 


Gin 


His 


Phe 


Phe 


Cys 
180 


Asn 


Thr 


Leu 


Gin 


He 
185 


He 


Ser 


Leu 


Ser 


Cys 
190 


Ser 


Asn 


Pro 


Phe 


He 
195 


Ser 


Gin 


Met 


He 


Leu 
200 


Phe 


Leu 


Glu 


Ala 


He 
205 


Phe 


Val 


Gly 


Leu 


Gly 
210 


Ser 


Leu 


Leu 


Val 


He 
215 


Leu 


Leu 


Ser 


Tyr 


Gly 
220 


Phe 


He 


Val 


Ala 


Ser 


He 


Leu 


Lys 


He 


Ser 


Ser 


Thr 


i»ys 


Cys 


Cys 


Ala 


Lys 


Ala 


Phe 


Asn 


225 










230 










235 










240 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Ala 


Ala 


Val 


Ala 


Leu 


Phe 


Tyr Gly Thr 


Ala 










245 










250 










255 




Leu 


Ser 


Val 


Tyr 
260 


Met 


His 


Pro 


Ser 


Ser 
265 


Ser 


His 


Ser 


Met 


Lys 
270 







<210> 2211 
<211> 161 
<212> PRT 

<213> Homo sapien (8096828-10-670-2127) 
<220> 

<221> VARIANT 

<222> (1) . . . (161) 

<223> Xaa » Any Amino Acid 



<400> 2211 

Gly Trp Lys Ser Ser Thr Phe Asn 

1 5 
Val Gly Phe Pro Gly Leu Arg Glu 
20 

Leu Val Phe Leu Phe Val Thr He 

35 40 
His Thr Val Val Ala Arg Gin Asn 

50 55 
He Thr Val Leu Leu Ala Val Asn 



He Ser Cys Thr Lys Phe Phe Leu 

10 15 
Trp Trp Pro Leu Leu Val Leu Pro 
25 30 
He Ser Ala Asn Ala Leu Val He 
45 

Leu His Gin Pro Thr Cys Met Leu 
60 

He Arg Ala Ala Thr Ala Val Met 
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65 70 



Pro 


Lys 


Met 


Leu 


Glu 
85 


Gly 


Phe 


Val 


His 


Gly Arg 


Leu 


Ala 


Xaa 


Val 


Phe 








100 










Asp Tyr 


Asn 


Phe 


Leu 


Trp 


Pro 


Trp 






115 










120 


Cys 


His 


Pro 


Leu 


Cys 


Phe 


Ser Asp 




130 










135 




Leu 


Leu 


Ala 


He 


Leu 


Ala 


Phe 


Glu 


145 










150 






Pro 

















75 80 
Tyr Tyr Ala Asn Pro He Ser Leu 

90 95 
Phe He Tyr Phe Thr Leu Leu Leu 
105 110 
Pro Trp Thr Gly Tyr Phe Ala He 
125 

Leu Met Thr Ser Gin Leu Leu Gly 
140 

Gin Ser Pro Gly Ser Asp Pro Ala 
155 160 



<210> 2212 
<211> 198 
<212> PRT 

<213> Homo sapien (8096828-22-1-1563) 
<220> 

<221> VARIANT 

<222> (1)...(198) 

<223> Xaa = Any Amino Acid 



<400> 2212 



Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Cys 


Phe 


Gin 


Thr 


Glu 


Xaa 


Leu 


Pro 


Ser 


1 








5 










10 










15 




Trp 


Leu 


Gly 


Leu 


Leu 


Ala 


He 


Leu 


Ala 


Leu 


Thr 


Gin 


Ser 


Trp Gly 


Val 








20 










25 










30 






Thr 


Val 


Pro 
35 


Leu 


Val 


Val 


Leu 


Thr 
40 


Ala 


Lys 


Ala 


Asp 


Phe 
45 


Cys 


Arg 


Thr 


Ala 


Val 
50 


He 


Arg 


His 


Phe 


Thr 
55 


Cys 


Glu 


Cys 


He 


Ala 
60 


Leu 


Leu 


Ser 


He 


Ala 


Cys 


Gly Asp Leu 


Thr 


Phe 


Asn 


Asn 


Trp 


Leu 


Gly Leu Ala 


Met 


Cys 


65 










70 










75 










80 


Leu 


Val 


Thr 


Val 


He 


Ser 


Asp 


Met 


Ala 


Leu 


Leu Gly Thr 


Ser 


Tyr 


Thr 










85 










90 










95 




His 


He 


He 


Tyr 
100 


Ala 


Ala 


Phe 


Arg 


He 
105 


Ser 


Ser 


Trp 


Gly 


Ala 
110 


Gin 


Ala 


Lys 


Ala 


Leu 
115 


His 


Thr 


Cys 


Gly 


Ser 
120 


His 


Leu 


Leu 


Val 


He 
125 


Leu 


Ser 


He 


Tyr 


Val 
130 


Ser 


Gly 


Leu 


Ser 


Thr 
135 


Ser 


He 


Thr 


Phe 


Xaa 
140 


Val 


Ala 


Lys 


Thr 


Val 


Ser 


Gin 


Asn 


Val 


Gin 


Asn 


Leu 


Leu 


Ser 


Ala 


He 


Tyr 


Leu 


Leu 


Leu 


145 










150 










155 










160 


Pro 


Gly 


Ala 


Leu 


Asn 


Pro 


Val 


He 


Tyr 


Gly Val 


Arg 


Thr 


Arg 


Glu 


He 










165 










170 










175 




Gin 


Gin 


His 


Val 
180 


Glu 


Lys 


Met 


Leu 


Cys 
185 


Glu 


Lys 


Glu 


Thr 


Ala 
190 


Gin 


Lys 


Ala 


Gly 


Glu 
195 


Lys 


Pro 


Lys 























<210> 2213 
<211> 323 
<212> PRT 

<213> Homo sapien (8096945-19-338-2509) 
<220> 

<221> VARIANT 

<222> (1)...(323) 

<223> Xaa = Any Amino Acid 
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<400> 2213 



Gly Thr 


Leu 


Asn 


Leu 


ber 


Ser 


rne 


Asn 


Pro 


Gly 


Leu 


fne 


Tin 

xxe 


Leu 


Leu 


X 








5 










10 










15 




Gly 


He 


Pro 


laXy 

on 


Leu 


VjXU 


Trp 


Fne 


cys 

Z D 


He 


Trp 


Met 


vs±y 


Tic 

xxe 


Leu 


ber 


Phe 


Thr 


Ser 


Tyr 


Leu 


Val 


Ser 


Leu 


Ala 


Gly Asn Val 




Leu 


Leu 


Tyr 






35 










40 










45 








Leu 


He 
50 


inr 


vax 


bill 


nlS 


Asn 
55 


Leu 


nlS 


Lys 


Pro 


Met 
oU 


Fne 


Ser 


Fne 


Leu 


Ser 


He 


Pro 




Ser 


Axa 


Asn 


Lieu 


xxe 


Leu 


Cys 


xxe 


inr 


Tyr 


Fne 


Pro 


65 










/ u 










75 












Lys 


Thr 


Phe 


pi,. 


xxe 


rile 


Aaa 


Leu 


Lys 


Ala 
90 


Gin 


Lys 


xxe 


xxe 


Fne 


Pro 


Gly Cys 


Phe 


inr 


Arg 


Fne 


Pne 


Pne 


Pne 


Gly Leu 


Leu 


HIS 


pne 


Ser 


Phe 








XUU 










105 










X10 






Phe 


Leu 


Asp 
115 


Leu 


Ala 


Tl - 

xxe 


Leu 


Leu 
120 


Gly 


Leu 


Ala 


Phe 


Asp 
125 


His 


Tyr 


Met 


Thr 


He 
130 


Gly 


Phe 


Leu 


Leu 


Arg 
135 


Tyr 


Thr 


Ser 


Gly 


Leu 
140 


Thr 


Pro 


Arg 


Thr 


Leu 


Gly Lys 


He 


Val 


Val 


Ser 


He 


Asp 


Xaa 


Arg 


Phe 


Asn 


Asn 


He 


Leu 


145 










150 










155 










160 


Pro 


He Asp 


Phe 


Leu 


Gly 


Lys 


His 


Leu 


Pro 


Phe 


Cys 


Arg 


Thr 


His 


He 










165 










170 










175 




Asn 


Ser 


Asn 


Thr 


Tyr 


Cys 


Glu 


His 


He 


Gly Val 


Ala 


Leu 


Leu 


Ser 


Tyr 








180 










185 










190 






Ala 


Asp 


He 
195 


Ser 


He 


Asn 


He 


Trp 
200 


Tyr 


Asp 


Phe 


Thr 


He 
205 


Leu 


Val 


Met 


Thr 


He 
210 


He 


Ser 


Asp 


Leu 


He 
215 


Leu 


Thr 


Asp 


He 


Ser 
220 


Tyr 


Thr 


Leu 


Thr 


Leu 


His 


Ala 


Val 


Phe 


His 


Leu 


Pro 


Ser 


Ser 


Asp 


Ala 


Leu 


Leu 


Lys 


Ala 


225 




















235 










240 


Leu 


Ser 


Thr 


Cys 


Gly 
245 


Ser 


His 


Val 


Ser 


Val 
250 


He 


Leu 


Met 


Leu 


Tyr 
255 


Thr 


Pro 


Thr 


Met 


Leu 


Ser 


Ala 


Leu 


Thr 


His 


His 


Phe 


Gly Gin 


Ser 


He 


Ser 








260 










265 










270 






Cys 


Thr 


Phe 
275 


Tyr 


He 


Met 


Phe 


Val 
280 


Gly 


Leu 


Tyr 


Arg 


Ala 
285 


He 


Pro 


Pro 


Val 


Leu 


Asn 


Ser 


He 


He 


Tyr 


Gly 


Val 


Lys 


Thr 


Lys 


Gin 


He 


Gly Asn 




290 










295 










300 










Lys 


Val 


He 


Leu 


Leu 


Phe 


Phe 


Leu 


Lys 


Gly Met 


Gin 


Xaa 


Tyr Glu 


Asp 



305 310 315 320 

Glu Asn Met 



<210> 2214 
<211> 130 
<212> PRT 

<213> Homo sapien (8099799-17-8549-9091) 
<220> 

<221> VARIANT 

<222> (1) . . . (130) 

<223> Xaa = Any Amino Acid 



<400> 2214 

Phe Xaa Ser Ser Ser Gly Gin Thr 

1 5 
His Leu Val Thr Gin Cys Ser Met 
20 

Leu Cys Ala Leu Leu Gin Pro Leu 



Arg His Phe Lys Ala Tyr Glu Xaa 

10 15 
Leu Trp Val Xaa Asp Xaa Tyr Phe 
25 30 
His His Gly Ser Lys Ser Xaa Thr 
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3 5 










40 










45 








Gin Gly 


Ser 


Ser 


Pne 


Trp 


Ala 


Lys 


Gly 


Phe 


Val 


Leu 


Glu 


Val 


lie 


Leu 




50 










55 










60 










Ser 


Phe 


Ser 


Xaa 


Xaa 


Val 


Ala 


His 


lie 


Cys 


Ser 


Xaa 


Leu 


Val 


Leu 


Ser 


65 










70 










75 










80 


Ala 


Phe 


Ser 


Cys 


Leu 
85 


Xaa 


Asn 


Phe 


Met 


Ser 
90 


Leu 


Thr 


Ala 


Phe 


Phe 
95 


His 


Phe 


Val 


Leu 


Ser 


Leu 


Ser 


Leu 


Xaa 


His 


Lys 


Leu 


Val 


Val 


Phe 


Leu 


Lys 








100 










105 










110 




Leu 


Tyr 


His 
115 


Phe 


Xaa 


Lys 


Pro 


Gly 
120 


Ser 


Pro 


Met 


Tyr 


Val 
125 


Met 


Thr 


He 



His He 



130 

<210> 2215 
<211> 188 
<212> PRT 

<213> Homo sapien (8102357-9-3785-4449) 
<220> 

<221> VARIANT 

<222> (1)...(188) 

<223> Xaa = Any Amino Acid 



<400> 2215 



His 


Trp 


Lys 


He 


Leu 


Arg 


Arg 


Asn 


Ser 


Lys 


Met 


He 


His 


Glu 


He 


He 


1 








5 










10 










15 




Xaa 


Thr 


Leu 


Cys 
20 


Gin 


He 


Leu 


Tyr 


Ser 
25 


Glu 


Asp 


Lys 


Thr 


Cys 
30 


Tyr 


He 


Gin 


He 


Gin 

35 


Ser 


Leu 


Phe 


Cys 


Thr 
40 


Asp 


Leu 


Glu 


He 


Pro 
45 


Asn 


Phe 


Phe 


Cys 


Glu 
50 


Leu 


Asn 


Xaa 


Val 


Val 
55 


His 


Leu 


Ala 


Cys 


Ser 
60 


Asp 


Thr 


Phe 


Leu 


Lys 


Asp 


He 


Val 


Arg 


Tyr 


Cys 


Thr 


Thr 


Met 


Leu 


Leu 


Ser 


Gly 


Gly 


Pro 


65 










70 










75 








80 


He 


Ala 


Gly 


He 


Phe 
85 


Tyr 


Ser 


Phe 


Ser 


Lys 
90 


He 


He 


Ser 


Ser 


He 
95 


Cys 


Ala 


He 


Pro 


Ser Ala Gin Gly Lys 


His 


Lys 


Ala 


Phe 


Pro 


Thr 


Cys 


Val 








100 










105 










110 






Ser 


His 


Leu 
115 


Ser 


Asn 


Met 


Ser 


Leu 
120 


Phe 


Tyr 


Cys 


Arg 


Ser 
125 


Thr 


Gly 


Leu 


Tyr 


Leu 
130 


Ser 


Phe 


Ala 


Ala 


Thr 
135 


His 


Asn 


Ser 


Cys 


Ser 
140 


Asn 


Ala 


Thr 


Ala 


Ser 


Val 


Arg 


His 


Thr 


Val 


Val 


Lys 


Pro 


Leu 


Leu 


Asn 


Val 


Phe 


He 


Leu 


145 










150 










155 










160 


Lys 


Ser 


Ser 


Asn 


Lys 
165 


Asp 


He 


Lys 


Xaa 


Ala 
170 


Leu 


Lys 


Val 


Phe 


Phe 
175 


Arg 


Gly 


Lys 


Gin 


Trp 


Lys 


His 


His 


Phe 


Ser 


Lys 


Ser 


Ala 











180 185 

<210> 2216 
<211> 318 
<212> PRT 

<213> Homo sapien (8102369-26-1-1971) 
<400> 2216 

Met Ala Gly Glu Asn His Thr Thr Leu Pro Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Phe Ser Asp Leu Lys Ala Leu Gin Gly Pro Leu Phe Trp Val Val Leu 

20 25 30 

Leu Val Tyr Leu Val Thr Leu Leu Gly Asn Ser Leu He He Leu Leu 
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35 40 45 



Thr Gin 


Val 


Ser 


Pro 


Ala 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu Arg 


50 










55 










60 








Gin Leu 


Ser 


Val 


Val 


Glu 


Leu 


Phe Tyr 


Thr 


Thr 


Asp 


He 


Val 


Pro Arg 


65 








70 










75 








80 


Thr Leu 


Ala 


Asn 


Leu 


Gly Ser 


Pro 


His 


Pro 


Gin 


Ala 


He 


Ser 


Phe Gin 








85 










90 










95 


Gl v Ov«5 


Ala 


Ala 


Gin 


Met 


Tyr Val 


Phe 


He 


Val 


Leu Gly 


He 


Ser Glu 






100 










105 










110 




Cys Cys 


Leu 


Leu 


Thr 


Ala 


Met 


AT a 
x\ld 


Tvr 


Asp Arg 


1 Jf x 


Val 


Ala 


He Cys 




115 










120 










125 






Gin Pro 


Leu 


Arg 


x y i 


Ser 


Thr 


Leu 


Leu 


Ser 


Pro 


Arg 


Ala 


Cvs 


Met Ala 


130 










135 










140 








Met Val 


Gly Thr 


Ser 


Trp 


Leu 


rpViv- 

inr 


Glv 


lie 


lie 


TV»t- 

i in 


Ala 


Thr 


Thr His 


145 

-L *± ~J 








150 










ijj 








160 


Ala Ser 


Leu 


lie 


Phe 


Ser 


Leu 


Pro 


rue 


Arg 


Ser 


nlS 


Pro 


He 


He Pro 








165 










170 










175 


Hie* pVi#=> 
nio xrlltr 


Leu 


Cys 


Asp 


He 


Leu 


Pro 


veil 


Leu 


Arg 


Leu 


Ala 


Ser 


Ala Gly 






180 










1 ft5 

1 O J 










190 




ijys His 


Arg 


Ser 


Glu 


He 


Ser 


Val 


rlfc= L~ 


Thr 


Ala 


Thr 


He 


Val 


Phe He 




195 










200 










205 






IMfci u lie 


Pro 


Phe 




Leu 


He 


vai 


1 111 


Ser 


Tyr 


T 1 ^ 

lie 


Arg 


He 


Leu Gly 


j. \j 










215 


















Aid AMI 


Leu 


Ala 


Met 


Gly Leu 


Thr 


Gin 


Ser 


Arg 


Arg 


Lys 


Val 


Phe Ser 










230 










235 








240 


J. ill V_ 


Ser 


Ser 


His 


Arg 


Leu 


Val 


Val 


Ser 


Leu 


Phe 


Phe Gly 


Thr Ala 








245 










250 










255 


Ser lie 


Thr 


Asn 


Asn 


Arg 


Pro 


Gin 


nla 


Gly 


Ser 


Ser 


Glu 


Thr 


Thr Asp 






260 










265 










270 




Arg Val 


He 


Ser 


Leu 


Phe 


Asn 


Thr 


Val 


He 


Thr 


Pro 


Met 


Leu 


Asn Pro 




275 










280 










285 






lie He 


Asn 


Thr 


His 


Gly Asn 


Lys 


Asp 


Val 


Arg 


Arg 


Ala 


Leu 


Arg Tyr 


290 










295 


















Leu Val 


Lys 


Arg 


Arg 


Arg 


Pro 


Ser 


Pro 


Gly Arg 


uiy 


Ser Gly 




305 








310 










315 










<210> 2217 


























<211> 109 


























<212> PRT 


























<213> Homo sapien (8102369-32-1554-1892) 










<220> 




























<221> VARIANT 
























<222> (1)... 


. (109) 






















<223> Xaa = 


Any 


Amino Acid 


















<400> 2217 


























Tyr Met 


Val 


Val 


Thr 


Leu 


Val 


Leu 


Val 


He 


Leu 


Ser 


Tyr Ala 


Phe He 


1 






5 










10 










15 


He Lys 


Thr 


He 


Leu 


Lys 


Leu 


Pro 


Ser 


Ala 


Gin 


Gin 


Arg 


Thr 


Lys Ala 






20 










25 










30 




Phe Pro 


Thr 


Cys 


Ser 


Ser 


His 


Met 


He 


Val 


He 


Ser 


Leu 


Ser 


Tyr Gly 




35 










40 










45 






Ser Cys 


Met 


Phe 


Met 


Tyr 


He 


Asn 


Pro 


Ser 


Ala 


Lys 


Asp Arg 


Asp Thr 


50 










55 










60 








Phe Asn 


Lys 


Gly 


Val 


Ala 


Leu 


Leu 


He 


Thr 


Ser 


Val 


Ala 


Pro 


Leu Leu 


65 








70 










75 








80 


Asn Pro 


Phe 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Gin 


Gin 


Val 


Arg 


Gin 


Pro Phe 








85 










90 










95 


Lys Asp Met 


Val 


Lys 


Lys 


Leu 


Leu 


Asn 


Leu 


Xaa 


Arg 


He 










100 










105 
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<210> 2218 
<211> 131 
<212> PRT 

<213> Homo sapien (8102369-33-1-1370) 
<400> 2218 



Met 


Lys 


Asn 


Lys 


Thr 


Val 


Leu 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Leu 


Thr 


1 






5 










10 










15 




Asp 


Val 


Pro 


Glu 


Leu 


Gin 


Val 


Ala 


Val 


Phe 


Thr 


Phe 


Leu 


Phe 


Leu 


Ala 






20 










25 










30 






Tyr 


Leu 


Leu 


Ser 


He 


Leu 


Gly 


Asn 


Leu 


Thr 


He 


Leu 


He 


Leu 


Thr 


Leu 




35 










40 










45 








Leu 


Asp 
50 


Ser 


His 


Leu 


Gin 


Thr 

55 


Pro 


Met 


Tyr 


Phe 


Phe 
60 


Leu 


Arg 


Asn 


Phe 


Ser 


Phe 


Leu 


Glu 


He 


Ser 


Phe 


Thr 


Asn 


He 


Phe 


He 


Pro 


Arg 


Val 


Leu. 


65 










70 










75 










80 


He 


Ser 


He 


Thr 


Thr 
85 


Gly 


Asn 


Lys 


Ser 


He 
90 


Ser 


Phe 


Ala 


Gly 


Cys 
95 


Phe 


Thr 


Gin 


Tyr 


Phe 


Phe 


Ala 


Met 


Phe 


Leu 


Gly Ala 


Thr 


Glu 


Phe 


Tyr 


Leu 






100 










105 










110 






Leu 


Ala 


Ala 
115 


Met 


Ser 


Tyr 


Asp 


Arg 
120 


Tyr 


Val 


Ala 


He 


Cys 
125 


Lys 


Leu 


Met 


Thr 


Met 


His 





























130 



<210> 2219 
<211> 313 
<212> PRT 

<213> Homo sapien (8102369-49-1-1012) 
<220> 

<221> VARIANT 

<222> (1) . . . (313) 

<223> Xaa = Any Amino Acid 



<400> 2219 



Met 


Pro 


Asn 


Lys 


He 


Val 


Val 


Thr 


Glu 


Phe 


Phe 


Leu 


Thr 


Arg 


Pro 


Asp 


1 






5 










10 










15 




Gly 


Leu 


Gin 


Lys 
20 


Ser 


Phe 


Gin 


Val 


Ala 
25 


Val 


Phe 


Leu 


Leu 


Pro 
30 


Asp 


Ala 


Cys 


His 


Thr 


Leu 


Xaa 


Leu 


Ser 


Leu 


Gly 


Thr 


Xaa 


He 


He 


He 


Thr 


Met 




35 










40 










45 








Thr 


Leu 
50 


Leu 


Asp 


Thr 


Arg 


Met 
55 


Gin 


Thr 


Ser 


Met 


Tyr 
60 


Leu 


Phe 


Leu 


Gin 


Asn 


Leu 


Ser 


Cys 


Leu 


Glu 


He 


Trp 


Phe 


Gin 


Thr 


Val 


He 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Leu 


Asn 


He 


Ala 


Met 


Gly 


Thr 


Lys 


Thr 


Val 


Ser 


Phe Ala Gly 










85 










90 










95 




Cys 


He 


Thr 


Gin 


Asp 


Phe 


Phe 


His 


He 


Phe 


Leu 


Gly Ala 


Thr 


Glu 


Phe 






100 










105 










110 






Phe 


Leu 


Leu 
115 


Thr 


Ala 


Met 


Ala 


Tyr 
120 


Asp 


Gin 


Tyr 


He 


Ala 
125 


He 


Cys 


Lys 


Pro 


Leu 
130 


His 


Tyr 


Pro 


Met 


Leu 
135 


He 


Ser 


Ser 


Arg 


Val 
140 


Cys 


Thr 


Gin 


Leu 


He 


Leu 


Thr 


Cys 


Trp 


Leu 


Leu 


Gly 


Phe 


Ser 


Phe 


He 


He 


Met 


Pro 


Val 


145 










150 










155 










160 


He 


Leu 


Thr 


Ser 


Gin 
165 


Leu 


Pro 


Phe 


Cys 


Asp 
170 


Thr 


His 


He 


Lys 


His 
175 


Phe 


Phe 


Cys 


Asp 


Tyr 


Thr 


Pro 


Leu 


Met 


Glu 


Val 


Val 


Cys 


Ser 


Gly Pro Lys 








180 










185 










190 
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Val Leu Glu Met Val Asp Phe Thr Leu Ala Leu Val Ala Leu Phe Gly 

195 200 205 

Thr Leu Val Leu lie Thr Leu Ser Tyr Val Gin lie lie Gin Thr lie 

210 215 220 

Val Arg lie Pro Ala Val Gin Glu Arg Lys Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Val lie Met Val Thr Met Cys Tyr Asp Ser Cys Phe Phe 

245 250 255 

Met Tyr Val Lys Pro Ser Pro Gly Lys Trp Val Asp Val Asn Lys Gly 

260 265 270 

Val Ser Leu lie Asn Thr lie lie Ala Pro Leu Leu Asn Pro Phe lie 

275 280 285 

Cys Thr Leu Arg Asn Gin Gin Val Lys Gin Val Met Lys Asp Leu Val 

290 295 300 

Arg Lys Met Thr Leu Ser Glu Asn Lys 
305 310 

<210> 2220 
<211> 96 
<212> PRT 

<213> Homo sapien (8117362-7-1589-1951) 
<220> 

<221> VARIANT 

<222> (1)...(96) 

<223> Xaa = Any Amino Acid 

<400> 2220 

Pro Leu Xaa Leu Met Val Val He Phe Ser Gin Val Tyr Thr Leu Ala 

15 10 15 

Ala He Pro Lys Met Ser Ser Thr Ala Gly Arg Thr Gin Gly Phe Phe 

20 25 30 

Met Xaa Ala Ser His Leu Thr Ala Val Val He Phe Tyr Gly Thr Pro 

35 40 45 

Ser Tyr Met Tyr Leu His His Gly Asn Asn Gly Ser Pro Lys Gin Gly 

50 55 60 

Lys Val Ser Ser Val Phe Tyr Gly He Val He Asp Leu Ser Leu Arg 
65 70 75 80 

Val Gin Asp Ala Arg Glu Ala Leu Lys Glu Lys Gly Lys Lys Gin Phe 
85 90 95 

<210> 2221 
<211> 195 
<212> PRT 

<213> Homo sapien (8117365-9-1-1453) 
<220> 

<221> VARIANT 

<222> (1)...(195) 

<223> Xaa = Any Amino Acid 

<400> 2221 

Arg Met Phe Xaa Thr Xaa Phe Phe Ser Ser Leu Thr Leu Arg Leu Gin 

15 10 15 

Leu Ser His Leu Phe Pro Cys Leu Gly Tyr Val Phe Ser Leu Leu Gly 

20 25 30 

Xaa His Asp Lys Arg Tyr Met He Gin Leu Asn Pro Ser Leu Ala Val 

35 40 45 

Leu Lys Cys Val He Phe Trp Cys Val Cys Val Leu Val Cys Met Ser 

50 55 60 

Tyr Glu Glu Gly Glu Arg Leu Ser Thr Ser Phe Leu Ala Pro Cys Val 
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65 










70 










75 










80 


Ser 


Xaa 


Leu 


Trp 


Val 


Phe 


He 


Thr 


Cys 


Arg 


Val 


Gly Glu 


Val 


Phe 


Gly 










85 










90 










95 


Phe 


Xaa 


Gly 


Phe 
100 


Xaa 


Ala 


Ser 


Gin 


Xaa 
105 


Ser 


His 


Lys 


He 


Asn 
110 


Tyr 


Cys 


Val 


Asn 


He 
115 


Val 


Leu 


Leu 


Gly 


Gly 
120 


Cys 


He 


Leu 


Gin 


His 
125 


Thr 


Xaa 


Asp 


Thr 


Ser 
130 


Gin 


Leu 


Lys 


Glu 


Met 
135 


Ser 


Ser 


Glu 


Met 


Leu 
140 


Ala 


Arg 


Arg 


Lys 


Arg 


Arg 


He 


Thr 


Leu 


Arg 


Ser 


Leu 


Met 


Gly 


His 


Pro 


Ser 


He 


Phe 


Leu 


145 










150 










155 










160 


Leu 


Arg 


Arg 


Ser 


Lys 
165 


Ala 


Gly 


Ser 


He 


Ser 
170 


Xaa 


Thr 


Asp 


Lys 


Ser 
175 


Arg 


Leu 


Ser 


His 


Arg 


His 


Ser 


Arg 


Val 


Arg 


Leu 


Tyr 


He 


He 


Thr 


Gly Thr 








180 










185 










190 






Asn 


Met 


Val 
195 





























<210> 2222 
<211> 318 
<212> PRT 

<213> Homo sapien (8117535-2-10765-15227) 
<220> 

<221> VARIANT 

<222> (1)...(318) 

<223> Xaa - Any Amino Acid 

<400> 2222 

Cys Val Asp Ser Ser Leu Lys Xaa Glu He Thr Gin Xaa Cys Leu Ser 

15 10 15 

Leu Leu Leu Xaa Met Ala Glu Gly Trp Arg Leu Tyr Phe He He Leu 

20 25 30 

lie He Ser Tyr Lys Phe Cys Thr Leu Leu Gly Asn Val He Phe Arg 

35 40 45 

Thr Leu Val Cys Ser Leu Gly Phe His Thr Ser Cys Met Tyr Phe Phe 

50 55 60 

Pro Xaa Lys He Ser Leu Xaa Leu Ala Xaa Val Cys His Ser He He 
65 70 75 80 

Ala Leu Pro Ser Thr Gin Lys Xaa Ala He Asn Val Gin Gly Ala Ala 

85 90 "* 95 

Val His Val Phe Ser Phe Pro Cys Leu Tyr Cys Pro Glu He Phe Leu 

100 105 ~ HO 

His Ser Leu Thr Gin Cys His Pro Phe He Ala He Gly Tyr Pro Leu 

115 120 125 

Gin Gly Met His Thr He Thr His Lys Leu Tyr He Leu Leu Thr Thr 

130 135 140 

Gly Pro Trp Arg Gly Cys Xaa Leu His Val Asn Leu Leu Thr Ala Leu 
145 150 155 160 

Leu Gly Ser Tyr Pro Asn Pro Val Pro Thr Lys Leu Trp Leu Ser Phe 

165 170 175 

Pro Ser He Pro Glu Val Lys Leu Xaa Pro Met Gin Ala Tyr Thr Lys 

180 185 190 

Pro Tyr Ala Gly Leu Ser Leu Cys Leu Ser Leu Ser Leu Ser Leu Ser 

195 200 205 

Phe Ser Leu Phe Ser He He Ser He Ser Tyr He Cys Asn Glu He 

210 215 220 

Asp He Pro Lys He He Ser Ala Asp Ser Val His Gly Ala Phe Ser 
225 230 235 240 

Thr Cys Leu Ala His Leu Phe Ala Phe Ser Thr Cys He Ala Gin Pro 
245 250 255 
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Ala Val Cys Asn Ser Leu Trp Pro Trp Thr 

260 265 
Ser Arg Asp Ser Val He Gin Arg Pro Asn 

275 280 
Leu Asn Ser Leu He Ser Ser Leu Arg Asn 

290 295 
Ser His Lys He Phe Lys Glu Gin Thr Leu 
305 310 

<210> 2223 
<211> 304 
<212> PRT 

<213> Homo sapien (8117535-5-1968-4011) 
<220> 

<221> VARIANT 

<222> (1}...(304) 

<223> Xaa = Any Amino Acid 



<400> 2223 



Met 


Arg 


Asn 


His 


Thr 


Leu 


Leu 


Asn 


Glu 


Phe 


He 


Leu 


Arg 


Gly 


He 


Pro 


1 








5 










10 










15 




Gin 


Thr 


Glu 


Gly Leu 


Glu 


Ala 


Val 


Leu 


Cys 


Ala 


Val 


Phe 


Ser 


Phe 


He 








20 










25 










30 






Tyr 


Leu 


Phe 
35 


Thr 


Leu 


Leu 


Gly 


Asn 
40 


Leu 


Leu 


He 


Leu 


He 
45 


Ala 


He 


Phe 


Leu 


His 
50 


Thr 


Pro 


Met 


Tyr 


Phe 
55 


Phe 


Leu 


Gly 


Arg 


Leu 
60 


Ser 


Thr 


Phe 


Asp 


He 


Leu 


Phe 


Pro 


Ser 


Val 


Thr 


Cys 


Pro 


Lys 


Met 


Leu 


Leu 


Tyr 


Leu 


Ser 


65 










70 










75 










80 


Gly 


Gin 


Ser 


Pro 


Val 
85 


He 


Ser 


Phe 


Lys 


Gly 
90 


Cys 


Ala 


Ser 


Gin 


Leu 
95 


Phe 


Phe 


Tyr 


Gin 


Leu 
100 


Leu 


Gly 


Ser 


Ala 


Glu 
105 


Gly 


Cys 


Leu 


Tyr 


Ser 
110 


Val 


Met 


Ser 


Tyr 


Asp 
115 


Arg 


Phe 


Val 


Ala 


He 
120 


His 


His 


Thr 


Leu 


Arg 
125 


Tyr 


Met 


Leu 


He 


Met 


Lys 


Pro Gly Val 


Cys 


Val 


Gly 


Leu 


Val 


Val 


Val 


Pro 


Trp 


Leu 




130 










135 










140 










Val 


Gly 


Cys 


Leu 


His 


Ala 


Thr 


He 


Leu 


Thr 


Ser 


Phe 


Thr 


Phe 


Gin 


Leu 


145 










150 










155 










160 


Ser 


Tyr 


Cys 


Gly 


Pro 
165 


Asn 


Gin 


Val 


Asp 


Tyr 
170 


Phe 


Phe 


Cys 


Asp 


He 
175 


Pro 


Ala 


Val 


Leu 


Pro 
180 


Leu 


Ala 


Cys 


Thr 


Asp 
185 


Ser 


Ala 


Leu 


Ala 


Gin 
190 


Arg 


Val 


Gly 


Ser 


He 
195 


Asn 


Val 


Gly 


Phe 


Leu 
200 


Ala 


Leu 


Thr 


Leu 


Leu 
205 


He 


Ser 


Val 


Cys 


Val 
210 


Cys 


Tyr 


Thr 


Ser 


He 
215 


Gly 


He 


Ala 


He 


Leu 
220 


Arg 


He 


Arg 


Ser 


Ser 


Glu 


Gly Arg Gin Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ala 


His 


Leu 


Val 


225 










230 










235 










240 


Ala 


He 


Leu 


Cys 


Ala 
245 


Tyr 


Gly 


Pro 


Val 


He 
250 


He 


He 


Tyr 


Leu 


Lys 
255 


Ser 


Thr 


Pro 


Asn 


Pro 
260 


Leu 


Leu 


Gly 


Gly 


Gin 
265 


Val 


Gin 


He 


Leu 


Asn 
270 


Asn 


Val 


Val 


Ser 


Pro 
275 


Met 


Leu 


Asn 


Ser 


Leu 
280 


He 


Tyr 


Ser 


Leu 


Arg 
285 


Asn 


Lys 


Glu 


Val 


Lys 
290 


Arg 


Ser 


Leu 


Lys 


Arg 
295 


Val 


Phe 


Xaa 


Asn 


Val 
300 


Leu 


Leu 


Thr 


Val 



<210> 2224 
<211> 268 



Glu Ala Gin Thr Glu Ser 
270 

Leu Cys Val Thr He Ser 
285 

Glu Ser Val Lys Gin Ala 
300 

Phe Met Lys He 
315 
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<212> PRT 

<213> Homo sapien (8117653-5-5695-6912) 



<400> 2224 



Met 


Met 


Ala 


Leu 


He 


Phe 


Thr 


Asp 


Ser 


His 


Leu 


Gin 


Ser 


Pro 


Met 


Tyr 


1 








5 










10 










15 




Phe 


Phe 


Leu 


Asn 
20 


Val 


Leu 


Ser 


Phe 


Leu 
25 


Asp 


He 


Cys 


Tyr 


Ser 
30 


Ser 


Val 


Val 


Thr 


Pro 


Lys 


Leu 


Leu 


Val 


Asn 


Phe 


Leu 


Val 


Ser Asp 


Lys 


Ser 


He 






35 








40 










45 








Ser 


Phe 
50 


Glu 


Gly 


Cys 


Val 


Val 
55 


Gin 


Leu 


Ala 


Phe 


Phe 
60 


Val 


Val 


His 


Val 


Thr 


Ala 


Glu 


Ser 


Phe 


Leu 


Leu 


Ala 


Ser 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Leu 


65 










70 










75 










80 


Ala 


He 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Gly 


Ser 


He 


Met 


Thr 


Arg 


Gly Thr 








85 










90 










95 




Cys 


Leu 


Gin 


Leu 


Val 


Ala 


Val 


Ser 


Tyr 


Ala 


Phe 


Gly Gly Ala 


Asn 


Ser 






100 










105 










110 






Ala 


He 


Gin 
115 


Thr 


Gly 


Asn 


Val 


Phe 
120 


Ala 


Leu 


Pro 


Phe 


Cys 
125 


Gly 


Pro 


Asn 


Gin 


Leu 
130 


Thr 


His 


Tyr 


Tyr 


Cys 
135 


Asp 


He 


Pro 


Pro 


Leu 
140 


Leu 


His 


Leu 


Ala 


Cys 


Ala 


Asn 


Thr 


Ala 


Thr 


Ala 


Arg 


Val 


Val 


Leu 


Tyr 


Val 


Phe 


Ser 


Ala 


145 










150 










155 










160 


Leu 


Val 


Thr 


Leu 


Leu 
165 


Pro 


Ala 


Ala 


Val 


He 
170 


Leu 


Thr 


Ser 


Tyr 


Cys 
175 


Leu 


Val 


Leu 


Val 


Ala 


He 


Gly 


Arg 


Met 


Arg 


Ser 


Val 


Ala Gly Arg 


Glu 


Lys 








180 










185 










190 






Asp 


Leu 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Phe 


Leu 


Ala 


He 


Ala 


He 


Phe 


Tyr 




195 










200 










205 








Gly 


Thr 


Val 


Val 


Phe 


Thr 


Tyr 


Val 


Gin 


Pro 


His 


Gly 


Ser 


Thr 


Asn 


Asn 


210 










215 










220 










Thr 


Asn 


Gly 


Gin 


Val 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 


He 


He 


He 


Pro 


Met 


225 








230 










235 










240 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly Ala 










245 










250 










255 




Leu 


Gin 


Arg 


Lys 


Leu 


Gin 


Val 


Asn 


He 


Phe 


Pro Gly 
















260 










265 

















<210> 2225 
<211> 184 
<212> PRT 

<213> Homo sapien (8117705-18-1061-1646) 
<220> 

<221> VARIANT 

<222> (1)...(184) 

<223> Xaa = Any Amino Acid 



<400> 2225 



Leu 


Val 


Lys 


Val 


Lys 


Lys 


Asn 


Xaa 


Asn 


He 


Phe 


Leu 


Ser 


Thr 


Ala 


Tyr 


1 






5 










10 










15 




His 


Phe 


Phe 


Pro 


Thr 


Leu 


Ser 


Val 


Asn 


Asn 


Asn 


Lys 


Phe 


Leu 


Xaa 


He 








20 










25 










30 






He 


Asn 


Asn 


Asn 


Phe 


Xaa 


Val 


Xaa 


Phe 


Asn 


Leu 


His 


Ser 


Glu 


Thr 


Ser 






35 










40 










45 








His 


Ser 


Xaa 


Val 


Tyr 


Ser 


Leu 


Val 


Leu 


Ser 


Ser 


Lys 


Val 


Cys 


He 


Leu 




50 










55 










60 










Leu 


Ala 


Ala 


Gly 


Val 


Val 


Gly 


Gly 


He 


Leu 


Ser 


Arg 


Arg 


He 


Val 


Cys 


65 










70 










75 










80 


Gly 


Pro 


Thr 


Val 


Ser 


Leu 


Ser 


Ser 


Ser 


Arg 


Ser 


Asn 


Ala 


He 


Asn 


His 
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ft s 

O — J 










90 














Jrfle 


rile 


Cys 


Asn 


Lys 


Ser 


Leu 


VJ-Ly 


Leu 


Gly Leu 


Ser 


Cys 


Tyr 


Asn 


lie 








100 










105 










110 






Tyr 


lie 


Ser 


inr 


Aid 


Val 


rlO 


Aid 


rfle 


val 


Gly Val 


Ada 


vai 


Leu 


HIS 






115 










120 










125 








Ser 


Leu 
130 


Pro 


Tyr 


Leu 


val 


lie 
135 


Met 


Pne 


Ser 


Trp 


Thr 
140 


Tyr 


Tl „ 

lie 


Leu 


vai 


Ala 


He 


Lys 


Arg 


Met 


Ser 


Ser 


Val 


Gly 


Arg 


Lys 


Glu 


Leu 


Ser 


He 


Cys 


145 










150 










155 










160 


Val 


Ser 


His 


Leu 


Lys 
165 


Thr 


Ser 


Thr 


He 


Phe 
170 


His 


Thr 


Ala 


Leu 


Phe 
175 


Tyr 


Val 


Tyr 


Leu 


Gin 
180 


Pro 


Asp 


Phe 


Phe 



















<210> 2226 
<211> 148 
<212> PRT 

<213> Homo sapien (8117705-9-1-790) 
<220> 

<221> VARIANT 

<222> (1)...(148) 

<223> Xaa = Any Amino Acid 

<400> 2226 



Thr 


Tyr 


Asp 


Val 


Pro 


Arg 


Ser 


Gly 


Leu 


Cys 


He 


Val 


Ser 


Tyr 


Asn 


Thr 


1 








5 










10 










15 




Cys 


Lys 


Ser 


Thr 


Met 


Met 


Ser 


He 


Lys 


He 


Gin 


Leu 


Lys 


Tyr 


Met 


Xaa 








20 










25 










30 






Xaa 


Lys 


Xaa 


Leu 


Leu 


He 


Tyr 


Ala 


Gly 


Val 


Tyr 


Leu 


Asn 


Val 


Thr 


Met 






35 










40 










45 








Leu 


He 


Val 


Thr 


Phe 


Lys 


Tyr 


Thr 


His 


He 


Phe 


His 


His 


Pro 


Glu 


Leu 




50 










55 










60 










Ala 


Leu 


Cys 


Tyr 


Val 


Ser 


Phe 


Ser 


Ala 


Val 


Val 


Phe 


His 


Leu 


Thr 


Ala 


65 










70 










75 










80 


Val 


Thr 


He 


Phe 


Phe 


Gly 


Ala 


Leu 


Ser 


Tyr 


Met 


Asp 


Leu 


Gin 


Pro 


Glu 










85 










90 










95 




Ser 


Thr 


Val 


Phe 


Gin 


Glu 


Gin 


Glu 


Asn 


Pro 


Ala 


Ser 


He 


Phe 


Cys 


Gly 








100 










105 










110 






He 


Met 


Thr 


Leu 


Val 


Leu 


Asn 


Phe 


Leu 


He 


Tyr 


Cys 


Leu 


Xaa 


Asn 


Xaa 






115 










120 










125 








Glu 


Val 


Lys 


Glu 


Ala 


Leu 


Gin 


Leu 


Thr 


Arg 


Lys 


Lys 


Tyr 


Xaa 


Tyr 


Met 




130 










135 










140 










Xaa 


Thr 


Glu 


Gly 



























145 

<210> 2227 
<211> 115 
<212> PRT 

<213> Homo sapien (8118143-13-1464-2322) 
<400> 2227 

Met Phe Val Val Ala Gly Phe Asn Phe Thr Tyr Pro Leu Leu He He 

15 10 15 

Leu He Ser Tyr Leu Tyr He Phe Pro Ala Thr Leu Arg He Cys Ser 

20 25 30 

Thr Glu Gly Arg His Lys Ala Phe Ser Thr Cys Gly Ser His Leu Thr 

35 40 45 

Ala Val Thr He Phe Tyr Ser Ala Leu Phe Phe Met Tyr Leu Arg Arg 

50 55 60 

Pro Ser Glu Glu Ser Met Glu Gin Gly Lys Met Val Ala Val Phe Tyr 



1322 



BNSDOCICfc <WO 01271 58A2J_> 



WO 01/27158 



PCT/US00/27582 



65 70 75 80 

Thr Thr Val He Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn 

85 90 95 

Lys Asp Val Lys Glu Ala Leu Cys Lys Glu Leu Phe Lys Arg Lys Leu 
100 105 110 

Phe Ser Lys 
115 



<210> 2228 
<211> 157 
<212> PRT 

<213> Homo sapien (8118143-4-5591-10363) 



<220> 

<221> VARIANT 

<222> (1) . . . (157) 

<223> Xaa = Any Amino Acid 

<400> 2228 



He 


Cys 


His 


Asn Arg 


Lys 


Val 


He 


Pro 


Ala 


Ser 


Met 


Xaa 


Asn 


Met 


Cys 


1 






5 










10 










15 




Xaa 


Phe 


Leu 


Leu 


Lys 


Val 


Ala 


Xaa 


Asp 


Asn 


Phe 


Leu 


His 


Val 


Leu 


Phe 








20 










25 










30 






He 


Leu 


Ala 


Lys 


Thr 


Ala 


Pro 


Pro 


Leu 


Leu 


Phe 


Leu 


Xaa 


Glu 


He 


Pro 






35 










40 










45 








Ser 


Tyr 


Phe 


Ser 


Ser 


Pro 


Ser 


Xaa 


He 


He 


Val 


Leu 


Xaa 


Cys 


Leu 


Pro 




50 










55 










60 










Xaa 


Phe 


Leu 


Lys 


Gin 


Leu 


Val 


He 


Leu 


Phe 


Val 


Phe 


Leu 


Leu 


Leu 


Asn 


65 










70 










75 










80 


Xaa 


Ser 


Tyr 


Leu 


Thr 


Leu 


He 


Phe 


Met 


Leu 


Leu 


Thr 


Met 


Lys 


He 


Thr 








85 










90 










95 




Ser 


Ser 


Phe 


Lys 


Ala 


Ser 


Thr 


Val 


He 


Ser 


Cys 


Leu 


Gin 


Phe 


Pro 


Ser 








100 










105 










110 






Lys 


Ala 


Thr 


Cys 


Met 


His 


Gly 


Val 


Phe 


Ser 


Ala 


Val 


Cys 


Ala 


Gin 


Met 




115 










120 










125 








Xaa 


Pro 


Tyr 


Tyr Asn Gly 


Xaa 


He 


He 


Xaa 


His 


Pro 


Glu 


Ser 


He 


Thr 




130 










135 










140 










Glu 


Ser 


Lys 


Xaa 


Leu 


Thr 


Cys 


Val 


Asn 


Pro 


Xaa 


Phe 


Asn 








145 










150 










155 













<210> 2229 
<211> 320 
<212> PRT 

<213> Homo sapien (8118143-4-617-5265) 



<220> 

<221> VARIANT 

<222> (1)...(320) 

<223> Xaa = Any Amino Acid 



<400> 2229 


























Met 


Leu Val 


Pro Lys 


Lys 


Met 


Val 


Arg 


Gly 


Asn 


Ser 


Thr 


Leu 


Val 


Thr 


1 




5 










10 










15 




Glu 


Phe He 


Leu Leu Gly Leu 


Lys 


Asp 


Leu 


Pro 


Glu 


Leu 


Gin 


Pro 


He 






20 








25 










30 






Leu 


Phe Val 


Leu Phe 


Leu 


Leu 


He 


Tyr 


Leu 


He 


Thr 


Val 


Gly 


Gly 


Asn 




35 








40 










45 








Leu 


Gly Met 


Leu Val 


Leu 


He 


Arg 


He 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 




50 






55 










60 










Met 


Tyr Phe 


Phe Leu 


Ala 


Ser 


Leu 


Ser 


Cys 


Leu 


Asp 


Leu 


Tyr 


Tyr 


Ser 


65 




70 










75 










80 
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Thr 


Asn 


Val 


Thr 


Pro 


Lys 


Met 


Leu 


val 


Asn 




rile 


OVi 


Asp 


Lys 


Lys 










o D 










OA 










95 




Ala 


lie 


Ser 


Tyr 


Ala 


Ala 


cys 


Leu 


Val 


pin 

oin 


Cys 


Tyr 




rue 


Tip 


Ala 


















1UD 










i in 






Val 


Val 


lie 


Thr 


Glu 


Tyr 


Tyr 


Met 


Leu 


Ala 


Val 


171 fci U 


Ala 




nop 


Arrt 
/vl y 






lib 










1ZU 










IOC 








Tyr 


Val 


Ala 


lie 


Cys 


Asn 


Pro 


Lieu 


Leu 


Tyr 


Car 




Lys 


Mot" 


ser 






1 JO 




















J. ** u 










Gly 


Leu 


Cys 


Tin. 

lie 


Arg 


Leu 


lie 


TV 1 -> 

Ala 




Pro 


Tyr 


v ai 


iy r 


VJ J. Jf 


Phe 


Leu 


145 








1 DU 










1 D D 










X \J \J 


Ser 


Gly 


Leu 


Met 


Glu 


inr 


Met 


Trp 


rpVir 

i nr 


Tyr 


ni o 


Leu 




nit. 




Glv 








lob 










x / u 










17c 

1 / «J 




Ser 


Asn 


lie 


lie 


Asn 


HiS 


pne 


Tyr 


Cys 


a j. a 


Asp 


Pro 


Pro 


Leu 


lie 


r\-L y 








180 










lOD 
















Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


pne 


lie 


Lys 


VjrlU 


i nr 


Cor 

oer 


Mot- 

wet 


tilt: 


vol 


v ai 






195 










ZUU 










9 OR 

£* V J 








Ala 


Xaa 


Phe 


Asn 


Leu 


Ser 


Ser 


Ser 


Leu 


lie 


T "I ^ 

lie 


i ie 


Leu 


116 


Ser 


Tyr 




210 










iSlD 




















lie 


Phe 


lie 


Leu 


lie 


Ala 


lie 


Leu 


Arg 


Met 


Arg 


i>er 


Aia 


bill 


oer 


Arg 


225 










Tin 
230 






















Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


vai 


Aia 


vai 


1 nr 


Val 










245 










OCA 










occ 

ZjJ 




Phe 


Tyr 


Gly Thr 


Leu 


Phe 


Cys 


Met 


Tyr 


Val 


Arg 


Pro 


pro 


inr 


Asp 


Arg 








260 










265 










270 






Ser 


Val 


Glu 


Gin 


Ser 


Lys 


Val 


He 


Ala 


Val 


Phe 


Tyr 


Thr 


Phe 


Val 


Ser 






275 










280 










285 








Pro 


Met 


Leu 


Asn 


Pro 


lie 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 




290 










295 










300 










Gin 


Ala 


Phe 


Trp 


Lys 


Leu 


He 


Arg 


Arg 


Asn 


Val 


Leu 


Leu 


Lys 


Xaa 


Asn 


305 










310 










315 










320 



<210> 2230 
<211> 312 
<212> PRT 

<213> Homo sapien (8118750-5-4885-6910) 
<220> 

<221> VARIANT 

<222> (1)...(312) 

<223> Xaa = Any Amino Acid 



<400> 2230 



Met 


Xaa 


Asn 


Ser 


Arg 


Glu 


Ala 


Ser 


Gin 


Phe 


He 


Phe 


Leu 


Gly 


Leu 


Ser 


1 








5 










10 










15 




Asn 


Val 


Pro 


Glu 


Leu 


Gin 


Val 


Pro 


Phe 


Phe 


He 


Met 


Phe 


Val 


Leu 


He 








20 










25 










30 






Tyr 


Leu 


lie 


Asn 


Val 


Val 


Gly 


Asn 


Leu 


Gly 


Met 


He 


He 


Leu 


He 


Leu 






35 










40 










45 








Trp 


Tyr 


Ser 


Gin 


Leu 


His 


Asn 


Pro 


Met 


Tyr 


Phe 


Phe 


Phe 


Ser 


Asn 


Leu 




50 










55 










60 










Ser 


Leu 


Val 


Asp 


Phe 


Phe 


Tyr 


Ser 


Ser 


Val 


Val 


Thr 


Pro 


Lys 


Val 


Met 


65 










70 










75 










80 


Thr 


Gly 


Leu 


Leu 


Arg 


Glu 


Asp 


Lys 


He 


He 


Ser 


Tyr 


Thr 


Val 


Trp 


Ala 










85 










90 










95 




Thr 


Gin 


Thr 


Phe 


Phe 


Ser 


Asp 


Ser 


Phe 


Ala 


Ser 


Val 


Val 


Asn 


Leu 


Leu 








100 










105 










110 






Leu 


Ala 


Leu 


Met 


Ala 


Ser 


Gly 


His 


Tyr 


Ala 


Ala 


Val 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Thr 


Thr 


Thr 


Met 


Met 


Thr 


Ser 


Val 


Cys 


Thr 


Cys 


Leu 


Ala 


He 




130 










135 










140 










Gly 


Xaa 


Tyr 


Val 


Gly 


Gly 


Phe 


Leu 


Asn 


Ala 


Ser 


He 


His 


Thr 


Gly 


Glu 
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145 










150 










155 










160 


Thr 


Phe 


Ser 


Leu 


Phe 
165 


Cys 


Met 


Ser 


Ser 


Glu 
170 


Val 


His 


His 


Phe 


Phe 
175 


Cys 


Glu 


Val 


Pro 


Ala 
180 


Val 


Met 


Ala 


Leu 


Ser 
185 


Cys 


Ser 


Asp 


Arg 


His 
190 


Val 


Asn 


Val 


Val 


Val 
195 


Leu 


Val 


Tyr 


Val 


Thr 
200 


Ser 


Phe 


Asn 


He 


Leu 
205 


Phe 


Ala 


Leu 


Leu 


Val 
210 


He 


Leu 


He 


Ser 


Tyr 
215 


Leu 


Leu 


Met 


Phe 


He 
220 


Thr 


He 


Leu 


Lys 


Met 


His 


Ser 


Thr 


Ala 


Gly 


Tyr 


Gin 


Lys 


Ala 


Leu 


Ala 


He 


Cys 


Ala 


Ser 


225 










230 










235 










240 


His 


Leu 


Thr 


Ala 


Val 


Ala 


He 


Phe 


Tyr 


Gly Thr 


He 


He 


Phe 


Met 


His 










245 










250 










255 




He 


Gin 


Pro 


Ser 
260 


Ser 


Ser 


His 


Ser 


He 
265 


Asp 


Thr 


Asp 


Lys 


He 
270 


Ala 


Ala 


Val 


Phe 


Tyr 


Thr 


He 


Val 


Phe 


Pro 


Met 


Val 


Asn 


His 


Val 


Val 


Xaa Arg 






275 










280 










285 








Leu 


Lys 
290 


Asn 


Lys 


Val 


Lys 


Ser 
295 


Thr 


Phe 


Lys 


Lys 


He 
300 


Val 


Glu 


Lys 


Val 


Lys 


Leu 


Ser 


Leu 


Gly Leu 


Xaa 


Val 


















305 










310 























<210> 2231 
<211> 267 
<212> PRT 

<213> Homo sapien < 8118750-8-1-2827 ) 
<400> 2231 



He 


He 


Leu 


Cys 


Phe 


Phe 


He 


He 


Gly Asn 


Ser 


Gin 


Asp 


Asn 


Ser 


Gin 


1 








5 










10 










15 




Met 


Thr 


Leu 


Met 


Asp 


Asn 


He 


Ser 


Glu 


Val 


Thr 


Glu 


Phe 


Val 


Leu 


Val 








20 










25 










30 






Gly 


Leu 


Thr 


Asp 


Val 


Leu 


Glu 


Leu 


Gin 


Val 


Pro 


Leu 


Phe 


He 


He 


Phe 






35 










40 










45 








Thr 


Val 


He 


Tyr 


Leu 


Thr 


Thr 


Leu 


Val 


Gly Asn 


Phe Gly Met 


He 


Met 




50 










55 










60 










Leu 


He 


Leu 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


He 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


65 










70 










75 










80 


Gly Lys 


Leu 


Ser 


Leu 


Val 


Asp 


Ser 


Val 


Cys 


Ala 


Cys 


Leu 


Val 


Thr 


Gly 










85 










90 










95 




Ser 


Tyr 


He 


Cys 


Gly 


Leu 


Phe 


Gin 


Ser 


Ser 


He 


His 


Val 


Ala 


Phe 


Thr 








100 










105 










110 






Phe 


His 


Leu 


Ser 


Phe 


Cys 


His 


Ser 


Asn 


Val 


Val 


Asn 


His 


Phe 


Phe 


Cys 






115 










120 










125 








Asp 


He 


Pro 


Pro 


Leu 


Leu 


Ala 


Leu 


Ser 


Cys 


Ser 


Asp 


He 


Tyr 


Ala 


His 




130 










135 










140 










Glu 


He 


Val 


Leu 


Phe 


He 


Leu 


Ala 


Ala 


Phe 


Asn 


He 


Phe 


Phe 


Thr 


Leu 


145 










150 










155 










160 


Leu 


He 


He 


Leu 


Asn 


Ser 


Tyr 


Val 


Phe 


He 


Phe 


He 


Ala 


He 


Leu Arg 










165 










170 










175 




Met 


His 


Ser 


Ala 


Glu 


Gly 


Gin 


Lys 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Ala 


Tyr 








180 










185 










190 






His 


Leu 


Thr 


Thr 


Val 


Ser 


He 


Phe 


Tyr Gly Thr 


He 


Thr 


Phe 


Met 


Tyr 






195 










200 










205 








Leu 


Gin 


Pro 


Ser 


Ser 


Gly 


His 


Ser 


Met 


Asp Thr 


Asp 


Lys 


He 


Ser 


Ser 




210 










215 










220 










Val 


Phe 


Tyr 


Thr 


Met 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


Val 


Tyr 


Ser 


225 










230 










235 










240 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Gin 


Ser 


Ala 


Phe 


Lys 


Val 


Val 


He 


Gly Lys 










245 










250 










255 




Ala 


Lys 


Ser 


Ser 


Leu 


Gly 


Leu 


Ala 


Tyr 


Tyr 


Leu 
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260 265 

<210> 2232 
<211> 309 
<212> PRT 

<213> Homo sapien (8118822-9-5564-7217) 
<220> 

<221> VARIANT 

<222> (1)...(309) 

<223> Xaa = Any Amino Acid 



<400> 2232 



Glu 


Xaa 


Met 


Gly 


Thr 


Ser 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


Val 


Leu 


Pro 


Gly 


1 








5 










10 










15 




Leu 


Ser 


Gin 


Asp 


Pro 


Asp 


Val 


Gin 


Lys 


Ala 


Leu 


Phe 


Val 


Met 


Phe 


Leu 








20 










25 










30 






Leu 


Thr 


Tyr 


Asn 


Val 


Thr 


Met 


Val 


Gly 


Asn 


Leu 


Leu 


He 


Val 


Val 


Thr 






35 










40 










45 








lie 


He 


Ala 


He 


Ala 


Ser 


Leu 


Asp 


Ser 


Pro 


Val 


Ser 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Cys 


Leu 


Ser 


Phe 


He 


Asp 


Ala 


Val 


Tyr 


Ser 


Thr 


Ser 


Phe 


Ser 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Met 


He 


Asp 


Leu 


Leu 


Cys 


Asp 


Lys 


Lys 


Thr 


Val 


Ser 


Phe 


Leu 


Ala 










85 










90 










95 




Cys 


Met 


Gly 


Gin 


Leu 


Phe 


He 


Asn 


Tyr 


Pro 


Phe 


Gly Gly 


He 


Glu 


Val 








100 










105 










110 






Phe 


Leu 


Leu 


Val 


Gly 


Met 


Ala 


Cys 


Asp 


His 


Tyr Val 


Asp 


He 


Cys 


Lys 






115 










120 










125 








Leu 


Leu 


His 


Tyr 


Leu 


Thr 


He 


Met 


Asn 


Trp 


Gin 


Val 


Cys 


He 


Leu 


Leu 




130 










135 










140 










Phe 


Met 


Val 


Ala 


Val 


Thr 


Gly 


Gly 


Phe 


Leu 


His 


Ser 


Met 


Phe 


Gin 


He 


145 










150 










155 










160 


Val 


Val 


Val 


Tyr 


Ser 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 


He 


Asp 


His 










165 










170 










175 




Phe 


Cys 


Asp 


Met 


Tyr 


Pro 


Leu 


Leu 


Glu 


Met 


Val 


Cys 


Thr 


Asp 


Thr 


Tyr 








180 










185 










190 






Phe 


He 


Gly 


Leu 


Thr 


Val 


He 


Ala 


Asn 


Gly Gly Ala 


Val 


Cys 


Met 


Val 






195 










200 










205 








He 


Phe 


He 


Leu 


Leu 


Leu 


He 


Ser 


Tyr 


Gly Val 


He 


Leu 


Asn 


Ser 


Leu 




210 










215 










220 










Lys 


Thr 


Tyr 


Ser 


Gin 


Glu 


Gly 


Gly 


His 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Ser 


225 










230 










235 










240 


Ser 


Asn 


He 


Thr 


Val 


Val 


Ser 


Leu 


Phe 


Phe 


Asp 


Pro 


Cys 


He 


Phe 


He 










245 










250 










255 




Tyr 


Val 


Arg 


Pro 


Asp 


Ser 


^sn 


Phe 


Pro 


He 


Asp 


Lys 


Phe 


Met 


Thr 


Val 








260 










265 










270 






Phe 


Tyr 


Thr 


He 


He 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 






275 










280 










285 








Arg 


Asn 


Leu 


Glu 


Val 


Arg 


He 


Ala 


Val 


Lys 


Asn 


Leu 


Trp 


Cys 


Lys 


Asn 




290 










295 










300 










Xaa 


Thr 


He 


Val 


Arg 

























305 



<210> 2233 
<211> 257 
<212> PRT 

<213> Homo sapien (8118832-14-2647-3682) 
<220> 

<221> VARIANT 
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<222> (1) . . . (257) 

<223> Xaa = Any Amino Acid 

<400> 2233 

Ser Met Tyr Phe Phe Leu Thr Asn Phe Ala Gly Leu Glu lie Phe Tyr 

15 10 15 

Phe Phe Thr lie Ala Pro Leu Thr Leu Ala Asn Val Leu Pro Met Gly 

20 25 30 

Arg Asn Leu lie Ser Leu Pro Gly Cys Gly Gly Gin Met Phe Phe Phe 

35 40 45 

lie Phe Leu Gly Arg Ala Asp Cys lie Leu Leu Ala Val Met Ala Phe 

50 55 60 

Asp Trp Phe Val Ala He Cys Cys Pro Leu Cys Tyr Gly Leu He Met 
65 70 75 80 

Ser Trp Arg Leu Cys Val Gin Leu Thr Leu Gly Ser Leu Leu Leu Gly 

85 90 95 

Phe Phe Leu Ala Met Gin Leu Thr Val Leu He Phe Gin Leu Pro Leu 

100 105 110 

Cys Ser Ser Lys Glu He Ser Thr Phe Tyr Cys Asp Val Leu Pro Val 

115 120 125 

Met Arg Leu Ala Cys Ala Asp Thr Trp Val His Glu Ala Thr Met Ser 

130 135 140 

Met Val Ser Thr Thr Phe Leu Thr Val Pro Phe Leu Leu He Thr Leu 
145 150 155 160 

Ser Tyr Val Ser He Met Ala Ala He Leu Lys He Cys Ser Ala Glu 

165 170 175 

Gly Arg His Lys Ala Phe Ser Thr Cys Ser Ser His Leu Thr Val Val 

180 185 190 

Leu Leu Gin Asp Xaa Cys Thr Arg Leu Ala Phe Leu Cys Pro Ser Ser 

195 200 205 

Ser Tyr Tyr Pro Glu Arg Gly Gin Ala Val Ser Val Val Tyr Thr Phe 

210 215 220 

He Thr Pro Val Leu Asn Pro Leu He Tyr Ser Met Arg Asn Thr Glu 
225 230 235 240 

Leu Lys Asp Ala Leu Lys Arg Ala Met Thr Arg Val Pro Leu Leu Xaa 
245 250 255 

Thr 



<210> 2234 
<211> 327 
<212> PRT 

<213> Homo sapien (8118892-3-16899-18792) 
<220> 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 



<400> 2234 



Met 


Glu 


Gin 


Arg 


Lys Asn Val 


Thr 


Glu 


Phe 


Val 


Leu 


Val 


Gly 


Leu 


Thr 


1 








5 






10 










15 




Gin 


Ser 


Pro 


Gin 


Gly Gin Lys 


He 


Leu 


Phe 


Leu 


Val 


Phe 


Leu 


Leu 


He 








20 






25 










30 






Tyr 


Val 


Val 


Thr 


Met Val Gly Asn 


He 


Phe 


He 


Val 


Val 


Thr 


Val 


Val 






35 






40 










45 








Val 


Ser 


Pro 


Thr 


Leu Gly Cys 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly Tyr 


Leu 




50 






55 










60 










Ser 


Phe 


Met 


Asp 


Ala Val His 


Ser 


Thr 


Thr 


Val 


Thr 


Pro 


Asn 


Met 


He 


65 








70 








75 










80 


He 


Asp 


Leu 


Leu 


Tyr Glu Lys 


Lys 


Thr 


He 


Ser 


Phe 


Gin 


Ala 


Cys 


He 
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85 








90 










95 




■i in 


vji.11 


Tl 0 
lie 


Phe 


He 


Gly 


Hi <? 


Leu 


Phe Gly Gly 


Ala 


Glu 


Tl 0 

1 It: 




ucu 








100 










105 








110 






XJCZU 


v ai 


v d 1 


Met 


Ala 


Tyr 




Gly Tyr Val 


Thr 


Tl <=> 
11c 




xjjr 0 


XT X W 


L6U 






115 










120 








125 








Hi q 


±yr 


Levi 


Thr 


He 


Met 




Gin Arg Val 


Cys 


Ile 


T .01 1 


T .cm 
XJ " u 


T.c**>i 1 






1 *jn 

X J 










IIS 
1 J J 








140 












Ala 


irp 


Ala Gly Gly 


f lie 


Leu 


His Ala 


Val 


Val 
vox 


Gl n 

ulil 


Leu 


ucu 


Php 

tile 


145 










150 








155 










160 


v a x 


Tyr 


Asn 


Leu 


irx 0 


Phe 


Cys 


Gly 


Pro Asn 


Val 


Tl <=» 

lie 


ASp 


Hi <; 
nis 


riltr 


Tl 0 

X 1C 


















170 










175 






Asp 


Mot* 

trie L. 


Tyr 


Pro 


Leu 


Leu 


Lys 


Leu Ala 


Cys 


x xxx 


ASp 


X XXX 


1 yi 


Val 








180 










185 








1 QO 

X7U 






X XXX 


v»xy 


Levi 


Thr 


Val 


Val 


Ala 


Asn Asp Gly Ala 


Tl p 

xxc 




Val 
val 


Val 
val 


Tl 
x xe 






X J D 










200 








z.\j zj 








trim 


wee 


Levi 


Leu 


Leu 


Phe 


Ser 


Tyr Gly Val 


He 


Leu 


nib 


oex 


Leu 


Lys 














215 








9 90 

Z, Z* \J 










Asn 


L6U 


OCI 


Gin 


Glu 


Gly Arg 


His 


Lys Ala 


Leu 


Ser 


1 nr 


Cys 


r*i w 


Cor 


J 










230 








235 










9dO 


rlXS 




inr 


Val 


Val 


He 


Leu 


Phe 


Phe Val 


Pro 


Cys 


lie 


rflc 


wee 


Tyr 










245 








250 










6JJ 




vai 


Arg 


Pro 


Pro 


Leu 


Thr 


Leu 


Pro 


He Asp 


Lys 


Ser 


Leu 


inr 


Val 


rile 








260 










265 








970 
Zt § \j 






Tyr 


Thr 


Val 


He 


Thr 


Pro 


Met 


Leu 


Asn Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 






275 










280 








285 








Asn 


Ala 


Glu 


Met 


Lys 


Asn 


Ala 


Met 


Lys Lys 


Leu 


Trp 


Thr 


Arg 


Lys 


Arg 




290 










295 








300 










Lys 


Xaa 


Gly 


Gly Asp 


Lys 


Cys 


He 


He Tyr 


Phe 


Gin 


Xaa 


Arg 


Val 


Ala 


305 










310 








315 










320 


Pro 


Ser 


Arg 


Lys 


Ala 


He 


Cys 



















325 



<210> 2235 
<211> 125 
<212> PRT 

<213> Homo sapien (8118970-10-4947-6912) 
<400> 2235 



Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Ser 


Leu 


Ala 


Gin Arg 


Val 


Ser 


Phe 


Pro 


Asp 


1 








5 










10 








15 




Val 


Gly 


Leu 


He 
20 


Ser 


Leu 


Val 


Cys 


Phe 
25 


Leu Leu 


He 


Leu 


Leu 
30 


Ser 


Tyr 


Thr 


Arg 


He 
35 


Thr 


He 


Ser 


He 


Leu 
40 


Ser 


He Arg 


Thr 


Thr 
45 


Glu 


Gly 


Arg 


Arg 


Arg 
50 


Ala 


Phe 


Ser 


Thr 


Cys 
55 


Ser 


Ala 


His Leu 


He 
60 


Ala 


He 


Leu 


Cys 


Ala 


Tyr 


Gly 


Pro 


He 


He 


Thr 


Val 


Tyr 


Leu Gin 


Pro 


Thr 


Pro 


Asn 


Pro 


65 










70 








75 










80 


Met 


Leu 


Gly 


Thr 


Val 
85 


Val 


Gin 


He 


Leu 


Met Asn 
90 


Leu 


Val 


Gly 


Pro 
95 


Met 


Leu 


Asn 


Pro 


Leu 
100 


He 


Tyr 


Thr 


Leu 


Arg 
105 


Asn Lys 


Glu 


Val 


Lys 
110 


Thr 


Ala 


Leu 


Lys 


Thr 
115 


He 


Leu 


His 


Arg 


Thr 
120 


Gly 


His Val 


Pro 


Glu 
125 









<210> 2236 
<211> 112 
<212> PRT 

<213> Homo sapien (8118970-16-561-1769) 
<400> 2236 
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Met 


Glu 


Val 


Lvs 


Asn 


Cys 


Cys 


Met 


val 


A ili 


VjXU 




lie 


Leu 


Leu 


Gly 


1 








5 




















i c 


lie 


Pro 


His 


Thr 


Glu 


Gly Leu 


Glu 


Met 


Thr 


Leu 


Phe 


Val 


Leu 


rne 


Leu 








20 










25 










^o 






Pro 


Phe 


Tvr 
35 


Ala 


Cys 


Thr 


Leu 


Leu 
40 


Gly 


Asn 


v d x 


Ofcri 


lie 
45 


Leu 


vax 


Ala 


Val 


Met 


Ser 


Ser 


Ala 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


rile 


Leu 


varXy 




50 










55 










60 








Asn 


Leu 


Ser 


Val 


Phe 


Asp 


Met 


Gly 


Phe 


Ser 


Ser 


Val 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Leu 


Tyr 


Leu 


Met 


Gly Leu 


Ser 


Arg 


Leu 


He 


Ser 


Tyr 


Lys 


Asp 










85 










90 










95 


Cys 


Val 


Cys 


Gin 


Leu 


Phe 


Phe 


Phe 


His 


Phe Leu Gly Ser 


He 


Glu 


Cys 








100 










105 










110 





<210> 2237 
<211> 287 
<212> PRT 

<213> Homo sapien (8119016-6-4856-7402) 
<220> 

<221> VARIANT 

<222> (1)...(287) 

<223> Xaa »' Any Amino Acid 

<400> 2237 

Val He Arg Asn Gin Thr Met Val Thr Glu Phe Thr Leu Val Ser Leu 

15 10 15 

Pro Ala Val Gin Glu Leu Gin He Trp Leu Cys Val Leu Leu Trp Leu 

20 25 30 

Val His Met Leu Thr He Thr Gly Asn Leu Phe Val He Phe Leu Thr 

35 40 45 

Trp Thr Asp Asn Cys Leu Gin Thr Pro Met Asp Leu Phe Leu Glu Lys 

50 55 60 

Lys Val He Ser Phe Ser Gly Cys He Thr Gin He Tyr Phe Tyr Phe 
65 70 75 80 

Phe Leu Gly Thr Val Ala Phe He Pro Leu Ala Val Thr Ser Phe Lys 

85 90 95 

His Cys Met Ala Thr Cys Asp Pro Leu Cys Ser Thr He He Ala Lys 

100 105 1X0 

Ser Arg Ala Cys Leu Leu Leu Ala Leu Gly Cys Trp Met Gly Thr Phe 

115 120 125 

Leu Ala Val Leu Arg Leu Thr He Val Val Ser Arg Leu Pro Asp Cys 

130 135 140 

Thr Glu Lys He Ser Pro Phe Phe Cys Asp He Ala Ser Leu Leu Gin 
"5 150 155 160 

Val Ala Cys He Asp He His Phe lie Glu Met He Ser Phe Leu Xaa 

165 170 175 

Ser Ser Leu Met Val Leu Thr Ser Leu Val Leu Asn Ala Thr Ser Tyr 

180 185 190 

Ala Tyr He He Ser Thr Leu Leu Cys He Pro Ser Ala Gin Gly Cys 

195 200 205 

Gin Glu Ala Phe Ser Thr Cys Ala Ser His He Thr He He Phe He 

210 215 220 

Ala Cys Arg Asn Ser He Ser Thr Cys Val Arg Pro Asn Pro Arg Tyr 
225 230 235 240 

Xaa Leu Asp Phe Asp Lys Val Thr Ala He Leu Thr He Val Val Thr 

2 45 250 255 

Ser Phe Leu Asn Pro Arg He Tyr Ser Leu Arg Xaa Arg Lys Tyr Glu 

260 265 270 

Gly Ser Xaa He Cys Thr He Leu Ser Pro His Ser Lys Gly Thr 
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275 280 285 

<210> 2238 
<211> 210 
<212> PRT 

<213> Homo sapien (8119057-10-2407-4064) 
<220> 

<221> VARIANT 

<222> (1) . . . (210) 

<223> Xaa = Any Amino Acid 



<400> 2238 



Leu 


Gly 


Asn 


Val 


Ser 


Thr 


Glu 


Thr 


Thr 


Phe 


He 


Phe 


Val 


Cys 


Phe Thr 


1 
















10 










15 


Asn 


Gly 


Gin 


Gin 


Phe 


Gin 


Pro 


Val 


Cys 


Phe 


Ser 


Ser 


Phe 


Xaa 


Val Leu 


























30 






Hi <? 
ni £» 




Val 


Leu 


Glv 

vi a. y 


Leu 


Ser 


Ser 


Leu 


Leu 


Asn 


He 


His 


Gly Glu 




35 










40 










45 






Leu 


Val 
50 


Phe 


Ser 


Leu 


Phe 


Ser 
55 


Phe 


Val 


Phe 


Val 


Phe 
60 


Gin 


Met 


Ser Tyr 


Ser 


Phe 


Val 


He 


Leu 


He 


Lys 


Met 


He 


Met 


Asn 


Ser 


He 


Ser 


Glu Arg 


65 










70 










75 








80 


Tyr 


He 


Thr 


Thr 


Asn 


Leu 


Lys 


Cys 


Lys 


Thr 


Ser 


Ala 


Leu 


Val 


Phe He 








85 










90 










95 


Cys 


Phe 


Ala 


He 


Ser 


Glu 


Thr 


Leu 


He 


Leu 


Leu 


Ala 


Trp 


Gly 


His Cys 






100 










105 










110 




Gly 


He 


Cys 


Val 


Pro 


Gin 


Val 


Cys 


Ser 


Leu 


Thr 


Met 


Leu 


Gly 


Leu His 




115 










120 










125 






Gly 


Val 


Gly 


He 


Asp 


Gly 


Val 


Met 


Ala 


His 


Pro 


Glu 


Ala 


Met 


Val Ser 


130 










135 










140 








Leu 


Ser 


Phe 


Cys 


Asp 


Arg 


Ser 


He 


He 


Asn 


His 


Cys 


Val 


Trp 


His Thr 


145 








150 










155 








160 


Ser 


Phe 


His 


Gin 


Thr 
165 


Leu 


Leu 


Arg 


Ala 


Pro 
170 


Ala 


Ser 


Gin 


Ala 


Gly Asp 
175 


Phe 


Val 


Val 


He 
180 


Ala 


Xaa 


Xaa 


Leu 


He 
185 


He 


Phe 


He 


Ser 


Asp 
190 


He Leu 


He 


Leu 


Ser 


Thr 


He 


Leu 


His 


Phe 


Leu 


Phe 


Pro 


Glu 


Ala 


Asn 


Ser Lys 



195 200 205 

Ala Phe 
210 



<210> 


2239 




















<211> 


228 




















<212> 


PRT 




















<213> 


Homo sapien (8119057-15-786-3116) 














<220> 






















<221> 


VARIANT 




















<222> 


(1) . . . (228) 




















<223> 


Xaa = Any Amino Acid 




















<400> 


2239 




















Met Leu He Pro Ser Ser Thr 


Arg 


Lys 


Met 


Ala 


Ala 


Glu 


Ser 


His 


Ser 


1 


5 






10 










15 




Thr Val Thr Glu Phe He Leu 


Arg 


Lys 


Lys 


Pro 


Ala 


Arg 


Ala 


Pro 


Ala 




20 




25 










30 






Pro Pro Leu Leu Gly He Cys 


Leu 


Lys 


Thr Val Val Gly Ala 


Leu 


He 




35 


40 










45 








Leu He Thr Leu Val Phe Leu 


Asn 


Ser 


Gin 


Leu 


His 


Pro 


Pro 


Met 


Tyr 



50 55 60 
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Tyr 


Val 


He Arg 


Asn 


Leu 


Ser 


Phe 


Met 


Asp 


His 


Cys 


Asn Cys 


Ser 


He 


65 








70 










75 










80 


Ser 


Thr 


Pro Lys 


He 
85 


Leu 


Val 


Lys 


Phe 


Val 
90 


Leu 


Glu 


Lys 


Thr 


He 
95 


He 


Ser 


Tyr 


Glu Asp 
100 


Gly 


Met 


Ser 


Gin 


Leu 
105 


Cys 


Ser 


Ala 


Ser 


Cys 
110 


Tyr 


He 


Leu 


Ser 


Trp Pro 
115 


Ser 


Val 


Thr 


Cys 
120 


Gly 


Pro 


Ala 


Thr 


Ala 
125 


Val 


He 


Thr 


Phe 


His 
130 


Gin Val 


Ser 


Ser 


Leu 
135 


Leu 


Val 


Val 


Val 


Val 
140 


Tyr 


Tyr 


Met 


Glu 


Leu 


Thr 


Gly Thr 


Thr 


He 


Glu 


Phe 


Cys 


Leu 


Val 


Leu 


Lys 


Xaa 


Tyr 


Xaa 


145 








150 










155 










160 


Cys 


Glu 


Leu Phe 


He 
165 


Ser 


His 


Tyr 


Phe 


Cys 
170 


Ser 


Cys 


Thr 


Ser 


He 
175 


Tyr 


Asp 


He 


Asp Arg 
180 


Thr 


He 


Phe 


Phe 


Phe 
185 


Thr 


Xaa 


Cys 


Asn 


He 
190 


Val 


Val 


Thr 


Arg 


Leu Thr 
195 


Val 


Val 


Ser 


Tyr 
200 


Ser 


Phe 


Leu 


Ser 


Ser 
205 


He 


Leu 


His 


He 


Ser 
210 


Phe Thr 


Arg 


Ala 


Ala 
215 


Leu 


Gly 


Phe 


Ser 


Arg 
220 


Arg 


Ser 


Asp 


Ala 



Phe Met Leu Cys 
225 



<210> 2240 
<211> 277 
<212> PRT 

<213> Homo sapien (8119057-2-10436-11711) 
<220> 

<221> VARIANT 

<222> (1)...(277) 

<223> Xaa = Any Amino Acid 



<400> 2240 



His 


Ser 


Phe 


Leu 


Arg 


Tyr 


He 


Phe 


Ala 


Lys 


Leu 


Thr 


Gly Glu 


Pro 


Glu 


1 








5 










10 










15 




Leu 


Gin 


Pro 


Ser 


Leu 


Tyr 


Ser 


Val 


Phe 


Trp 


Ser 


Pro 


Xaa 


Leu Gly Xaa 








20 










25 










30 






Pro 


His 


His 
35 


Thr 


Ser 


Met 


Tyr 


Pro 
40 


Leu 


His 


Thr 


Ser 


Met 
45 


Tyr 


Leu 


Tyr 


He 


Phe 


Ser 


Phe 


Ser 


Phe 


He Gly Phe 


Phe 


Tyr 


Ser 


Ser 


Val 


He 


Ser 




50 










55 










60 










Pro 


Gin 


Met 


Thr 


He 


Ser 


Phe 


Val 


Thr 


Glu 


Lys 


Asn 


He 


He 


Thr 


Tyr 


65 










70 










75 










80 


Val 


Thr 


Ser 


Asn 


Thr 
85 


Gin 


Pro 


Phe 


Pro 


Leu 
90 


Cys 


Phe 


Phe 


Val 


He 
95 


Ser 


Asp 


Tyr 


Ser 


He 
100 


Phe 


He 


Pro 


Leu 


Ala 
105 


Leu 


Asp 


His 


Tyr 


Glu 
110 


Ala 


Met 


Thr 


Leu 


Pro 


Val 


Ser 


Phe 


He 


Ser 


Phe 


He 


Ser 


Val 


Asp Gly 


Ser 


Xaa 






115 










120 










125 








Val 


He 


Glu 


Phe 


Ala 


Asp 


Ala 


Val 


Val 


His 


Gin Gly 


Ser 


Met 


Asp Gin 




130 










135 










140 










Phe 


Leu 


Phe 


Cys 


Asp 


His 


Ser 


Cys 


Met 


Ser 


Leu 


Asn 


Leu 


Cys 


Asn 


He 


145 










150 










155 










160 


Gly 


Pro 


Leu 


Gin 


Ala 
165 


Ala 


Xaa 


He 


Ser 


Thr 
170 


Tyr 


Val 


Ser 


Lys 


Gin 
175 


Val 


Asp 


Leu 


Tyr 


Ser 
180 


Xaa 


Glu 


Pro 


Ala 


Val 
185 


Tyr 


His 


Ala 


Val 


Leu 
190 


Ser 


Phe 


Ser 


Tyr 


Phe 
195 


Val 


Phe 


He 


Leu 


Phe 
200 


Asn 


He 


Phe 


His 


Xaa 
205 


Pro 


Ser 


Gly 


Pro 


Asn 


Leu 


Gin 


Pro 


Asp 


Ser 


He 


Asn 


Leu 


Phe 


He 


Ser 


Phe 


Phe Gly 
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210 215 220 

Leu Gly Thr Phe Met Tyr Leu Arg Ser Pro Glu Ala Met Gly Xaa Cys 
225 230 235 240 

Lys Phe Thr Val Ser Phe Thr Lys Met Gly Pro Val Met Asn Gly Leu 

245 250 255 

Phe Asn Thr Leu Arg Asn Lys Thr lie Xaa Leu Ala Ala Met Lys Pro 

260 265 270 

Leu Ser Phe Ser Ser 
275 

<210> 2241 
<211> 125 
<212> PRT 

<213> Homo sapien (8119057-22-209-1834) 
<220> 

<221> VARIANT 

<222> (1)...(125) 

<223> Xaa = Any Amino Acid 

<400> 2241 



He 


Leu 


Ser 


Ser 


He 


Leu 


His 


He 


Ser 


Ser 


Thr 


Glu 


Gly Arg 


Ser 


Lys 


1 








5 










10 










15 




Ala 


Phe 


Ser 


Thr 
20 


Cys 


Ser 


Ser 


His 


He 
25 


He 


Val 


Val 


Ser 


Leu 
30 


Phe 


Phe 


Gly 


Ser 


Gly 
35 


Ala 


Phe 


Met 


Tyr 


Leu 
40 


Lys 


Pro 


Pro 


Ser 


He 
45 


Leu 


Pro 


Leu 


Asp 


Gin 
50 


Gly 


Lys 


Val 


Ser 


Ser 
55 


He 


Phe 


Cys 


Thr 


Ala 
60 


Val 


Val 


Pro 


Met 


Phe 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


L ys 


Asp 


Val 


Lys 


Val 


Ala 


65 










70 










75 










80 


Leu 


Arg 


Arg 


Thr 


Phe 
85 


Cys 


Arg 


Lys 


Leu 


Val 
90 


Ser 


Xaa 


Lys 


Xaa 


Met 
95 


Arg 


Lys 


Gly 


He 


Gin 


Thr 


Phe 


Val 


Asn 


Gin 


Gly Val 


Ser 


Phe 


Leu 


Phe 


Phe 








100 










105 










110 






Ser 


Glu 


Gly 


Thr 


Asn 


Ala 


Thr 


Ala 


Phe 


Ser 


Pro 


He 


Leu 









115 120 125 



<210> 2242 
<211> 164 
<212> PRT 

<213> Homo sapien (8119071-15-1-1473) 
<220> 

<221> VARIANT 

<222> (1) . . . (164) 

<223> Xaa = Any Amino Acid 



<400> 2242 



Trp 


Lys 


Asn 


His 


Phe 


Thr 


Ser 


Val 


Asn 


Cys 


Gly 


Phe 


Ala 


He 


Cys 


Arg 


1 








5 










10 










15 




Ala 


Glu 


Cys 


Xaa 
20 


Pro 


Xaa 


Pro 


Lys 


He 
25 


Leu 


Ser 


He 


He 


Gly 
30 


Leu 


Lys 


Xaa 


Asn 


He 
35 


Asn 


Glu 


Thr 


Leu 


Xaa 
40 


Met 


Leu 


Asn 


Tyr 


Asn 
45 


Thr 


Asn 


His 


Met 


Val 


Ser 


Val 


Asp Val 


Leu 


He 


Val 


Pro 


Asn 


Ser 


Leu 


He 


Thr 


Leu 




50 










55 










60 










Ser 


Tyr 


Phe 


Phe 


He 


Val 


Ala 


Ala 


He 


Leu 


His 


He 


Arg 


Ser 


Ala 


Glu 


65 










70 










75 










80 


Gly 


Arg 


His 


Lys 


Ala 


Phe 


Pro 


Thr 


Cys 


Ser 


Phe 


His 


Leu 


Val 


Val 


He 



85 90 95 
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Leu 


Leu 


Gin 


His 
100 


Asn 


Ala 


Thr 


Ser 


Leu 
105 


He 


Phe 


Ser 
115 


Tyr 


Glu 


Arg 


Gly 


Lys 
120 


Val 


He 


Thr 
130 


Pro 


Val 


Pro 


Asn 


Pro 
135 


Leu 


He 


Leu 


Lys 


His 


Ala 


Leu 


Lys 


Lys 


Lys 


Glu 


145 










150 








Leu 


Arg 


Thr 


His 













PCT/USOO/27582 

Thr Tyr Leu Cys Pro Ser Ser 
110 

Val Ser Thr Val Tyr Thr Cys 
125 

Cys Ser Met Arg Lys Lys Glu 
140 

Glu He Ala Arg Phe Leu Leu 

155 160 



<210> 2243 
<211> 131 
<212> PRT 

<213> Homo sapien (8131609-2-31657-32554) 
<220> 

<221> VARIANT 

<222> (1) . . . (131) 

<223> Xaa = Any Amino Acid 

<400> 2243 



He 


He 


Tyr 


Leu 


Leu 


Cys 


Xaa 


Asp 


Pro 


Ala 


He 


Cys 


Glu Ser Val 


He 


1 






5 










10 










15 




Phe 


Phe 


Pro 


Met 
20 


Gly 


Phe 


Ser 


Asp 


Cys 
25 


Leu 


Pro 


He 


Leu 


Ser 
30 


He 


Met 


He 


Thr 


Tyr 


Leu 


Phe 


Thr 


Phe 


He 


Asp 


Leu 


Leu 


He 


Pro 


Leu 


Pro 


His 






35 










40 










45 








Val 


Xaa 
50 


Leu 


Gin 


Lys 


Asp 


Tyr 
55 


Tyr 


Val 


Cys 


Ala 


Ser 
60 


Asn 


Leu 


Thr 


Val 


Val 


Ser 


Thr 


Phe 


Ser 


Xaa 


Asp 


His 


Leu 


Phe 


Ser 


Cys 


Leu 


His 


Ser 


Ser 


65 










70 










75 










80 


Asp 


Ala 


Ala 


Leu 


Leu 


Trp 


Thr 


Gin 


Thr 


Lys 


Leu 


His 


Ser 


Tyr 


Phe 


Ala 








85 










90 










95 




He 


Val 


He 


Pro 
100 


Thr 


Leu 


Tyr 


Pro 


Leu 
105 


Val 


His 


Ser 


Leu 


Lys 
110 


Asn 


Arg 


Gly 


Gly 


Gin 
115 


Ser 


Ala 


Leu 


Arg 


Lys 
120 


Val 


Leu 


Val 


Lys 


Ala 
125 


Lys 


Ser 


Gin 



Leu Ser Leu 
130 



<210> 2244 
<211> 312 
<212> PRT 

<213> Homo sapien (8131609-3-27134-29103) 
<220> 

<221> VARIANT 

<222> (I)... (312) 

<223> Xaa = Any Amino Acid 



<400> 2244 



Thr 


Thr 


Ser 


He 


Asp Asp Asn 


Thr 


Glu 


Val 


Asn 


Glu 


Phe 


He 


Xaa 


Leu 


1 








5 










10 










15 




Gly 


Leu 


Thr 


Lys 
20 


Ala 


Pro 


Glu 


Leu 


Gin 

25 


Val 


His 


Leu 


Phe 


Val 
30 


Leu 


Phe 


Asn 


Phe 


He 


Tyr 


Leu 


Phe 


Thr 


Leu 


Ser 


Gly Asn 


Leu Gly Met 


Met 


Leu 






35 








40 










45 








Leu 


He 
50 


Leu 


Leu 


Asp 


Ser 


Arg 
55 


Leu 


His 


Thr 


Ser 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Phe 


Cys 


Tyr 


Ser 


Glu 


Thr 


Val 


Thr 


Pro 
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70 










75 










80 


T ire? Ma*- 

bys wee 


i'ifci U 


Ala Gly Leu 


Leu 


116 


Ala 


His 


Lys 


Val 


He 


Ser 


Tvr 


Asn 








DC 
O D 










90 










95 




val CyS 


Ala 


TV "I -» 
Ala 




Mot- 
net. 


rile 




Phe 


Ala 


Val 


Phe 


Ala 


Thr 


Val 


Glu 




1 no 

1 U U 










105 










110 






oer ryr 


trie 


Leu 


i nr 


Ser 


vol 


Ala 


Tyr Asp Cys 




At* a 


Val 


Met 


Cvs 




lie 
11 J 










1 90 
i ^ \j 










125 








•uyS ftO 


Leu 


HIS 


Tyr 


Tnr 


1 ill 


X 111 


Met 


inr 


rp"l_ ~» 

inr 


Asn 


Val 


Cvs 


Ala 


Ser 


1 Oft 
IJU 










1 C 
1J J 










140 










Leu Ala. 


±±e 


Ala 


Cys 


Tyr 


Vol 


T 

Leu 


Gly 


Leu 


Leu 


Thr 


Ala 


Ala 


Val 


Asp 


1 4^ 








IjU 










ICC 
1 Z>D 










160 


lie L»iy 


Asp 


lie 


Cys 


Met 


Ser 


Asn 


Glu 


He 


His 


His 


Phe 


Phe 




Asp 








IDD 










170 










175 




lie Leu 


A±a 


Val 


Met 


Tnr 


Leu 


i nr 


Cys 


Ser 


Asn 


Lys His 


He 


Asn 


Glu 






ton 
loU 










185 










1 J VJ 






L>eu lie 


Leu 


val 


Leu 


Leu 


bin 


Aia 


He 


Pne 


pne 


Thr 


Leu 




Val 


He 




iy z> 










*> ft n 










205 








Leu lie 


Ser 


Cys 


Leu 


Pne 


vai 


13 Via 

rne 


Val 


Phe 


Val 


Thr 


He 


Leu 


Lys 


Met 


zlU 










ZlD 










220 










His Lieu 


Pne 


Lys 


oer 


Tyr 


Lys 


Lys 


Val 


Leu 


Ser 


Thr Tyr 


vjiy 


Coy 
OCi 


His 


O O C 


















*i "5 c 

235 










240 


Leu Thr 


Ala 


Val 


Pro 


Leu 


±rie 


Tyr 


Glu 


Thr 


Val 


Leu 


He 


Thr 


j.yi 


Val 








245 










250 










255 




Gin Pro 


Ser 


Ser 


Ser 


His 


Phe 


Met 


Asn 


Thr 


Glu 


Lys 


He 


Val 


Ser 


Val 






260 










265 










270 






Phe His 


lie 


Met 


Val 


lie 


Pro 


Meu 


Leu 


He 


Pro 


Val 


Val 


iyi 


oci 


ucu 




275 










Z o U 










285 








Arg Asn 


Asn 


Glu 


Val 


Lys 


Ser 


Aia 


Phe 


Lys 


Thr 


Val 


Val 


VJlU 




X IiX- 


290 










295 










300 










Lys Tyr 


Phe 


Leu Gly 


Leu 


Val 


Phe 


















305 








310 






















<210> 2245 




























<211> 189 




























<212> PRT 




























<213> Homo sapien (8131615-11-1-272) 














<220> 






























<221> VARIANT 


























<222> (1) . . 


.(189) 
























<223> Xaa = 


Any Amino Acid 




















<400> 2245 




























Ala Thr 


Lys 


Glu 


Leu 


Cys 


Phe 


Leu Gly 


Val 


Tyr 


He 


Pro 


Lys 


Gly Asp 


1 






5 










10 










15 




Ala Cys 


Trp 


Lys 


Xaa 


Leu 


Xaa 


Leu 


Gly 


Leu 


HIS 


Leu 


Leu 


ucu 


Leu Gly 






20 










25 










3 0 






Xaa Gin 


Val 


Val 


Ser 


Met 


Val 


Gly Asn 


Leu 


Ala 


Leu 


He 


Ala 


Leu 


He 




35 










40 










45 








Gly Xaa 


Asn 


Ser 


Tyr 


Leu 


His 


His 


Pro 


Gin 


Ala 


Leu 


Phe 


Ser 


Phe 


Thr 


50 










55 










60 










Gin Ser 


Phe 


Pro 


Asp 


Leu 


Tyr 


Cys 


Pro 


Val 


Cys 


Thr 


Pro 


■rtiy 


Met 


Leu 


65 








70 










75 










80 


Met Thr 


Phe 


Val 


Ser 


Lys 


Lys 


Asn 


lie 


Phe 


Tyr 


Val 


Arg 


Cys 


Met 


Thr 








85 










90 










95 




Gin Leu 


Ser 


Gin 


Leu 


Phe 


Phe 


Leu 


Phe 


He 


Val 


Leu 


Ser 


He 


Lys 


Tyr 






100 










105 










110 






His Val 


Leu 


Met 


Phe 


lie 


Ala 


Cys 


Gly 


Cys 


Leu 


Val 


Ala 


He 


Tyr 


Asn 




115 










120 










125 








Pro Ser 


Leu 


His 


Glu 


Val 


Thr 


Met 


Ser 


Pro 


Gin 


Val 


Arg Glu Met 


Arg 


130 










135 










140 
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Glu Ser Gly Phe Ala Gly Thr Thr Ala His Thr Gly His lie Leu Arg 
145 150 155 160 

Pro Asn Leu Cys Asn He Asp Val He Asn His His Leu Thr Asp Ser 

165 170 175 

Leu Leu Val Leu Xaa Val Ser Cys Thr Ser Thr Cys Ala 
180 185 

<210> 2246 
<211> 207 
<212> PRT 

<213> Homo sapien (8131622-1-12991-13959) 



<220> 

<221> VARIANT 

<222> (1) . . . (207) 

<223> Xaa = Any Amino Acid 



<400> 2246 



Glu 


He 


He 


Leu 


He 


Gly 


He 


Ser 


Leu 


Lys 


Leu 


Tyr 


Leu 


Val 


Val 


Phe 


1 








5 










10 










15 




Thr 


He 


He 


Lys 


He 


Lys 


Xaa 


His 


Ser 


He 


Gly Leu 


Ser 


Ser 


Asn 


Lys 








20 










25 










30 






Asn 


Met 


Arg 
35 


Leu 


Pro 


Ser 


Asp 


Phe 
40 


Phe 


Leu 


Ser 


Gin 


Ala 
45 


He 


Tyr 


Tyr 


Xaa 


Trp 
50 


Ala 


Leu 


Met 


Cys 


Val 
55 


Leu 


Glu 


Asn 


Lys 


Thr 
60 


Tyr 


Ala 


Ser 


Val 


Arg 


Leu 


Val 


Xaa 


Arg 


Phe 


Gly 


Trp 


Xaa 


Lys 


Leu 


Ala 


Asn 


Xaa 


Met 


Ser 


65 










70 










75 










80 


Val 


Leu 


Tyr 


Leu 


Glu 
85 


Ala 


Asn 


Leu 


Gly 


Asn 
90 


Met 


Asp 


Asn 


Ala 


Leu 
95 


Leu 


Lys 


Xaa 


Leu 


Lys 
100 


Arg 


Asn 


Tyr 


Phe 


Val 
105 


Phe 


Val 


Phe 


Thr 


Ser 
110 


Phe 


Leu 


Phe 


Gly 


Cys 
115 


He 


Ala 


Phe 


Lys 


Xaa 
120 


Lys 


Glu 


He 


Phe 


Tyr 
125 


Pro 


Tyr 


Thr 


Ser 


He 
130 


Cys 


He 


Tyr 


His 


Leu 
135 


Leu 


Met 


Met 


Glu 


Arg 
140 


Lys 


Val 


Ser 


Cys 


Leu 


Thr 


Leu 


He 


Cys 


Leu 


Ala 


Xaa 


Asp 


Leu 


Xaa 


His 


Phe 


Xaa 


Cys 


Ser 


145 










150 










155 










160 


Leu 


Val 


Thr 


Val 


Leu 


Ser 


Leu 


Glu 


Cys 


Xaa 


Gin Leu Asp 


He 


Cys 


Asn 










165 










170 










175 




Val 


Val 


Thr 


Tyr 
180 


Phe 


Asn 


Thr 


Met 


Val 
185 


Xaa 


Ser 


Thr 


Thr 


Gly 
190 


Ser 


Asn 


Ser 


Xaa 


Thr 
195 


Pro 


Asn 


His 


Ser 


Val 
200 


Leu 


He 


Cys 


Asn 


Met 
205 


Leu 


Lys 





<210> 2247 
<211> 311 
<212> PRT 

<213> Homo sapien (8131622-11-1950-4442) 



<400> 2247 




























Met 


Thr Gly 


Gly Gly Asn 


He 


Thr 


Glu 


He 


Thr 


Tyr 


Phe 


He 


Leu 


Leu 


1 






5 










10 










15 




Gly 


Phe Ser 


Asp 


Phe 


Pro 


Arg 


He 


He 


Lys 


Val 


Leu 


Phe 


Thr 


He 


Phe 






20 










25 










30 






Leu 


Val He 


Tyr 


He 


Thr 


Ser 


Leu 


Ala 


Trp 


Asn 


Leu 


Ser 


Leu 


He 


Val 




35 










40 










45 








Leu 


He Arg 


Met 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 








55 










60 










Ser 


Asn Leu 


Ser 


Phe 


He Asp Val 


Cys 


Tyr 


He 


Ser 


Ser 


Thr 


Val 


Pro 


65 








70 










75 










80 
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T ,vc 


lle u 


T 1 


Ser 


Asn 


Leu 


Leu 


Gin 


Glu 


Gin 


Gin 


Thr 


He 


Thr 


Phe 


Val 










85 










90 










95 




Gly 


cys 


Tie 


He Gin Tyr 


Phe 


He 


Phe 


Ser 


Thr 


Met 


Gly 


Leu 


Ser 


Glu 








100 










105 










110 








Cys 


L6U 


Met 


Thr 


Ala 


Met 


Ala 




Asp 


Arg 


Tvr 


Ala 


Ala 


He 


Cvs 














120 










125 








Asn 


Pro 


Leu 


Leu 


Tyr 


Ser 


Ser 


He 


Met 


Ser 


Pro 


Thr 


Leu 


Cvs 


Val 


Tro 














-i. j — » 










140 










lie t. 


Veil 


Leu 


Gly Ala Tyr 


Met 


Thr 


Glv 
oiy 


Leu 


Thr 


Ala 


Ser 


Leu 


Phe 


Gin 












150 










155 










160 


Tl 0 
lie 




Jr\ Id 


Leu 


Leu 


Gin 


Leu 


His 


Phe 




Glv 


Ser 


Asn 


Val 


He 


Arcr 










165 










170 










175 




nib 


rue 


DV10 
rile 


Cys 


Asp 


Met 




Gin 


Leu 


Leu 


He 


Leu 


Ser 


Cvs 


Thr 


Asp 








180 










1 0 j 










190 






inr 


fne 


Jr xie 


Val 


Gin 


Val 


Mat 

I T le L- 


Thr 

X 111 


Al Pk 

nla 


He 


Leu 


Thr 


Met 


Phe 


Phe 


Glv 






1 qs 

1-? J 










200 










205 








lie 


ax a 


Ser 


Ala 


Leu 


Val 


Tip 

lie 


Mot- 


Tip 

lie 


O el 


xyi: 


Gly 


lyi 


He 


Glv 


He 




zi u 










^1 j 










220 










Cor- 
OCX 


Tift 

lie 


Meu 


Lys 


He 


Thr 


Del 


Aid 


Lys 




oei 


Pro 


Lys 


Ala 


Phe 


Asn 


99c 










230 










235 










240 


inr 


Cys 


Ala 


Ser 


His 


Leu 


X 111 


Aid 


V d JL 


OeX. 


Leu 


Phe 




Thr 


Ser 


Glv 










245 










250 










255 




He 


Phe 


Val 


Tyr 


Leu Arg 


Ser 


Ser 


Ser 


Gly 


Gly 


Ser 


Ser 


Ser 


Phe 


Asp 








260 










265 










270 






Arg 


Phe 


Ala 


Ser 


Val 


Phe 


Tyr 


l 111 


Va 1 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 






275 










280 










285 








Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


rzl ii 

\J 1 u 


Tie 
lie 


Lys 


Asp 


Ala 


Leu 


Lys 






290 










295 










300 










Leu 


Gin 


Lys 


Arg 


Lys 


Cys 


Cys 




















305 










310 






















<210> 2248 




























<211> 444 




























<212> PRT 




























<213> Homo sapien (8131622-13-5638-8129) 












<220> 






























<221> VARIANT 


























<222> (1) . . . 


. (444) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 2248 




























Met 


Thr 


Val 


Glu 


Arg 


Ser 


Ser 


Met 


Thr 


He 


Thr 


Lys 


Phe 


He 


Leu 


Leu 


1 








5 










10 










15 




Gly 


Phe 


Ser 


Glu 


Tyr 


Ser 


Lys 


Thr 


Thr 


He 


Phe 


Leu 


Phe 


Ser 


Val 


Phe 








20 










25 










30 






Leu 


Gly 


He 


Tyr 


Leu 


Leu 


Thr 


Met 


Ser 


Xaa 


Asn 


Val 


Ser 


Leu 


He 


Ala 






35 










40 










45 








Leu 


He 


Arg 


Thr 


Asp 


Ser 


His 


Leu 


His 


Ala 


Pro 


Val 


Tvr 


Phe 


Phe 


Leu 




50 










55 










60 










Ser 


Asn 


Pro 


Ser 


Phe 


Leu 


Asp 


He 


Cys 


Cys 


Val 


Ser 


Thr 


He 


Ala 


Pro 


65 










70 










75 










80 


Lys 


Met 


Pro 


Ser 


Asp 


Phe 


Phe 


Lys 


Lys 


His 


Lys 


Phe 


He 


Ser 


Phe 


Met 










85 










90 










95 




Gly 


Cys 


Thr 


Met 


Gin 


Tyr 


Phe 


Ser 


Ser 


Leu 


Asn 


Val 


Thr 


Glu 


Cys 


Cys 








100 










105 










110 






Leu 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Xaa 


Tyr 


Ala 


Ala 


He 


Cys 


Asp 


Pro 






115 










120 










125 








Leu 


Leu 


Tyr 


Thr 


Ala 


He 


Met 


Ser 


Pro 


Ala 


Leu 


Cys 


Met 


Pro 


Met 


Val 




130 










135 










140 










Ala 


Gly 


Ser 


Cys 


Thr 


Thr 


Gly 


Tyr 


Phe 


Val 


Ser 


Phe 


He 


Gin 


Leu 


Cys 
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145 










150 










155 










160 


Ala 


Leu 


Leu 


Leu 


Leu 


His 


Phe 


Cys 


Glu 


Ser 


Asn 


Ser 


Ser 


His 


Phe 


Phe 










165 










170 










175 




Cys 


Asp 


Leu 


Pro 


Gin 


Leu 


Leu 


He 


Leu 


Ser 


Cys 


Ser 


His 


Thr 


Val 


Phe 




180 










185 










190 






Phe 


Phe 


Ser 


Ser 


His 


Asp 


His 


Tyr 


Ala 


His 


Ser 


Asn 


Leu 


Tyr 


Thr 


His 






195 










200 










205 








Leu 


Tyr 


Leu 


Gly 


Tyr 


His 


Asp 


Asn 


Leu 


Trp 


Leu 


Tyr 


His 


Cys 


Gin 


His 




210 










215 










220 










Ser 


Ser 


Leu 


Leu 


Trp 


Asp 


Ala 


Pro 


Cys 


Asn 


Thr 


Ser 


Ser 


Leu 


Ala 


Trp 


225 










230 










235 










240 


Val 


Xaa 


Leu 


Ser 


Ala 


Val 


Phe 


Trp 


Lys 


Leu 


Trp 


Leu 


He 


He 


Asp 


Met 










245 










250 










255 




Leu 


Pro 


Phe 


Val 


Thr 


Leu 


Cys 


Ser 


Thr 


Trp 


Pro 


Ser 


Met 


Ser 


Pro 


Thr 








260 










265 










270 






Ser 


Val 


Cys 


Thr 


Xaa 


Trp 


Leu 


Glu 


Pro 


Val 


Xaa 


Leu 


Leu 


Ser 


Leu 


Ala 






275 










280 










285 








His 


Leu 


Ser 


Asn 


Tyr 


Val 


Leu 


Cys 


Phe 


Ser 


Ser 


He 


Ser 


Val 


Gly 


Gin 




290 










295 










300 










lie 


Val 


Asn 


His 


Phe 


Phe 


Cys 


Asp 


Leu 


Pro 


Gin 


Leu 


Leu 


He 


Leu 


Ser 


305 










310 










315 










320 


Cys 


Tvr 


Asp 


Thr 


Phe 


Phe 


Cys 


Gin 


Val 


Met 


Thr 


Ser 


Met 


Leu 


Thr 


Val 










325 










330 










335 




Val 


Phe 


Gly 


Leu 


Thr 


Ser 


Val 


Leu 


Val 


He 


Met 


He 


Phe 


Tyr 


Gly 


Tyr 








340 










345 










350 






Val 


lie 


Ala 


Thr 


lie 


Leu 


Lys 


He 


He 


Ser 


Val 


Glu 


Gly 


Arg 


Ser 


Lys 






355 










360 










365 








Val 


Phe 


Asn 


Thr 


Gly 


Gly 


Ser 


His 


Leu 


He 


Ala 


Val 


Thr 


Leu 


Phe 


Tyr 




370 










375 










380 










Cys 


Ser 


Arg 


lie 


Phe 


Val 


Tyr 


Met 


Cys 


Ser 


His 


Ser 


Asp 


Ala 


Ser 


Leu 


385 










390 










395 










400 


Ser 


Arg 


Asn 


Lys 


Val 


Asp 


Ser 


He 


Val 


Tyr 


Thr 


Val 


Val 


He 


Pro 


Arg 










405 










410 










415 




Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Ser 


Asp 


Lys 


Xaa 


He 


Lys 


Asp 


Ala 








420 










425 










430 






Leu 


Lys 


Arg 


Trp 


Thr 


Lys 


Arg 


He 


Phe 


Ser 


Trp 


Pro 











435 440 



<210> 2249 
<211> 312 
<212> PRT 

<213> Homo sapien (8131671-12-1836-3192) 



<400> 2249 



Met 


Gly 


Val 


Lys 


Asn 


His 


Ser 


Thr 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Ser 


Gly 


1 






5 










10 










15 




Leu 


Thr 


Glu 


Gin 


Ala 


Glu 


Leu 


Gin 


Leu 


Pro 


Leu 


Phe 


Cys 


Leu 


Phe 


Leu 








20 










25 










30 






Gly 


He 


Tyr 


Thr 


Val 


Thr 


Val 


Val 


Gly 


Asn 


Leu 


Ser 


Met 


He 


Ser 


He 






35 










40 










45 








He 


Arg 


Leu 


Asn 


Arg 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Ser 




50 










55 










60 










Ser 


Leu 


Ser 


Phe 


Leu 


Asp 


Phe 


Cys 


Tyr 


Ser 


Ser 


Val 


He 


Thr 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ser 


Gly 


Phe 


Leu 


Cys 


Arg 


Asp 


Arg 


Ser 


He 


Ser 


Tyr 


Ser 


Gly 










85 










90 










95 




Cys 


Met 


He 


Gin 


Leu 


Phe 


Phe 


Phe 


Cys 


Val 


Cys 


Val 


He 


Ser 


Glu 


Cys 








100 










105 










110 






Tyr 


Met 


Leu 


Ala 


Ala 


Met 


Ala 


Cys 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Ser 






115 










120 










125 








Pro 


Leu 


Leu 


Tyr 


Arg 


Val 


He 


Met 


Ser 


Pro 


Arg 


Val 


Cys 


Ser 


Leu 


Leu 
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130 










A J J 










140 










val 


Ala 


Ala 
Ala 


Val 


rile 


Ser 


vax 


uiy 


rne 


i nr 


Asp 


Ala 


vax 


xxe 


nxS 


biy 


145 










150 










155 










160 


Gly Cys 


Tl 0 

xxe 


Leu 


Arg 


Leu 




rne 


Cys 


vaXy 


Ser 


Asn 


Tl « 

xxe 


Tl« 

xxe 


Lys 


nlS 










X D -> 










170 










X / 3 




xyr 


rile 


Cys 


Asp 
180 


Tin 

x xe 


vax 


Pro 


Leu 


He 
185 


Lys 


Leu 


Ser 


Cys 


Ser 
190 


Ser 


xnr 


Tyr 


Tl 0 

x xe 


Asp 


ulU 


Leu 


Leu 


Tip 

xxe 




Val 


He 


Gly Gly 


rne 


Asn 


wee 


vax 






195 










200 










205 








nld 


l nr 

OTA 


Ser 


Leu 




x xe 


xxe 

Zlj 


xxe 


Ser 


Tyr 


Ala 


Phe 
220 


Tift 

xxe 


Leu 


inr 


Ser 


lie 


Leu 


Arg 


Tip 

x xe 


His 


Ser 


Lys 


Lys 


Gly Arg 


Cys 


Lys 


Ala 


rne 


Ser 


inr 


225 










230 










235 












Cys 


Ser 


Ser 


tt • _ 

MIS 


Leu 
245 


Thr 


Axa 


vax 


Leu 


Met 
250 


Phe 


Ty r 


v»xy 




Leu 
zoo 


wet 


Ser 


Met 


Tyr 


Leu 
260 


Lys 


Pro 


Axa 


Ser 


Ser 
265 


Ser 


Ser 


Leu 


Thr 


Gin 
270 


Glu 


Lys 


Val 


Ser 


Ser 


Val 


Phe Tyr 


Thr 


Thr 


Val 


He 


Leu 


Met 


Leu 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg Asn 


Asn 


Glu 


Val 


Arg 


Asn 


Ala 


Leu 


Met 


Lys 


Leu 




290 










295 










300 










Leu 


Arg 


Arg 


Lys 


He 


Ser 


Leu 


Ser 


















305 










310 























<210> 2250 
<211> 305 
<212> PRT 

<213> Homo sapien (8131682-2-1-1878) 
<400> 2250 



Met 


Gin 


Arg 


Ser 


Asn 


His 


Thr 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Phe 


1 








5 










10 










15 




Thr 


Thr 


Asp 


Pro 


Gly 


Met 


Gin 


Leu 


Gly Leu 


Phe 


Val 


Val 


Phe 


Leu 


Gly 








20 










25 










30 






Val 


Tyr 


Ser 
35 


Leu 


Thr 


Val 


Val 


Gly 
40 


Asn 


Ser 


Thr 


Leu 


He 
45 


Val 


Leu 


He 


Cys 


Asn 


Asp 


Ser 


Cys 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Val 


Val 


Gly Asn 




50 










55 










60 










Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Trp 


Tyr 


Ser 


Ser 


Val 


Tyr 


Thr 


Pro 


Lys 


He 


65 










70 










75 










80 


Leu 


Val 


Thr 


Cys 


He 


Ser 


Glu 


Asp 


Lys 


Ser 


He 


Ser 


Phe 


Ala 


Gly Cys 










85 










90 










95 




Leu 


Cys 


Gin 


Phe 


Phe 


Phe 


Ser 


Ala 


Gly Leu 


Ala 


Tyr 


Ser 


Glu 


Cys 


Tyr 








100 










105 










110 






Leu 


Leu 


Ala 
115 


Ala 


Val 


Ala 


Tyr 


Asp 
120 


Arg 


Tyr 


Val 


Ala 


He 
125 


Ser 


Lys 


Pro 


Leu 


Leu 


Tyr Ala 


Gin 


Ala 


Met 


Ser 


He 


Lys 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 




130 










135 










140 










Ala 


Val 


Ser 


Tyr 


Cys 


Gly 


Gly 


Phe 


He 


Asn 


Ser 


Ser 


He 


He 


Thr 


Lys 


145 










150 










155 










160 


Lys 


Thr 


Phe 


Ser 


Phe 
165 


Asn 


Phe 


Cys 


Arg 


Glu 
170 


Asn 


He 


He 


Asp 


Asp 
175 


Phe 


Phe 


Cys 


Asp 


Leu 


Leu 


Pro 


Leu 


Val 


Glu 


Leu 


Ala 


Cys 


Gly Glu 


Lys 


Gly 








180 










185 










190 






Gly 


Tyr 


Lys 
195 


He 


Met 


Met 


Tyr 


Phe 
200 


Leu 


Leu 


Ala 


Ser 


Asn 
205 


Val 


He 


Cys 


Pro 


Ala 
210 


Val 


Leu 


He 


Leu 


Ala 
215 


Ser 


Tyr 


Leu 


Phe 


He 
220 


He 


Thr 


Ser 


Val 


Leu 


Arg 


He 


Ser 


Ser 


Ser 


Lys 


Gly 


Tyr 


Leu 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ser 


Ser 


His 


Leu 


Thr 


Ser 


Val 


Thr 


Leu 


Tyr 


Tyr 


Gly 


Ser 


He 


Leu 


Tyr 
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245 250 255 



He 


Tyr 


Ala 


Leu 


Pro 


Arg 


Ser 


Ser 


Tyr 


Ser 


Phe 


Asp 


Met 


Asp 


Lys 


He 






260 










265 










270 






Val 


Ser 


Thr 


Phe 


Tyr 


Thr 


val 


Val 


Phe 


Pro 


Met 


Leu 


Asn 


Leu 


Met 


He 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Glu 


Ala 


Leu 


Lys 


Lys 


Leu 


Leu 



290 295 300 

Pro 
305 



<210> 2251 
<211> 306 
<212> PRT 

<213> Homo sapien (8131682-3-415-2331) 



<400> 2251 



Met 


Gin 


Arg 


Ser 


Asn 


His 


Thr 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Phe 


1 






5 










10 










15 




Thr 


Thr 


Asp 


Pro 
20 


Gly 


Met 


Gin 


Leu 


Gly 
25 


Leu 


Phe 


Val 


Val 


Phe 
30 


Leu 


Gly 


Val 


Tyr 


Cys 
35 


Leu 


Thr 


Val 


Val 


Gly 
40 


Ser 


Ser 


Thr 


Leu 


He 
45 


Val 


Leu 


He 


Cys 


Asn 
50 


Asp 


Ser 


Arg 


Leu 


His 
55 


Thr 


Pro 


Met 


Tyr 


Phe 
60 


Val 


He 


Gly 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Trp 


Tyr 


Ser 


Ser 


Val 


His 


Thr 


Pro 


Lys 


He 


65 










70 










75 










80 


Leu 


Val 


Thr 


Cys 


He 
85 


Ser 


Glu 


Asp 


Lys 


Ser 
90 


He 


Ser 


Phe 


Ala 


Gly 
95 


Cys 


Leu 


Cys 


Gin 


Phe 


Phe 


Ser 


Ala 


Arg 


Leu 


Ala 


Tyr 


Ser 


Glu 


Cys 


Tyr 


Leu 






100 










105 










110 






Leu 


Ala 


Ala 
115 


Met 


Ala 


Tyr 


Asp 


His 
120 


Tyr 


Val 


Ala 


He 


Ser 
125 


Lys 


Pro 


Leu 


Leu 


Tyr 
130 


Ala 


Gin 


Thr 


Met 


Pro 
13 5 


Arg 


Arg 


Leu 


Cys 


He 
140 


Cys 


Leu 


Val 


Leu 


Tyr 


Ser 


Tyr 


Thr 


Gly 


Gly 


Phe 


Val 


Asn 


Ala 


He 


He 


Leu 


Thr 


Ser 


Asn 


145 










150 










155 










160 


Thr 


Phe 


Thr 


Leu 


Asp 
165 


Phe 


Cys 


Gly 


Asp 


Asn 
170 


Val 


He 


Asp 


Asp 


Phe 
175 


Phe 


Cys 


Asp 


Val 


Pro 


Pro 


Leu 


Val 


Lys 


Leu 


Ala 


Cys 


Ser 


Val 


Arg 


Glu 


Ser 






180 










185 










190 






Tyr 


Gin 


Ala 


Val 


Leu 


His 


Phe 


Leu 


Leu 


Ala 


Ser 


Asn 


Val 


He 


Ser 


Pro 




195 










200 










205 








Thr 


Val 
210 


Leu 


He 


Leu 


Ala 


Ser 
215 


Tyr 


Leu 


Ser 


He 


He 
220 


Thr 


Thr 


He 


Leu 


Arg 


He 


His 


Ser 


Thr 


Gin 


Gly 


Arg 


He 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Ser 


225 










230 










235 










240 


Ser 


His 


Leu 


He 


Ser 


Val 


Thr 


Leu 


Tyr 


Tyr 


Gly Ser 


He 


Leu 


Tyr 


Asn 










245 










250 










255 




Tyr 


Ser 


Arg 


Pro 
260 


Ser 


Ser 


Ser 


Tyr 


Ser 
265 


Leu 


Lys 


Arg 


Asp 


Lys 
270 


Met 


Val 


Ser 


Thr 


Phe 
275 


Tyr 


Thr 


Met 


Leu 


Phe 
280 


Pro 


Met 


Leu 


Asn 


Pro 
285 


Met 


He 


Tyr 


Ser 


Leu 
290 


Arg 


Ser 


Lys 


Asp 


Met 
295 


Lys 


Asp 


Ala 


Leu 


Lys 
300 


Lys 


Phe 


Phe 


Lys 



Ser Ala 



305 

<210> 2252 
<211> 324 
<212> PRT 

<213> Homo sapien (8152118-1-59952-61847) 
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<220> 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 

<400> 2252 

His Thr Glu Pro Arg Asn Leu Thr Gly Val Xaa Glu Phe Leu Leu Leu 

15 10 15 

Gly Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Leu Ala Leu Leu Ser 

20 25 30 

Leu Ser Leu Ser Met Tyr Leu Val Thr Val Leu Arg Asn Leu Leu Ser 

35 40 45 

lie Leu Ala Val Arg Ser Glu Ser Pro Leu His Thr Thr Met Tyr Phe 

50 55 60 

Phe Leu Ser lie Leu Cys Trp Ala Asp lie Gly Phe Thr Ser Ala Thr 
65 70 75 80 

Val Pro Lys Met lie Val Asp Met Gin Trp Tyr Ser Lys Val He Ser 

85 90 95 

His Ala Gly Cys Leu Thr Gin Met Ser Phe Leu Val Leu Phe Ala Cys 

100 105 110 

He Glu Gly Met Leu Leu Thr Val Met Ala Tyr Asp Cys Phe Val Gly 

115 120 125 

He Cys Arg Pro Leu His Tyr Pro Val He Val Asn Pro His Leu Cys 

130 135 140 

Val Phe Phe Val Leu Val Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin 
145 150 155 160 

Leu His Ser Trp He Val Leu Gin Phe Thr He He Lys Asn Val Glu 

165 170 175 

He Ser Asn Phe Val Cys Asp Pro Ser Gin Leu Leu Lys Leu Ala Cys 

180 185 190 

Ser Asp Ser Val He Asn Ser He Phe He Tyr Phe Gly Ser Thr Met 

195 200 205 

Phe Gly Phe Leu Pro He Ser Gly He Leu Leu Ser Tyr Tyr Lys He 

210 215 220 

Val Pro Ser He Leu Arg He Ser Ser Ser Asp Gly Lys Tyr Lys Ala 
225 230 235 240 

Phe Ser Thr Tyr Gly Ser His Leu Ala Val Phe Cys Xaa Phe Asp Gly 

245 250 255 

Thr Gly He Gly Val Tyr Leu Thr Ser Ala Val Ala Pro Pro Pro Arg 

260 265 270 

Asn Gly Val Val Val Ser Val Lys Xaa Ala Val Val Thr Pro Met Pro 

275 280 285 

Asn Leu Phe He Tyr Ser Leu Arg Asn Arg Asp He Gin Ser Ala Leu 

2S0 295 300 

Arg Arg Leu Pro Asn Lys Thr Val Glu Ser Pro Xaa Ser Val Pro Ser 
305 310 315 320 

Phe Phe Trp Cys 



<210> 2253 
<211> 212 
<212> PRT 

<213> Homo sapien (8247820-10-10207-11695) 
<220> 

<221> VARIANT 

<222> (1)...(212) 

<223> Xaa = Any Amino Acid 

<400> 2253 
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Thr Met Phe Tyr Lys lie Ser Ala Leu Phe Xaa Cys Xaa Cys lie Thr 

15 10 15 

Leu Phe Xaa Xaa Lys Leu Ser Lys Gin Lys He Tyr Trp Val Leu Thr 

20 25 30 

He Phe Gly Phe Leu Glu Ala Phe He Ala Met Asn Lys Leu Xaa Lys 

35 40 45 

Leu Tyr Ser Ser Leu He Cys Leu Tyr Phe He He Xaa He Phe Lys 

50 55 60 

Phe Ser Asn Met Phe He Phe Tyr Asn Met Asn He Ser Val His Tyr 
65 70 75 80 

Phe Leu Lys Cys He Phe Phe Phe Cys He Cys Cys Leu Xaa Leu Leu 

85 90 95 

He Phe Asp Ser Phe Ser Thr His Pro Pro Leu Pro Leu Leu Xaa Glu 

100 105 HO 

Ala Asp He Cys Ala Asn Ser Xaa Pro Cys Tyr Thr Asn Thr Thr Ala 

115 120 125 

Ser Xaa Xaa His Phe Tyr He He Leu Asn Phe Cys Leu Ser Tyr Xaa 

130 135 140 

Pro Ser Val Ser Ser Met Leu Tyr Gly Arg Leu Phe Leu Met Tyr Leu 
145 150 155 160 

Met Pro Glu Asn Ser Leu Asp Thr Asp Arg Met Ala Ser Val Phe Tyr 

165 170 175 

Thr Val Val He Pro Met Leu Asn Pro Leu He Trp Ser Pro Arg Asn 

180 185 190 

Lys Asp Val Thr Ser Ala Leu Arg Lys Val Met Val Asn Arg Lys Gin 

195 200 205 

Ala Leu Phe Cys 
210 

<210> 2254 
<211> 314 
<212> PRT 

<213> Homo sapien (8247820-11-34143-40656) 
<220> 

<221> VARIANT 

<222> (1)...(314) 

<223> Xaa = Any Amino Acid 

<400> 2254 

He Xaa Met Ala Asp Arg Asn Val Thr Val He Thr Glu Phe He Leu 

15 10 15 

Leu Gly Leu Thr Asp Asn Pro Glu Met Asn Val Val Leu Ser Val Leu 

20 25 30 

Phe Leu Leu He Tyr Leu He Thr Val Leu Gly Asn Phe Trp He He 

35 40 45 

He He He Leu Ala Ser Ala Gin Leu His Ser Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Gin Leu Ala Phe Leu Asp Phe Cys Tyr Ser Ser Val Leu He 
65 70 75 80 

Pro Lys Met Leu Val Asn Tyr He Ala Gly Gin Lys Val He Ser Tyr 

85 90 95 

His Gly Cys Leu Leu Gin Tyr Ser Phe Val Ser Leu Phe Leu Thr Thr 

100 105 110 

Glu Cys Phe Leu Leu Ala Ala Met Ala Cys Asp Arg Tyr Leu Ala Val 

115 120 125 

Cys His Pro Leu His Tyr Lys Gly Leu Met Thr Pro Thr Phe Xaa He 

130 135 140 

Tyr Leu Val Thr Val Ser Tyr Leu Leu Gly Ser Val Asn Ser Leu Thr 
145 150 155 160 

His Leu Ser Ser Leu Leu Ser Leu Ser Phe Cys Gly Ser Asn Val He 
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165 170 175 



Asn 


Arn 

«.x y 


Tyr 


Phe 


Cvs 


Asp 


He 


Pro 


Leu 


Leu Phe 


Gin 


Leu 


Ser 


Cys 


Ser 








180 










185 








190 






noli 


Thr 


Gin 


His 


Ser 


Lvs 


He 


Leu 


Phe 


Thr Val 


Leu 


Ser 


Gly Ala 


Thr 






195 










200 








205 








Coy 


Val 


Thr 


Thr 


Phe 


Leu 


He 


Val 


Val 


Ser Ser 


Tyr 


Leu 


Val 


He 


Leu 














215 








220 










Leu 


He 


Val 


Leu 


Lys 


He 


His 


Ser 


Thr 


Arg Gly Arg Ash Lys 


Ala 


He 


225 










230 








235 










240 


Ser 


Thr 


Cvs 


Ala 


Ser 


His 


Leu 


Met 


Val 


Val Thr 


Leu 


Phe 


Tyr 


Arg 


Thr 








245 










250 








255 




Val 


He 


Phe 


Thr 


Tyr 


Leu 


Gly 


Ala 


Asn 


Pro Gly 


Tyr 


Ser 


Gin 


Asp 


Arg 








260 










265 








270 






Pro 


Lys 


He 


Leu 


Pro 


Val 


Glu 


Cys 


Thr 


Leu Leu 


Leu 


Ser 


He 


Leu 


Asn 




275 










280 








285 








Leu 


Leu 


He 


Tyr 


Ser 


Val 


Arg 


Asn Arg 


Glu Val 


Lys 


Glu 


Ala 


He 


Lys 




290 










295 








300 










He 


He 


He 


Lys 


Arg 


Lys 


He 


Leu 


Pro 


Gin 












305 










310 





















<210> 2255 
<211> 245 
<212> PRT 

<213> Homo sapien (8247820-7-4578-5918) 



<220> 

<221> VARIANT 

<222> (1) . . . (245) 

<223> Xaa = Any Amino Acid 



<400> 2255 

Met Ser Xaa Xaa He Phe Cys Leu Pro Lys He He He Thr Leu Leu 

15 10 15 

Gin Xaa Glu Trp Asp Ala Leu Asn Leu Glu Thr Arg Val Phe Leu Glu 

20 25 30 

Glu Asp Phe Pro Cys Gly Phe Ser Leu Trp He Val Arg Gin Leu Ser 

35 40 45 

Phe Phe Leu Glu He Asn Xaa Phe Ala His Leu Lys Lys Xaa Cys Arg 

50 55 60 

Lys His Thr Ser Thr Phe Ser Leu Ser Asn Leu Ala Phe Xaa Asp Phe 
65 70 75 80 

Cys Tyr Ala Ser Val He Thr Ser Lys Met Phe Gly Ser Phe Leu Tyr 

85 90 95 

Lys Gin Lys Lys Leu Thr Phe Asn Ala Leu Gly Cys Ser Leu Thr Phe 

100 105 HO 

Met Thr Thr Glu Cys Leu Leu Leu Ala Phe Met Ala Cys Asp Gin Tyr 

115 120 125 

Leu Val He Cys Asn Pro Pro Leu Tyr Met Val Thr Met Ser Pro Pro 

130 "* 135 140 

Gin Gly Val Cys He Gin Leu Met Pro Ala Ser Tyr Ser Tyr Ser Phe 
145 ** 150 155 160 

Leu Met Thr Leu Ser His Tyr Leu Ser Ala Phe Arg Leu Pro Tyr Cys 

165 170 175 

Pro Ser Val Ser Leu Met Phe Asn Gly Ser Leu Phe Leu Tyr Cys Thr 

180 185 190 

Xaa Cys Ser Glu Asn Ser Leu Asp Thr Asp Arg Met Ala Ser Val Phe 

195 200 205 

Tyr Thr Val Val He Pro Met Leu Ser Pro Leu He Trp Ser Leu Arg 

210 215 220 

Asn Lys Asp Val Lys Asp Ala Leu Arg Lys Val He Val Asn Arg Asn 
225 230 235 240 
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Gin Ala Leu Phe Cys 
245 

<210> 2256 
<211> 302 
<212> PRT 

<213> Homo sapien (8308370-1-1-2758) 
<220> 

<221> VARIANT 

<222> (1) . . . (302) 

<223> Xaa = Any Amino Acid 



<400> 2256 



He 


Arg 


Glu 


Thr 


His 


Ser 


His 


Val 


Pro 


Tyr 


Thr 


Ser 


Val 


Phe 


Leu 


Pro 


1 






5 










10 










15 




Val 


Phe 


Tyr 


Thr 


Ala 


Val 


Phe 


Leu 


Thr 


Gly 


Val 


Leu 


Gly Asn 


Leu 


Val 






20 










25 










30 






Leu 


Met 


Gly 
35 


Ala 


Leu 


His 


Phe 


Lys 
40 


Pro 


Gly 


Ser 


Arg 


Arg 
45 


Leu 


He 


Asp 


He 


Phe 
50 


He 


He 


Asn 


Leu 


Ala 

55 


Ala 


Ser 


Asp 


Phe 


He 
60 


Val 


Ser 


Cys 


His 


lie 


Ala 


Ser 


Leu Gly Gly Xaa 


Arcr 


Thr 


Ser 


Leu 


Gly Leu Trp Arg Thr 


Q ~> 










70 










75 










80 


Gly 


Ser 


Phe 


Leu 


Cys 


Lys 


Gly 


Ser 


Ser 


Tyr 


Met 


He 


Ser 


Val 


Asn 


Met 








85 










90 










95 




His 


Cys 


Ser 


Val 


Leu 


Leu 


Leu 


Thr 


Cys 


Met 


Ser 


Val 


Asp 


Arg 


Tyr 


Leu 






100 










105 










110 






Ala 


He 


Val 


Trp 


Pro 


Val 


Val 


Ser 


Arg 


Lys 


Phe 


Arg 


Arg 


Thr 


Asp Cys 






115 










120 










125 








Ala 


Tyr 


Val 


Val 


Cys 


Ala 


Ser 


He 


Trp 


Phe 


Asn 


Leu 


Leu 


Pro Ala Gly 




130 










135 










140 










Val 


Ala 


Tyr 


Ser 


Ser 


Val 


Gin 


Gly 


Ala 


His 


Ala 


Val 


Asp 


Asp 


Lys 


Pro 


145 








150 










155 










160 


Tyr 


Cys 


Ala 


Glu 


Lys 


Lys 


Ala 


Thr 


Pro 


He 


Lys 


Leu 


He 


Trp 


Ser 


Leu 






165 










170 










175 




Val 


Ala 


Leu 


He 
180 


Phe 


Thr 


Phe 


Phe 


Val 
185 


Pro 


Leu 


Leu 


Ser 


He 
190 


Val 


Thr 


Cys 


Tyr 


Cys 
195 


Cys 


He 


Ala 


Arg 


Lys 
200 


Leu 


Cys 


Ala 


His 


Tyr 
205 


Gin 


Gin 


Ser 


Gly 


Lys 
210 


His 


Asn 


Lys 


Lys 


Leu 
215 


Lys 


Lys 


Ser 


He 


Lys 
220 


He 


He 


Phe 


He 


Val 


Val 


Ala 


Ala 


Phe 


Leu 


Val 


Ser 


Trp 


Leu 


Pro 


Phe 


Asn 


Thr 


Phe 


Lys 


225 










230 










235 










240 


Phe 


Leu 


Ala 


He 


Val 


Ser Gly 


Leu 


Arg 


Gin 


Glu 


His 


Tyr 


Leu 


Pro 


Ser 










245 










250 










255 




Ala 


He 


Leu 


Gin Leu Gly Met 


Glu 


Val 


Ser 


Gly 


Pro 


Leu 


Ala 


Phe 


Ala 








260 










265 










270 






Asn 


Ser 


Cys 
275 


Val 


Asn 


Pro 


Phe 


He 
280 


Tyr 


Tyr 


He 


Phe 


Asp 
285 


Ser 


Tyr 


He 


Arg 


Arg 


Ala 


He 


Val 


His 


Cys 


Leu 


Cys 


Pro 


Cys 


Leu 


Lys 


Asn 







290 295 300 



<210> 2257 
<211> 336 
<212> PRT 

<213> Homo sapien (8318124-7-422-2124) 
<220> 

<221> VARIANT 
<222> (1) . . - (336) 
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<223> Xaa = Any Amino Acid 



<400> 2257 



Asd 


Thr 


Asp 


Pro 


Gin 


Ser 


Leu Thr Asp Val 


Ser 


He 


Phe 


Leu 


Leu 


Leu 


1 






5 










10 










15 




Glu 


Leu 


Ser 


Glu 


Asd 


Pro 


Glu 


Leu 


Gin 


Pro 


Val 


Val 


Ala Gly Leu 


Phe 








20 










25 










30 






Leu 


Ser 


Met 


Cvs 


Leu 


Val 


Met 


Val 


Leu 


Glu 


Asn 


Leu 


Leu 


He 


He 


Leu 






35 










40 










45 








Asp 


Val 


Ser 


Pro 


Asp 


Ser 


His 


Leu 


Pro 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 










60 










Ser 


Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


65 










70 










75 










80 


Lys 


Met 


He 


Val 


Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Tyr 


Ala 


Gly 










85 










90 










95 






Leu 


Thr 


Val 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 


Gly 


Gly Met 


Glu 


Glu 








100 










105 










110 






Asn 


Met 


Leu 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 






115 










120 










125 








His 


Pro 


Leu 


Tyr Arg 


Ser 


Ala 


Thr 


Leu 


Asn 


Pro 


Cys 


Phe 


Cys 


Glv 


Phe 




-L -> W 










135 










140 










Leu 


7S on 


Leu 


Leu 


Ser 


Phe 


i nc 


Phe 


Phe 


Ser 


Leu Arg 


Leu 


Leu 


Asp 


Ser 












X -J \J 










155 










160 




Leu 


nib 


Asn 


Leu 


Tip 


A ~1 -a 
/ila 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


Asp 


Val 










165 










170 










175 




Glu 


He 


Pro 


Asn 


Phe 


Phe 


ixp 


Glu 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 


Ala 








180 










185 










190 






L Y b 


**jr " 


Asp 


Thr 


Phe 


Thr 


Arg 


Asn 


He 


Ser 


Met 


Tyr 


Phe 


Pro 


Ala 


Ala 
















200 










205 








v d x 


t lie 


f5lv 


Phe 


Leu 


Ser 


Tip 

lie 


Ser Gly Thr 


Leu 


Phe 


Ser 


Tyr 


Pv<? 


Lvs 




Tin 










215 










220 












val 


CT o >~ 


Ser 


He 


Leu 




Val 


Ser 


Ser 


Ser 


Gly 


Gly Lys 


1 y x 


Lvs 


Z. Z3 










230 










235 










240 


Ala 


Phe 


Ser 


Thr 


Xaa 


Glv 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Phe 


Tyr 










245 










250 










255 




Gly 


Thr 


Gly 


Phe Gly 


Glu 


Tyr 


Leu 


Gly 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 








260 










265 










270 






Arg 


Lys 


Gly 


Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Ser 


Val 


Val 


Thr 


Pro 


Met 






275 










280 










285 








Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Gly Asp 


He 


Lys 


Ser 


Val 




290 










295 










300 










Leu 


Arg 


Arg 


Pro 


Gin 


Gly 


Ser 


Thr 


Val 


Ser 


Ser 


Gin 


Tyr 


Leu 


Leu 


He 


305 










310 










315 










320 


Cys 


Ser 


He 


Pro 


Phe 


Val 


Gly Trp Val 


Asn 


Lys 


Asp 


Ser 


Lys 


Val 


Lys 










325 










330 










335 





<210> 2258 
<211> 319 
<212> PRT 

<213> Homo sapien (8348136-100-2086-3409) 



<220> 

<221> VARIANT 

<222> (1) . . . (319) 

<223> Xaa = Any Amino Acid 



<400> 2258 

Ser His Thr Glu Pro Gin Asn Leu 

1 5 
Leu Gly Leu Ser Glu Asp Pro Glu 
20 



Thr Gly Val Ser Glu Phe Leu Leu 

10 15 
Leu Gin Pro Leu Leu Ala Gly Leu 
25 30 
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Phe Leu Ser Met Cys Leu Val Thr Met Leu Arg Glu Leu Leu lie lie 

35 40 45 

Leu Ala Val Thr Ser Asp Ser His Leu His He Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Leu Val Leu Gly His Asp He Gly Phe Thr Xaa Ala Thr 
65 70 75 80 

Val Pro Lys Met He Val Asp Met Gin Ser His Ser Arg Val He Ser 

85 90 95 

His Ala Gly Cys Leu Thr Gin He Pro Phe Phe Val Leu Phe Val Cys 

100 105 HO 

He Asp Asp Met Leu Leu Thr Val Met Ala Tyr Asp Xaa Phe Val Ala 

115 120 125 

He Cys His Pro Leu His Tyr Pro Val lie Met Asn Pro His Leu Cys 

130 135 140 

Val Phe Leu Val Leu Met Phe Phe Leu Ser Leu Leu Asp Ser Xaa Leu 
145 150 155 160 

His Asn Trp He Val Gin Phe Thr Cys Phe Lys Asn Val Glu He Ser 

165 170 175 

Asn Phe Phe Cys Asp Xaa Ser Gin Leu Leu Asn Leu Ala Cys Ser Asp 

180 185 190 

Val He Ser Asn He Phe He His Leu Asp Ser Thr He Phe Gly Phe 

195 200 205 

Leu Pro He Ser Gly He Leu Leu Ser Tyr Tyr Lys He Val Pro Ser 

210 215 220 

He Leu Arg He Pro Leu Ser Asp Gly Lys Tyr Lys Ala Phe Ser Thr 
225 ~ 230 235 240 

Cys Gly Ser His Leu Ala He Val Cys Leu Phe Tyr Gly Thr Gly lie 

245 250 255 

Gly Met Tyr Leu Thr Ser Ala Val Ser Pro Ala Pro Arg Asn Gly Val 

260 265 270 

Val Ala Ser Val Leu Tyr Ala He Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

lie Cys Ser Leu Arg Asn Arg Gly He Gin Ser Ala Leu Trp Arg Leu 

290 295 300 

Cys Arg Arg Lys Val Xaa Ser His Asp Leu Phe His Pro Phe Ser 
305 310 315 

<210> 2259 
<211> 186 
<212> PRT 

<213> Homo sapien (8389427-13-4913-5701) 
<220> 

<221> VARIANT 

<222> (1) . . . (186) 

<223> Xaa = Any Amino Acid 

<400> 2259 

Pro Val Pro Gin His Leu Phe Phe Phe Leu Lys Val Thr Gly His Leu 

15 10 15 

Leu Thr Xaa lie Arg Asn Leu Xaa Phe Val Pro Asp Phe Ser Phe Ser 

20 25 30 

Leu Ala Leu His lie Tyr Gin Xaa Tyr Xaa Phe Xaa Thr Asn Leu Asn 

35 40 45 

Glu Leu His Leu Cys Pro Ser Leu lie Ser Pro Pro Ser Leu Ser Val 

50 55 60 

His Xaa Leu Arg Leu His His Val Asn Tyr Tyr His Gly Met Leu Thr 
65 70 75 80 

Glu Leu Leu Leu Pro Met Val Pro Cys His Asn Ser Ser Phe He Trp 

85 90 95 

Leu Pro lie Asn Phe Xaa Lys Phe lie Cys He Cys Tyr Phe Ser Gly 
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100 105 110 

Xaa Lys Leu Pro Met His Val Glu Asp Gly Met Gin Thr Ala Leu His 

115 120 125 

Ala Cys Pro Leu Leu Met Gin Leu Leu Leu Ser lie Pro His Ser Tyr 

130 135 140 

Pro Leu Leu Leu Asp Asn Ser Phe Leu Phe Leu Arg Leu His Pro Arg 
145 150 155 160 

Ser Lys Leu Ser Tyr Phe Leu His lie Leu Leu Ser Xaa Pro Phe Thr 

165 170 175 

Tyr Val Asn His Leu Leu Pro Phe Leu Leu 
180 185 

<210> 2260 
<211> 304 
<212> PRT 

<213> Homo sapien (8389428-12-1-2464) 
<400> 2260 

Met Arg Asn Gly Thr Val lie Thr Glu Phe lie Leu Leu Gly Phe Pro 

15 10 15 

Val lie Gin Gly Leu Gin Thr Pro Leu Phe lie Ala lie Phe Leu Thr 

20 25 30 

Tyr lie Leu Thr Leu Ala Gly Asn Gly Leu lie lie Ala Thr Val Trp 

35 40 45 

Ala Glu Pro Arg Leu Gin lie Pro Met Tyr Phe Phe Leu Cys Asn Leu 

50 55 60 

Ser Phe Leu Glu lie Trp Tyr Thr Thr Thr Val lie Pro Lys Leu Leu 
65 70 75 80 

Gly Thr Phe Val Val Ala Arg Thr Val He Cys Met Ser Cys Cys Leu 

85 90 95 

Leu Gin Ala Phe Phe His Phe Phe Val Gly Thr Thr Glu Phe Leu He 

100 105 110 

Leu Thr He Met Ser Phe Asp Arg Tyr Leu Thr He Cys Asn Pro Leu 

115 120 125 

His His Pro Thr He Met Thr Ser Lys Leu Cys Leu Gin Leu Ala Leu 

130 135 140 

Ser Ser Trp Val Val Gly Phe Thr He Val Phe Cys Gin Thr Met Leu 
145 150 155 160 

Leu He Gin Leu Pro Phe Cys Gly Asn Asn Val He Ser His Phe Tyr 

165 170 175 

Cys Asp Val Gly Pro Ser Leu Lys Ala Ala Cys He Asp Thr Ser He 

180 185 190 

Leu Glu Leu Leu Gly Val He Ala Thr He Leu Val He Pro Gly Ser 

195 200 205 

Leu Leu Phe Asn Met He Ser Tyr He Tyr He Leu Ser Ala He Leu 

210 215 220 

Arg He Pro Ser Ala Thr Gly His Gin Lys Thr Phe Ser Thr Cys Ala 
225 230 235 240 

Ser His Leu Thr Val Val Ser Leu Leu Tyr Gly Ala Val Leu Phe Met 

245 250 255 

Tyr Leu Arg Pro Thr Ala His Ser Ser Phe Lys He Asn Lys Val Val 

260 265 270 

Ser Val Leu Asn Thr He Leu Thr Pro Leu Leu Asn Pro Phe He Tyr 

275 280 285 

Thr lie Arg Asn Lys Glu Val Lys Gly Ala Leu Arg Lys Ala Met Thr 
290 295 300 

<210> 2261 
<211> 275 
<212> PRT 

<213> Homo sapien (8439748-1-6412-8052) 
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<220> 

<221> VARIANT 

<222> (1) . . . (275) 

<223> Xaa = Any Amino Acid 



<400> 2261 



Thr 


He 


He 


Asn 


Val 


Asn 


He 


Ser 


Pro 


Glu 


Phe 


Val 


Leu 


Val 


Gly 


Phe 


1 








5 










10 










15 




Ser 


Ser 


Asp 


Ala 


Glu 


He 


Gin 


He 


Met 


Leu 


Phe 


Val 


Leu 


He 


Leu 


Val 








20 










25 










30 






He 


His 


Leu 


Leu 


Thr 


Leu 


Thr 


Gly 


Lys 


Leu 


Val 


Met 


He 


Leu 


Glu 


He 






35 










40 










45 








Arg 


Ala 


Asp 


Ser 


His 


Leu 


Gin 


Arg 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Xaa 


His 




50 










55 










60 










Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Ser 


Tyr 


Ser 


Ser 


Val 


Thr 


Val 


Pro 


Arg 


Met 


65 










70 










75 










80 


Leu 


Gin 


Asn 


Phe 


Leu 


Ser 


Gly 


Arg 


Lys 


Ala 


Ser 


Gin 


Cys 


Gly 


Ala 


Ala 










85 










90 










95 




Ser 


Pro 


Ser 


Phe 


Phe 


Phe 


Thr 


Leu 


Ser 


Gly Gly Thr 


Glu 


Ala 


Cys 


Leu 








100 










105 










110 






Phe 


Ser 


Ala 


Met 


Ala 


Tyr 


Asp 


His 


Tyr 


Ala 


Thr 


He 


Arg 


His 


Pro 


Val 






115 










120 










125 








Val 


Tyr 


Thr 


Met 


Val 


Met 


Asn 


Arg 


Ser 


Leu 


Cys 


Met 


Val 


He 


Leu 


Arg 




130 










135 










140 










He 


Ala 


Trp 


Ala 


Ala 


Gly 


Phe 


Leu 


He 


Ser 


Leu 


Met 


Asp 


Ser 


Leu 


Phe 


145 








150 










155 










160 


Thr 


His 


Lys 


Leu 


His 


Phe 


Cys 


Gly 


Pro 


Asp 


He 


He 


Pro 


Tyr 


Phe 


Arg 










165 










170 










175 




Cys 


Lys 


Leu 


Pro 


Pro 


Phe 


Phe 


Pro 


Leu 


Ser 


Tyr 


He 


Asp 


Pro 


Thr 


Val 




180 










185 










190 




Thr 


Asn 


Glu 


He 


Leu 


Leu 


Ala 


Val 


Ser 


Gin 


Ala 


Phe 


Trp 


Gly 


Leu 


Leu 






195 










200 










205 








Leu 


Ser 


Leu 


He 


Phe 


Phe 


Ser 


Tyr 


Ser 


Arg 


lie 


Thr 


Ser 


Val 


He 


Leu 




210 










215 










220 










Ser 


He 


Cys 


Ser 


Ser 


Glu 


Gly 


Gin 


Gly 


Lys 


Ala 


Phe 


Ser 


Ala 


Cys 


Pro 


225 










230 










235 










240 


Ser 


His 


Leu 


Ala 


Val 


Val 


Leu 


Ser 


Phe 


Tyr 


Gly Thr 


Ala 


Phe 


Phe 


Arg 










245 










250 










255 




Tyr 


Pro 


Gly 


Ser 


Thr 


Ser 


Gly 


Ser 


Val 


Leu 


Gly 


Gin 


Val 


Val 


Ser 


Val 



260 265 270 



Gin Tyr Ser 
275 

<210> 2262 
<211> 317 
<212> PRT 

<213> Homo sapien (8439748-5-3942-6516) 
<400> 2262 

Met Leu Arg Asn Gly Ser He Val Thr Glu Phe He Leu Val Gly Phe 

15 10 15 

Gin Gin Ser Ser Thr Ser Thr Arg Ala Leu Leu Phe Ala Leu Phe Leu 

20 25 30 

Ala Leu Tyr Ser Leu Thr Met Ala Met Asn Gly Leu He He Phe He 

35 40 45 

Thr Ser Trp Thr Asp Pro Lys Leu Asn Ser Pro Met Tyr Phe Phe Leu 

50 55 60 

Gly His Leu Ser Leu Leu Asp Val Cys Phe He Thr Thr Thr He Pro 
65 70 75 80 

Gin Met Leu He His Leu Val Val Arg Asp His He Val Ser Phe Val 
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85 90 95 



Cys 


Cys 


Met 


Thr 


Gin 


Met 


Tyr 


Phe 


Val 


Phe 


Cys 


Val 


Gly Val 


Ala 


Glu 




100 










105 










110 






Cys 


He 


Leu 


Leu 


Ala 


Phe 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 




115 










J. \J 










125 








Tyr 


Pro 


Leu 


Asn 


Tyr Val 


Pro 


He 


He 


Ser 


Gin 


Lys 


Val 


Cys 


Val 


Arcr 




1 J u 










lie 










140 










Leu 


Val 


Gly Thr 


Ala 


Trp 


Phe 


Phe 


Gly Leu 


He 


Asn 


Gly He 


Phe 


Leu 












150 










155 










160 


olU 


Tyr 


He 


Ser 


Til- _ 

Pne 
165 


Arg 


Glu 


Pro 


Phe 


Arg 
170 


Arg 


Asp 


Asn 


IllS 


He 
175 


Glu 


oer 


Phe 


Phe 


Cys 
180 


Glu 


Ala 


Pro 


J_J.tr 


Val 
185 


He 


Gly 




oer 


Cys 
190 


Gly 


Asp 


Pro 


Gin 


Phe 


Ser 


Leu 


Trp 


Ala 


He 


Phe Ala Asp 


Ala 


He 


Val 


Val 


He 






195 




















205 








Leu 


Ser 

ZlU 


Pro 


Met 


Val 


Leu 


Thr 


Val 


Thr 


Ser 


Tyr 


Val 

oon 


His 


He 


Leu 


Ala 


Thr 


He 


Leu 


Ser 


Lys 


Ala 


Ser 


Ser 


Ser Gly Arg 


Gly 


Lys 


Thr 


Phe 


Ser 


Z ZD 










230 










235 










240 


X XIX. 


yjys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


He 


Phe 


Leu 


Tyr 


Thr 


Ser 


Ala 








245 










250 










255 




Met 


Phe 


Ser 


Tyr 
260 


Met 


Asn 


Pro 


His 


Ser 
265 


Thr 


His 


Gly 


Pro 


Asp 
270 


Lys 


Asp 


Lys 


Pro 


Phe 
275 


Ser 


Leu 


Leu 


Tyr 


Thr 
280 


He 


He 


Thr 


Pro 


Met 
285 


Cys 


Asn 


Pro 


He 


He 
290 


Tyr 


Ser 


Phe 


Arg 


Asn 
295 


Lys 


Glu 


He 


Lys 


Glu 
300 


Ala 


Met 


Val 


Arg 


Ala 


Leu 


Gly Arg 


Thr 


Arg 


Leu 


Ala 


Gin 


Pro 


Gin 


Ser 


Val 









305 310 315 



<210> 2263 
<211> 320 
<212> PRT 

<213> Homo sapien (8439993-14-9565-12410) 



<400> 2263 



Met 


Leu 


His 


Thr 


Asn 


Asn 


Thr 


Gin 


Phe 


His 


Pro 


Ser 


Thr 


Phe 


Leu 


Val 


1 








5 










10 










15 




Val 


Gly 


Val 


Pro 
20 


Gly 


Leu 


Glu 


Asp 


Val 
25 


His 


Val 


Trp 


He 


Gly 
30 


Phe 


Pro 


Phe 


Phe 


Ala 


Val 


Tyr 


Leu 


Thr 


Ala 


Leu 


Leu 


Gly Asn 


He 


He 


He 


Leu 






35 










40 










45 








Phe 


Val 
50 


He 


Gin 


Thr 


Glu 


Gin 
55 


Ser 


Leu 


His 


Gin 


Pro 
60 


Met 


Phe 


Tyr 


Phe 


Leu 


Ala 


Met 


Leu 


Ala 


Gly 


Thr 


Asp 


Leu 


Gly 


Leu 


Ser 


Thr 


Ala 


Thr 


He 


65 










70 










75 










80 


Pro 


Lys 


Met 


Leu 


Gly 
85 


He 


Phe 


Trp 


Phe 


Asn 
90 


Leu 


Gly 


Glu 


He 


Ala 
95 


Phe 


Gly 


Ala 


Cys 


He 
100 


Thr 


Gin 


Met 


Tyr 


Thr 
105 


He 


His 


He 


Cys 


Thr 
110 


Gly 


Leu 


Glu 


Ser 


Val 
115 


Val 


Leu 


Thr 


Val 


Thr 
120 


Gly 


He 


Asp 


Arg 


Tyr 
125 


He 


Ala 


He 


Cys 


Asn 
130 


Pro 


Leu 


Arg 


Tyr 


Ser 
135 


Met 


He 


Leu 


Thr 


Asn 
140 


Lys 


Val 


He 


Ala 


He 


Leu 


Gly 


He 


Val 


He 


He 


Val 


Arg 


Thr 


Leu 


Val 


Phe 


Val 


Thr 


Pro 


145 










150 










155 










160 


Phe 


Thr 


Phe 


Leu 


Thr 
165 


Leu 


Arg 


Leu 


Pro 


Phe 
170 


Cys 


Gly 


Val 


Arg 


He 
175 


He 


Pro 


His 


Thr 


Tyr 
180 


Cys 


Glu 


His 


Met 


Gly 
185 


Leu 


Ala 


Lys 


Leu 


Ala 
190 


Cys 


Ala 


Ser 


He 


Asn 


Val 


He 


Tyr 


Gly 


Leu 


He 


Ala 


Phe 


Ser 


Val 


Gly 


Tyr 


He 
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195 200 205 



Asp 


He 


Ser 


Val 


He Gly 


Phe 


Ser 


Tyr 


Val 


Gin 


He 


Leu Arg 


Ala 


Val 


210 










215 










220 








Phe 


His 


Leu 


Pro 


Ala 


Trp 


Asp Ala 


Arg 


Leu 


Lys 


Ala 


Leu Ser 


Thr 


Cys 


225 










230 










235 








240 


Gly 


Ser 


His 


Val 


Cys 


Val 


Met 


Leu 


Ala 


Phe 


Tyr 


Leu 


Pro Ala 


Leu 


Phe 








245 










250 








255 




Ser 


Phe 


Met 


Thr 
260 


His 


Arg 


Phe 


Gly 


His 
265 


Asn 


He 


Pro 


His Tyr 
270 


He 


His 


He 


Leu 


Leu 
275 


Ala 


Asn 


Leu 


Tyr 


Val 
280 


Val 


Phe 


Pro 


Pro 


Ala Leu 

285 


Asn 


Ser 


Val 


He 


Tyr Gly Val 


Lys 


Thr 


Lys 


Gin 


He 


Arg 


Glu 


Gin Val 


Leu Arg 




290 










295 










300 








He 


Leu 


Asn 


Pro 


Lys 


Ser 


Phe 


Trp 


His 


Phe 


Asp 


Pro 


Lys Arg 


He 


Phe 


305 










310 










315 








320 



<210> 2264 
<211> 329 
<212> PRT 

<213> Homo sapien (8439993-17-12459-15729) 
<220> 

<221> VARIANT 

<222> (1) . . . (329) 

<223> Xaa = Any Amino Acid 



<400> 2264 



Met 


Asn 


Gly 


Ala 


Asn 


Ser 


Ser 


Ser 


Leu 


Thr 


Pro 


Arg 


Tyr 


Phe 


He 


Leu 


1 






5 










10 










15 




Ser 


Gly 


Val 


Pro 
20 


Gly 


Leu 


Glu 


Ala 


Ala 

25 


His 


He 


Trp 


He 


Ser 
30 


Leu 


Pro 


Phe 


Cys 


Phe 


Met 


Tyr 


He 


He 


Val 


Val 


Leu 


Gly Asn 


Cys Gly Leu He 






35 










40 










45 








Tyr 


Leu 
50 


He 


Ser 


His 


Glu 


Glu 

55 


Ala 


Leu 


His 


Gin 


Pro 
60 


Thr 


Tyr 


Tyr 


Phe 


Leu 


Asp 


Leu 


Leu 


Ser 


Leu 


Thr 


Asp 


Val 


Thr 


Gly Cys 


Thr 


Ser 


Phe 


Val 


65 








70 










75 










80 


Pro 


Asn 


Met 


Leu 


Cys 
85 


He 


Phe 


Trp 


Phe 


Gly 
90 


Leu 


Lys 


Glu 


He 


Asp 
95 


Phe 


Asn 


Ala 


Cys 


Leu 


Val 


Gin 


Met 


Phe 


Phe 


He 


His 


Met 


Leu 


Thr 


Gly Met 








100 










105 










110 






Glu 


Ser 


Gly 


Ala 


Leu 


Met 


Leu 


Met 


Ala 


Leu 


Asp Arg 


Tyr 


Val 


Ala 


He 






115 










120 










125 








Cys 


Tyr 


Pro 


Leu 


His 


Tyr 


Ser 


Thr 


He 


Phe 


Thr 


Asn 


Thr 


Val 


He 


Thr 


130 










135 










140 










Lys 


Val 


Gly 


Leu 


Val 


Thr 


Phe 


He 


Gin 


Ser 


Val 


Leu 


Leu 


Met 


He 


Pro 


145 








150 










155 










160 


Phe 


Ala 


Phe 


Leu 


He 


Lys 


Cys 


Leu 


Pro 


Tyr 


Cys 


Arg 


Gly Asn 


Leu 


He 










165 










170 










175 




His 


His 


Thr 


Tyr 
180 


Cys 


Xaa 


His 


Met 


Ser 
185 


Val 


Ala 


Lys 


Leu 


Ser 
190 


Cys 


Gly 


Asn 


Val 


Gin 
195 


He 


Asn 


Ala 


He 


Tyr 
200 


Gly 


Leu 


He 


Ala 


Ala 
205 


He 


Leu 


He 


Gly 


Gly 
210 


Phe 


Asp 


Met 


Phe 


Cys 
215 


He 


Ser 


Met 


Ser 


Tyr 

220 


Thr 


Met 


He 


He 


Arg 


Ala 


Val 


Val 


Asn 


Leu 


Ser 


Ser 


Ala 


Asp 


Ala 


Arg 


His 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Thr 


Ala 
245 


His 


He 


Cys 


Ala 


He 
250 


Phe 


He 


Thr 


Tyr 


Val 
255 


Pro 


Ala 


Phe 


Phe 


Asn 


Phe 


Phe 


Thr 


His 


Arg 


Phe 


Gly Gly 


His 


Thr 


He 


Pro 



260 265 270 
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His 


His 


Val 


His 


He 


Phe 


He Ala Asn 


Leu 


Tyr 


Leu 


Met 


Leu 


Pro 


Pro 






275 








280 








285 








Thr 


Leu 


Asn 


Pro 


He 


Val 


Tyr Gly Val 


Lys 


Thr 


Lys 


Gin 


He 


Arg 


Glu 




290 










295 






300 










Gly Val 


He 


Lys 


Leu 


Phe 


Phe Arg Glu 


Lys 


Val 


Tyr 


Phe 


Lys 


Tyr 


Asp 


305 










310 






315 










320 


He 


Asn 


Leu 


Xaa 


Tyr 


Arg 


Ser Leu Asn 

















325 



<210> 2265 
<211> 324 
<212> PRT 

<213> Homo sapien (8439993-2-191-1624) 



<400> 2265 



Met 


Pro 


Leu 


Phe 


Asn 


Ser 


Leu 


Cys 


Trp 


Phe 


Pro 


Thr 


He 


His 


Val 


Thr 


1 








5 










10 










15 




Pro 


Pro 


Ser 


Phe 


He 


Leu Asn Gly 


He 


Pro 


Gly 


Leu 


Glu 


Arg 


Val 


His 








20 










25 










30 






Val 


Trp 


He 


Ser 


Leu 


Pro 


Leu Cys 


Thr 


Met 


Tyr 


He 


He 


Phe 


Leu 


Val 






35 










40 










45 








Gly 


Asn 


Leu 


Gly Leu 


Val 


Tyr 


Leu 


He 


Tyr 


Tyr 


Glu 


Glu 


Ser 


Leu 


His 




50 










55 










60 










His 


Pro 


Met 


Tyr 


Phe 


Phe 


Phe 


Gly 


His 


Ala 


Leu 


Ser 


Leu 


He 


Asp 


Leu 


65 










70 










75 










80 


Leu 


Thr 


Cys 


Thr 


Thr 


Thr 


Leu 


Pro 


Asn 


Ala 


Leu 


Cys 


He 


Phe 


Trp 


Phe 








85 










90 










95 




Ser 


Leu 


Lys 


Glu 
100 


He 


Asn 


Phe 


Asn 


Ala 
105 


Cys 


Leu 


Ala 


Gin 


Met 
110 


Phe 


Phe 


Val 


His 


Gly 


Phe 


Thr 


Gly Val 


Glu 


Ser 


Gly 


Val 


Leu 


Met 


Leu 


Met 


Ala 






115 










120 










125 








Leu 


Asp 
130 


Arg 


Tyr 


Val 


Ala 


He 
135 


Cys 


Tyr 


Pro 


Leu 


Arg 

i A r\ 


Tyr 


Ala 


Thr 


Thr 


Leu 


Thr 


Asn 


Pro 


He 


He 


Ala 


Lys 


Ala 




Leu 


A 1 o 
£\JL<A 




Phe 


Leu 


Arg 


145 










150 










155 










160 


Gly 


Val 


Leu 


Leu 


Met 


He 


Pro 


Phe 


Pro 


Phe 


Leu 


Val 


Lys 


Arg 


Leu 


Pro 








165 










170 










175 




Phe 


Cys 


Gin 


Ser 
180 


Asn 


He 


He 


Ser 


His 
185 


Thr 


Tyr 


Cys 


Asp 


His 
190 


Met 


Ser 


Val 


Val 


Lys 
195 


Leu 


Ser 


Cys 


Ala 


Ser 
200 


He 


Lys 


Val 


Asn 


Val 
205 


He 


Tyr 


Gly 


Leu 


Met 


Val 


Ala 


Leu 


Leu 


He Gly Val 


Phe 


Asp 


He 


Cys 


Cys 


He 


Ser 




210 










215 










220 










Leu 


Ser 


Tyr 


Thr 


Leu 


He 


Leu 


Lys 


Ala 


Ala 


He 


Ser 


Leu 


Ser 


Ser 


Ser 


225 








230 










235 










240 


Asp 


Ala Arg 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Thr 


Ala 


His 


He 


Ser 


Ala 








245 










250 










255 




He 


He 


He 


Thr 
260 


Tyr 


Val 


Pro 


Ala 


Phe 
265 


Phe 


Thr 


Phe 


Phe 


Ala 
270 


His 


Arg 


Phe 


Gly Gly 


His 


Thr 


He 


Pro 


Pro 


Ser 


Leu 


His 


He 


He 


Val 


Ala 


Asn 






275 










280 










285 








Leu 


Tyr 
290 


Leu 


Leu 


Leu 


Pro 


Pro 
295 


Thr 


Leu 


Asn 


Pro 


He 
300 


Val 


Tyr 


Gly 


Val 


Lys 


Thr 


Lys 


Gin 


He 


Arg 


Lys 


Ser 


Val 


He 


Lys 


Phe 


Phe 


Gin 


Gly 


Asp 


305 










310 










315 










320 


Lys 


Gly Ala 


Gly 



























<210> 2266 
<211> 312 
<212> PRT 
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<213> Homo sapien (8516051-13-18887-21998) 



<400> 2266 



Met 


Asp 


Thr 


Gly Asn Trp 


Ser 


Gin 


Val 


Ala 


Glu 


Phe 


He 


He 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Pro 


His 


Leu Gin Gly 


Val 


Gin 


He 


Tyr 


Leu 


Phe 


Leu 


Leu 


Leu 


Leu 








20 










25 










30 






Leu 


He 


Tyr 


Leu 


Met 


Thr 


Val 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


Phe 


Leu 


Val 






35 










40 










45 








Val 


Cys 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


His 


Phe 


Val 


Ser 




50 










55 










60 










lie 


Leu 


Ser 


Phe 


Ser 


Glu 


Leu 


Gly 


Tyr 


Thr 


Ala 


Ala 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


Leu 


Leu 


Ser 


Glu 


i»ys 


Lys 


Thr 


He 


Ser 


Phe 


Ser 


Gly 










85 










90 










95 




Cys 


Leu 


Leu 


Gin 


He Tyr 


Phe 


Phe 


His 


Ser 


Leu 


Gly Ala 


Thr 


Glu 


Cys 








100 










105 










110 






Tyr 


Leu 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg Tyr 


Leu 


Ala 


He 


Cys 


Arg 






115 










120 










125 








Pro 


Leu 


His 


Tvr 


Pro 


Thr 


Leu 


Met 


Thr 


Pro 


Thr 


Leu 


Cys 


Ala 


Glu 


He 




130 










135 










140 










Ala 


He 


Gly 


Cys 


Trp 


Leu 


Gly 


Gly 


Leu 


Ala Gly 


Pro 


Val 


Val 


Glu 


He 


145 










150 










155 










160 


Sear 


Leu 


He 


Ser 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Arg 


He 


Gin 


His 










165 










170 










175 




Val 


Phe 


Cvs 


Asp 


Phe 


Pro 


Pro 


Val 


Leu 


Ser 


Leu 


Ala 


Cys 


Thr 


Asp 


Thr 








180 










185 










190 






Ser 


He 


Asn 


Val 


Leu 


Val 


Asp 


Phe 


Val 


He 


Asn 


Ser 


Cys 


Lys 


He 


Leu 






195 










200 










205 








Ala 


Thr 


Phe 


Leu 


Leu 


He 


Leu 


Cys 


Ser 


Tyr 


Val 


Gin 


He 


He 


Cys 


Thr 




210 










215 










220 










Val 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Ala 


Gly 


Lys 


Arg 


Lys 


Ala 


He 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Phe 


Thr 


Val 


Val 


Leu 


He 


Phe 


Tyr 


Gly 


Ser 


He 


Leu 








245 










250 










255 




Ser 


Met 


Tyr 


Val 


Gin 


Leu 


Lys 


Lys 


Ser 


Tyr 


Ser 


Leu 


Asp 


Tyr 


Asp 


Gin 








260 










265 










270 






Ala 


Leu 


Ala 


Val 


Val 


Tyr 


Ser 


Val 


Leu 


Thr 


Pro 


Phe 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


He 


Lys 


Glu 


Ala 


Val' 


Arg 


Arg 


Gin 




290 










295 










300 










Leu 


Lys 


Arg 


He 


Gly 


He 


Leu 


Ala 


















305 










310 























<210> 2267 
<211> 289 
<212> PRT 

<213> Homo sapien (8516051-8-7333-8874) 



<220> 

<221> VARIANT 

<222> (1) . . . (289) 

<223> Xaa = Any Amino Acid 

<400> 2267 

Leu Leu Phe Phe He Leu Leu Leu Leu He Tyr Leu Phe Thr He He 

15 10 15 

Gly Ser Leu Met Val Phe Phe Ala He Lys Leu Asp Phe Cys Leu His 

20 25 30 

Ser Ser Leu Tyr Phe Phe He Ser Val Leu Ser Phe Leu Glu He Trp 
35 40 45 
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Tyr 


Thr 

31) 


Thr 


lie 


Tnr 


T 1 A 

lie 


Fro 


Lys 


Met 


Fne 


Fne 


Asn 
60 


Leu 


Aia 


ber 


Vj±U 


Gin 


Lys 


Thr 


Thr 


Ser 


Leu 


Asp 


Gly 


Cys 


Leu 


Leu 


Gin 


Met 


Tyr 


Fne 


Fne 


65 










70 










75 










80 


Tyr 


Ser 


Leu 


Gly 


Tl rt 

lie 

o c 

OD 


Tnr 


vjIU 


val 


Cys 


Leu 


Leu 


Thr 


Thr 


Arg 


Aia 




Asp 


Arg 


Tyr 


Leu 
100 


Ala 


lie 


Cys 


Asn 


HIS 

105 


Leu 


Cys 


Tyr 


Pro 


xnr 
110 


vai 


i nr 


Thr 


Pro 


Xaa 


Leu 


Tyr 


Thr 


Gin 


Val 


He 


Leu 


Gly Cys Cys 


lie 


cys 


oiy 






115 










120 










125 








Pne 


Phe 
130 


Thr 


Leu 


Leu 


Pro 


Glu 
135 


lie 


Ala 


Trp 


He 


Ser 
140 


Thr 


Leu 


Fro 


Fne 


Cys 


Gly 


Pro 


Asn 


Gin 


Tl- 
116 


HIS 


Asn 


lie 


Pne 


Cys 


Asp 


Leu 


Asp 


Pro 


Tl- 
116 


145 










150 










155 










160 


Leu 


Asn 


Leu 


Ala 


Cys 

165 


Val 


Asp 


Thr 


Gly 


Pro 

170 


Val 


Val 


Leu 


lie 


Lys 
1 / o 


val 


Val 


Asp 


He 


Val 
180 


His 


Ala 


Val 


Glu 


He 
185 


He 


Thr 


Ala 


He 


Met 
190 


Leu 


val 


Thr 


Leu 


Ala 
195 


Tyr 


Val 


Gin 


He 


He 
200 


Ala 


Val 


He 


Leu 


Arg 
205 


Asn 


Cys 


Ser 


Ala 


Asp 
210 


Gly 


Cys 


Gin 


Lys 


Ala 
215 


Phe 


Ser 


Thr 


Tyr 


Ala 
220 


Phe 


His 


Leu 


Ala 


He 


Phe 


Leu 


He 


Phe 


Phe 


Gly 


Ser 


Val 


Ala 


Leu 


Met 


Tyr 


Leu 


Leu 


Phe 


225 










230 










235 










240 


Ser 


Ala 


Lys 


Tyr 


Ser 
245 


Phe 


Phe 


Trp 


Asp 


Thr 
250 


Thr 


He 


Ser 


Leu 


Met 
255 


Phe 


Ala 


Val 


Leu 


Ser 
260 


Pro 


Thr 


Pro 


He 


He 
265 


Cys 


Ser 


Leu 


Arg 


Asn 
270 


Lys 


Glu 


He 


Lys 


Glu 
275 


Ala 


He 


Lys 


Lys 


His 
280 


Met 


Cys 


Gin 


Ser 


Met 
285 


He 


Cys 


Thr 



His 



<210> 2268 
<211> 166 
<212> PRT 

<213> Homo sapien (8516144-1-909-1747) 
<220> 

<221> VARIANT 

<222> (1)...(166) 

<223> Xaa = Any Amino Acid 

<400> 2268 

Met Tyr Thr Thr Leu Leu Met Ala Arg Leu Cys Leu Cys Ala Asp Asn 

1 5 10 15 

Val He Pro His Ser Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala 

20 25 30 

Leu Ser Asp Thr Arg Val Asn Glu Xaa Val He Phe He Met Gly Gly 

35 40 45 

Leu He Leu Val He Pro Ser He Leu He Leu Gly Ser Tyr Ala Arg 

50 55 60 

He Val Ser Ser He Leu Lys Val Pro Ser Ser Lys Cys He Cys Lys 
65 70 75 80 

Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr 

85 90 95 

Gly Thr Val He Gly Leu Tyr Leu Cys Ser Ser Ala Asn Ser Ser Thr 

100 105 110 

Leu Lys Asp Thr Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met 

115 120 125 

Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Arg Asp Met Lys Gly Ala 
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130 135 140 

Leu Ser Arg Val lie His Gin Lys Lys Thr Phe Phe Ser Leu Xaa Xaa 
145 150 155 160 

Xaa His Leu Glu Leu Leu 
165 

<210> 2269 
<211> 540 
<212> PRT 

<213> Homo sapien (8516144-24-10674-13726) 
<220> 

<221> VARIANT 

<222> (1) . . . (540) 

<223> Xaa = Any Amino Acid 

<400> 2269 

Met Asp Leu Gly Asn Ser Gly Asn Asp Ser Val Val Thr Lys Phe Val 

15 10 15 

Leu Leu Gly Leu Thr Glu Thr Ala Ala Leu Gin Pro lie Leu Phe Val 

20 25 30 

lie Phe Leu Leu Ala Tyr Val Thr Thr He Gly Gly Thr Leu Ser He 

35 40 45 

Leu Ala Ala He Leu Met Glu Thr Lys Leu His Ser Pro Met Tyr Phe 

50 55 60 

Phe Leu Gly Asn Leu Ser Leu Pro Asp Val Gly Cys Val Ser Val Thr 
65 70 75 80 

Val Pro Ala Met Leu Ser His Phe He Ser Asn Asp Arg Ser lie Pro 

85 90 95 

Tyr Lys Ala Cys Leu Ser Glu Leu Phe Phe Phe His Leu Leu Ala Gly 

100 105 110 

Ala Asp Cys Phe Leu Leu Thr He Met Ala Tyr Asp Arg Tyr Leu Ala 

115 120 125 

He Cys Gin Ser Leu Thr Tyr Ser Ser Arg Met Ser Trp Gly He Gin 

130 135 140 

Gin Ala Leu Val Gly Met Ser Trp Val Phe Ser Phe Thr Asn Ala Leu 
145 150 155 160 

Thr Gin Thr Val Ala Leu Ser Pro Leu Asn Phe Cys Gly Pro Asn Val 

165 170 175 

He Asn His Phe Tyr Cys Asp Leu Pro Gin Pro Phe Gin Leu Ser Cys 

180 185 190 

Ser Ser Val His Leu Asn Gly Gin Leu Leu Phe Val Ala Ala Ala Phe 

195 200 205 

Met Gly Val Ala Pro Leu Val Leu He Thr Val Ser Tyr Ala His Val 

210 215 220 

Ala Ala Ala Val Leu Arg He Arg Ser Ala Glu Gly Arg Lys Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Thr Val Val Gly He Phe Tyr Gly 

245 250 255 

Thr Gly Val Phe Ser Tyr Thr Arg Leu Gly Ser Val Glu Ser Ser Asp 

260 265 270 

Lys Asp Lys Gly He Gly He Leu Asn Thr Val He Ser Pro Met Leu 

275 280 285 

Asn Pro Leu He Tyr Trp Thr Ser Leu Leu Asp Val Gly Cys He Ser 

290 295 300 

His Cys Ser Ser Asp Ala Gly Val Ser Pro Gly Pro Pro Val Gin Ser 
305 310 315 320 

Pro Tyr Ala Ala Cys Ser Ser Gin Leu Phe Phe Pro His Leu Leu Ala 

325 330 335 

Gly Val Asp Cys His Leu Leu He Ala Met Ala Tyr Asp Arg Tyr Leu 
340 345 350 
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lie 


Krys 
355 


Gin 


Leu 


Leu 


Thr 


Asn 
360 


del 


Thr 


/*i y 


Met 


Ser 
365 


Cys Glu 


Val 


G~l n 


uiy 
17ft 


Ala 

AVI c* 


Leu 


Val 


Glv 


He 
375 


Cvs 
\-y & 


Cys 


Thr 


Val 


Ser 
380 


Phe 


He Asn 


Ala 


LiG\l 


1 ill 


His 


Thr 


vox 


Ala 


Val 


Ser 


Ala 


Leu 


Asp 


Phe 


Cvs 


Gly Pro 


Asn 


•J O 3 










390 










395 








400 


val 


vol 


Asn 


His 


Phe 

*± \J -/ 


Tvr 
xy i 


Cys 


Asp 


Leu 


Pro 
410 


Pro 


Leu 


Phe 


Gin Leu 
415 


Ser 




Cor 

OCX 


Ser 


lie 
420 


His 


Leu 


Asn 


Glv 


Gin 
425 


Leu 


Leu 


Leu 


Val 


Gly Ala 
430 


Thr 


Jr llfcr 


lie 


Gly Val 


lie 


Pro 


Met 


He 


Phe 


He 


Ser 


Val 


Ser 


Tyr Ala 


His 






435 










440 










445 






val 


1 111 


Ala 


Ala 


Tip 
lit: 


T .pi] 


Gin 


He 




Ser 


Ala 


Glu 


Gly Arg Lys 


Lys 




450 










455 










460 








Ala 
nla 




Ser 


Thr 


Cys 


Glv 
oiy 


Ser 


His 


Leu 


Thr 


Val 


Val 


Xaa 


He Phe 


Tvr 


465 










470 










475 








480 




lux 


Gly 


Phe 


t lifer 

485 


O til 


ly i 


Mot* 




490 


Gly 


Ser 


Val 


Ser Ala 
495 


Ser 


Asp 


Lys 


Asp 


Lys 
500 


Gly 


He 


Gly 


He 


Leu 
505 


Asn 


Thr 


He 


Leu 


Ser Pro 
510 


Met 


Leu 


Asn 


Pro 
515 


Val 


He 


Tyr 


Ser 


Leu 
520 


Gin 


Asn 


Pro 


Asp 


Val 
525 


Gin Gly 


Thr 


Leu 


Lys 
530 


Arg 


Val 


Leu 


Thr 


Gly 
535 


Lys 


Arg 


Pro 


Pro 


Ala 
540 









<210> 2270 
<211> 106 
<212> PRT 

<213> Homo sapien (8518017-12-460-1010) 



<220> 

<221> VARIANT 

<222> (1)...(106) 

<223> Xaa = Any Amino Acid 



<400> 2270 

Gin Leu Leu He Leu Ala Cys Ser 

1 5 
Ser Phe He His Ser Phe Phe Cys 
20 

Leu Val Ser Gin Thr Asp Leu Val 

35 40 
Xaa Ser Arg Arg His He Arg Asn 

50 55 
Leu Asn Val Cys Glu Ala Thr Gly 
65 70 
Lys Ala Ala Thr Pro Glu Ala Met 
85 

He Ala Leu Leu Phe Trp Leu Leu 
100 



Glu Ser Ser Leu Asn Ser Leu Tyr 

10 15 
Ser Phe Leu Pro Asn Ser Gly Tyr 
25 30 
Pro Asp Leu Arg Glu Phe Arg He 
45 

Trp Asn Val Met Gly Ala Met He 
60 

Asn Gly Val Ala Leu Pro He Ser 

75 80 
Thr Gly Val Xaa Ser Glu His Asp 

90 95 
Arg Leu 
105 



<210> 2271 
<211> 223 
<212> PRT 

<213> Homo sapien (8546599-5-2194-2867) 
<220> 

<221> VARIANT 

<222> (1)...(223) 

<223> Xaa = Any Amino Acid 
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<400> 2271 



Val 


Arg 


His 


Pro 


Leu 


Arg 


Cys 


Gly 


Lys 


1 








5 










Pro 


Leu 


Ala 


Leu 


Arg 


Asn 


Pro 


He 


Met 








20 










25 


Leu 


Val 


Leu 


Phe 


Phe 


Phe 


Phe 


Phe 


Phe 






35 










40 




Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Met 




50 










55 






lie 


Pro 


Ser 


Phe 


Phe 


Trp 


Asp 


Pro 


Ser 


65 










70 








Cys 


Asp 


Thr 


Phe 


Thr 


Asn 


Asn 


lie 


He 










85 










Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly 


Thr 








100 










105 


Val 


Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 






115 










120 




Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 




130 










135 






Thr 


Gly 


Phe Gly 


Gly Tyr 


Leu 


Ser 


Ser 


145 










150 








Lys 


Ala 


Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr 










165 










Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 








180 










185 


Arg 


Gin 


Pro 


His 


Gly 


Ser 


Thr 


Val 


Gin 






195 










200 




Ser 


lie 


Pro 


Phe 


Val 


Val 


Trp 


Val 


Lys 




210 










215 







<210> 2272 
<211> 120 
<212> PRT 

<213> Homo sapien (8546616-1-110163 
<220> 

<221> VARIANT 

<222> (1) . . . (120) 

<223> Xaa = Any Amino Acid 



<400> 2272 



Val 


Cys 


He 


Asn 


He 


Ser 


Xaa 


His 


His 


1 








5 










Ser 


Tyr 


Gly 


Ser 
20 


Phe 


Xaa 


Glu 


Leu 


Leu 
25 


Ser 


Arg 


He 
35 


Trp 


Arg 


Leu 


Lys 


Ser 
40 


Ser 


Gly 


Tyr 
50 


Ser 


Asn 


Glu 


Val 


Trp 
55 


Phe 


His 


Ser 


Lys 


Arg 


Leu 


Lys 


Xaa 


Ala 


His 


Ser 


65 










70 








Leu 


Pro 


Leu 


His 


Pro 
85 


Ser 


Leu 


Cys 


Leu 


Cys 


Gly 


Lys 


Ser 


Leu 


Cys 


Pro Gly Met 








100 










105 


Leu 


He 


Gin 


Ser 


Ser 


Leu 


Cys 


Ser 





115 120 



<210> 2273 
<211> 260 
<212> PRT 



PCT/US00/27582 



Xaa 


Glu 


Pro 


Ala 


Pro 


Leu 


Pro 


10 










15 




Thr 


Ser 


Cys 


Phe 


Cys 


Gly 


Phe 










30 






Leu 


Ser 


Pro 


Leu 


Asp 


Ala 


Gin 








45 








Thr 


Cys 


Phe 


Gin 


Asp 


Ala 


Glu 






60 










Gin 


Leu 


Pro 


His 


Leu 


Ala 


Cys 




75 










80 


Met 


Tyr 


Leu 


Pro 


Ala 


Ala 


He 


90 










95 




Leu 


Phe 


Ser 


Tyr 


Tyr 


Lys 


lie 










110 






Ser 


Arg 


Gly 


Lys 


Tyr 


Lys 


Ala 








125 








Val 


Val 


Cys 


Xaa 


Phe 


Tyr 


Gly 






140 










Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 




155 










160 


Thr 


Val 


He 


Thr 


Ser 


Met 


Leu 


170 










175 




Arg 


Asp 


He 


Lys 


Gly 


Val 


Leu 










190 






Phe 


Gin 


Tyr 


Leu 


Leu 


He 


Cys 








205 








Lys 


Gly 


Ser 


Lys 


Val 


Lys 





220 



110999) 



Xaa 


His 


Met 


Tyr 


Phe 


Xaa 


Leu 


10 










15 




Val 


His 


Ser 


Ala 


Glu 
30 


Leu 


Pro 


Xaa 


Ser 


Cys 


Lys 
45 


He 


Leu 


Ser 


Cys 


He 


Phe 
60 


Leu 


Cys 


Leu 


Leu 


Asp 


Lys 


Cys 


Gly Gin 


Val 


Ser 




75 










80 


Leu 


Leu 


Ser 


Leu 


Gly 


Asn 


Trp 


90 










95 




Ala 


Thr 


Leu 


Leu 


Val 
110 


Ser 


Arg 
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<213> Homo sapien (8547576-2-9950-11981) 
<220> 

<221> VARIANT 

<222> (1)...(260) 

<223> Xaa = Any Amino Acid 

<400> 2273 

Val Leu Cys Val He Phe Cys Lys Xaa Asn His His He Ser Leu Leu 

15 10 15 

Ser Phe Phe Glu Tyr Leu Met Thr Xaa Xaa Lys Lys Tyr Gly Ser He 

20 25 30 

Cys Ser Thr Met Leu Val Ser He Arg He Lys Tyr Leu Glu Val Phe 

35 40 45 

Ala Glu Asn Leu Phe Gly Ala Ala Glu He He Pro Leu Met Trp Met 

50 55 60 

Val His Gly Cys Tyr Val Thr Val Cys Asn Tyr Met Thr He Val Asn 
65 70 75 80 

Gin Tyr Arg Cys Ser His Leu Thr Gly Met Ala Trp Thr Glu Ser Phe 

85 90 95 

He His Gly Thr Val Xaa He Leu Ser Pro Val Xaa Leu Pro Phe Tyr 

100 105 HO 

Asp Pro Asn Val He Ala His Phe Met Cys Asp Leu Asn Thr Phe Leu 

115 120 125 

Lys Leu Leu Cys Met Gly Thr Thr Asn Thr He Gly Phe Phe Val Ala 

130 135 140 

Ala Asn Gly Gly Phe Asn Tyr Leu Leu Asn He He Phe Leu Met Val 
145 150 155 160 

Ser Xaa Val Ala He Leu Cys Thr Leu Lys Thr His Ser Leu Glu Glu 

165 170 175 

Arg Cys Xaa Ser Leu Ser Thr Cys He Ser His Thr Thr Met Val He 

180 185 190 

Leu Phe Phe Glu «Phe Cys He Ser Val Tyr Leu Cys Pro Val Thr Leu 

195 200 205 

Leu Pro He Asn Lys Ala Met Ala Val Phe His Thr Val He Asn Pro 

210 215 220 

Met Leu Lys Pro Leu Val Tyr Thr Leu Arg Asn Ala Glu Val Lys Ser 
225 230 235 240 

Ala Leu Arg Lys Val Trp Val Lys Arg Xaa Pro Glu Glu Arg Asn Asn 
245 250 255 

Leu Asn He Arg 
260 



<210> 


2274 


















<211> 


328 


















<212> 


PRT 


















<213> 


Homo sapien (8567470-5 


1-1-1337) 














<220> 




















<221> 


VARIANT 


















<222> 


(1) . . . (328) 


















<223> 


Xaa - Any Amino Acid 


















<400> 


2274 


















Tyr Thr Asp Pro Gin Asn Leu 


Thr 


Asp 


Val 


Phe 


He 


Phe 


Leu Leu 


Leu 


1 


5 






10 








15 




Glu Leu Ser Glu Asp Pro Ala 


Leu 


Gin 


Leu 


Val 


Val 


Thr 


Gly Leu 


Cys 




20 




25 










30 




Leu Met Cys Leu Val Thr Val 


Leu 


Trp 


Asn 


Leu 


Leu 


Ser 


He Leu 


Ala 




35 


40 










45 






Val Ser Pro Asp Ser His Leu 


His 


Thr 


Pro 


Met 


His 


Phe 


Phe Leu 


Cys 
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50 55 60 



Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


He 


Val 


Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


Tyr 


Ala 


Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Ser 


Ala 


He 


Phe Gly Gly 


Met 


Glu 


Glu 








100 










105 










110 






Asn 


Met 


Leu 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp 


Gin 


Phe 


Val 


Ala 


He 


Cys 






115 










120 










125 








His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 




130 










135 










140 










Leu 


Val 


Leu 


Leu 


Ser 


Phe 


Phe 


Phe 


Ser 


Val 


Phe 


Xaa 


His 


Ser 


Gin 


Leu 


145 










150 










155 










160 


Gin 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


He 


Thr 


Cys 


Ser 


Lys 


Asp 


Val 


Glu 


He 










165 










170 










175 




Pro 


Asn 


Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 


Ala 


Cys 


Cys 








180 










185 










190 






Asp 


Thr 


Phe 


Thr 


Asn 


Asn 


He 


He 


Met 


Tyr 


Phe 


Pro 


Ala 


Ala 


He 


Phe 




195 










200 










205 








Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly Thr 


Leu 


Phe 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 




210 










215 










220 










Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly 


Gly Ser Tyr 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Ala 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Phe 


Tyr 


Gly Thr 










245 










250 










255 




Gly 


Val 


Gly Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Leu 


Arg 


Lys 








260 










265 










270 






Arg 


Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 






275 










280 










285 








Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


He 


Lys 


Gly 


Val 


Leu 


Trp 




290 










295 










300 










Gin 


Pro 


Cys 


Ser 


Arg 


Thr 


Ala 


Ala 


Gin 


Ser 


Pro 


Ser 


Gin 


Tyr 


Leu 


His 


305 










310 










315 










320 


Leu 


Phe 


His 


Ser 


Phe 


Cys 


Arg 


Met 



















325 

<210> 2275 
<211> 310 
<212> PRT 

<213> Homo sapien (8567878-9-2833-5012) 
<220> 

<221> VARIANT 

<222> (1)...(310) 

<223> Xaa = Any Amino Acid 



<400> 2275 



Met 


Ala 


Lys 


Thr 


Asn 


Asn 


Ser 


Glu 


Val 


Thr 


Glu Phe He 


Leu 


Leu 


Gly 


1 








5 










10 






15 




Leu 


Thr 


Asp 


Asn 
20 


Pro 


Glu 


Leu 


Gin 


Ala 
25 


Leu 


Phe Trp Gly 


He 
30 


Phe 


Leu 


Val 


He 


Asn 
35 


Leu 


Ser 


Ser 


Val 


Met 
40 


Gly 


Ser 


Leu Gly Leu 
45 


He 


Met 


Leu 


He 


His 
50 


He 


Ser 


Pro 


Gin 


Leu 
55 


His 


Thr 


Ala 


Met Tyr Phe 
60 


Phe 


Leu 


Ser 


His 


Val 


Ala 


Phe 


Val 


Tyr 


Phe 


Cys 


Tyr 


Thr 


Ser Ser He 


Thr 


Pro 


Asn 


65 










70 










75 






80 


Ser 


Leu 


Val 


Asn 


Leu 
85 


Leu 


Gin 


Glu 


Thr 


Lys 
90 


Arg He Ser 


Leu 


Pro 
95 


Thr 


Cys 


Ala 


Ser 


Gin 
100 


Leu 


His 


Cys 


Phe 


He 
105 


Met 


Phe Val Val 


Cys 
110 


Asp 


Met 
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x y± 


Vol 


Leu 
115 


Ser 


Ala 


Met 


Ala 


iyi 
120 


Asp 


Arcr 


Tvr 


Val 


Ala 
125 


He 


Cvs 


Asn 


t x. u 


Leu 
130 


i-i Ul 


Tyr 


Ser 


He 


He 
135 


Met 


Asn 


Arcr 


Arcr 


Val 
140 


Cvs 


He 


Gin 


Met 


Val 


veil 


Ser 


Thr 


Tyr 


Leu 


Tvr 


Glv 


Phe 


Ser 


Val 


Arg 


Leu 


Leu 


Gin 


Ala 


145 










150 










155 










160 


Tip 


T.oit 


Thr 


Phe 


His 
165 


Leu 


Ser 


Phe 


Xaa 


Asp 
170 


Ser 


Asn 


He 


He 


Asn 
175 


Asn 


Coy 
OCX 


Tyr 


L Jf s 


Asp Asp 


Val 


Pro 


Leu 


Ala 


Cys 


Leu 


Pro 


Tvr 


His 


Lys 


Asn 








180 










185 










190 








Tyr 


195 


Asp 


Val 




Glu 


Leu 
200 


He 


Leu 


Phe 


Thr 


Leu 
205 


Ala 


Glv 


Phe 


Asn 


inr 
210 


Leu 


Phe 


Ser 


T .on 


Leu 
215 


Tl o 


Tip 


T .on 

iJCU 


Tie 

lie 


Ser 
220 




He 


Ser 


Val 


Leu 


Ser 


Ala 


He 


Leu 


Arg 


Tl o 


A on 
noil 


OC1 


Al a 


Glu 

vlU 




Arg 


Gin 


Lys 


Ala 


225 










230 










235 










240 


PV*o 
r^llfcr 


Coy- 


X 111 


Cys 


Asp 
245 


Ser 


His 


Leu 


Thr 


Ser 
250 


He 


He 


He 


Phe 


Tvr 
255 


Glv 


He 


He 


Thr 


Phe 
260 


Met 


Tyr 


Met 


Gin 


Xaa 
265 


Lys 


Thr 


Asn 


Asn 


Ser 
270 


Leu 


Asp 


Thr 


Asp 


Lys 
275 


He 


Ala 


Ser 


Val 


Phe 
280 


Cys 


He 


Val 


Lys 


He 
285 


Pro 


Ser 


He 


Tyr 


Ser 
290 


Leu 


Arg 


Asn 


His 


Glu 
295 


Val 


Lys 


Asp 


Ala 


Leu 
300 


Lys 


Met 


He 


Met 


Glu 


Asn 


Leu 


Cys 


Leu 


Thr 























305 310 



<210> 2276 
<211> 358 
<212> PRT 

<213> Homo sapien (8567902-2-5416-6914) 
<220> 

<221> VARIANT 

<222> (1)...(358) 

<223> Xaa = Any Amino Acid 



<400> 2276 



Val 


Ser 


Met 


Ser 


Phe 


Leu 


He 


Arg 


Ser 


Asp 


Ser 


Thr 


Leu 


His 


Thr 


Pro 


1 








5 










10 










15 




Met 


Cys 


Leu 


Phe 


Leu 


Ser 


His 


Leu 


Ser 


Phe 


Val 


Asp 


Leu 


Tyr 


Tyr 


Ala 








20 










25 










30 






Thr 


Asn 


Ala 


Thr 


Pro 


Pro 


Met 


Leu 


Val 


Asn 


Phe 


Val 


Phe 


Ser 


Lys 


Arg 






35 










40 










45 








Lys 


Thr 


Val 


Ser 


Phe 


He 


Gly 


Cys 


Phe 


He 


Gin 


Phe 


His 


Leu 


Phe 


He 




50 










55 










60 










Ala 


Leu 


Val 


He 


Thr 


Asp 


Tyr 


His 


Met 


Leu 


Thr 


Val 


Met 


Val 


Tyr 


Asp 


65 










70 










75 










80 


His 


Tyr 


Met 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Gly 


Ser 


Lys 


Met 


Ser 










85 










90 










95 




Arg 


Cys 


Val 


Cys 


Leu 


Cys 


Leu 


Thr 


Ala 


Ala 


Pro 


Tyr 


He 


Tyr 


Gly 


Ser 








100 










105 










110 






Ala 


Asn 


Gly 


Leu 


Val 


Gin 


Val 


He 


Leu 


Met 


Leu 


Cys 


Leu 


Phe 


Phe 


Cys 






115 










120 










125 








Glu 


Pro 


His 


Glu 


He 


Asn 


His 


Phe 


Phe 


Phe 


Phe Gly 


Glu 


Asn 


Ala 


Leu 




130 










135 










140 










Tyr 


Ala 


His 


Leu 


He 


Pro 


Leu 


Xaa 


He 


Phe 


Glu 


Trp 


Thr 


Val 


Gly 


Glu 


145 










150 










155 










160 


Glu 


Gly 


Arg 


Asn 


Asn 


He 


Asn 


Gly 


Glu 


Asn 


Thr 


Thr 


Gin 


Lys 


Val 


Tyr 










165 










170 










175 




Thr 


Met 


Gly 


Glu 


Arg 


Asn 


Leu 


Leu 


He 


Gin 


Val 


Ser 


He 


Phe 


Leu 


Leu 
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180 










185 










190 






Trp 


His 


He 
195 


Arg 


Ser 


Xaa 


Leu 


Phe 
200 


Ser 


Gin 


Tyr 


Glu 


Ala 
205 


Ser 


Pro 


Arg 


Ala 


Asp 
210 


Ser 


Asp 


Val 


Lys 


Leu 
215 


Glu 


He 


Asn 


His 


Phe 
220 


Tyr 


Tyr 


Ala 


Glu 


Pro 


Pro 


Leu 


Leu 


Val 


Leu 


Ala 


Cys 


Leu 


Asp 


Thr 


Tyr 


Val 


Lys 


Glu 


Thr 


225 










230 










235 










240 


Ala 


Met 


Phe 


Met 


Val 
245 


Ala 


Gly 


Ser 


Asn 


Leu 
250 


He 


Cys 


Pro 


Leu 


Thr 
255 


He 


lie 


Pne 


lie 


Ser 
260 


Tyr 


Thr 


Phe 


He 


Phe 
265 


Thr 


Asp 


lie 


Leu 


His 
270 


He 


Cys 


Thr 


Ala 


Glu 
275 


Gly 


Arg 


Tyr 


Asn 


Ala 
280 


Phe 


Ser 


Thr 


Cys 


Gly 
285 


Ser 


Leu 


Val 


Thr 


Ala 
290 


Val 


Thr 


Val 


Phe 


Gin 
295 


Gly 


Thr 


Leu 


Phe 


His 
300 


Met 


Cys 


Leu 


Arg 


Pro 


Pro 


Ser 


Glu 


Ala 


Ser 


Val 


Glu 


Gin 


Gly 


Lys 


He 


Val 


Ala 


Ala 


Phe 


305 










310 










315 










320 


Tyr 


He 


Phe 


Val 


Ser 
325 


Pro 


Thr 


Leu 


Asn 


Pro 
330 


Leu 


He 


Tyr 


Arg 


Leu 
335 


Arg 


Asn 


Lys 


Asn 


Val 
340 


Lys 


Arg 


Thr 


He 


Arg 
345 


Glu 


Val 


He 


Gin 


Lys 
350 


Lys 


Leu 


Phe 


Ala 


Lys 
355 


Xaa 


Gly 


Arg 























<210> 2277 
<211> 305 
<212> PRT 

<213> Homo sapien (8567902-4-4497-6890) 



<400> 2277 




























Met 


Ser 


Asn 


Thr 


Asn Gly 


Ser 


Ala 


He 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Thr 


Asp 


Cys 
20 


Pro 


Glu 


Leu 


Gin 


Ser 
25 


Leu 


Leu 


Phe 


Val 


Leu 
30 


Phe 


Leu 


Val 


Val 


Tyr 


Leu 


Val 


Thr 


Leu 


Leu 


Gly 


Asn 


Leu 


Gly Met 


He 


Met 


Leu 






35 










40 










45 








Met 


Arg 
50 


Leu 


Asp 


Ser 


Arg 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ala 


Phe 


Val 


Asp 


Leu 


Cys 


Tyr 


Thr 


Ser 


Asn 


Ala 


Thr 


Pro 


Gin 


65 










70 










75 










80 


Met 


Ser 


Thr 


Asn 


He 


Val 


Ser 


Glu 


Lys 


Thr 


He 


Ser 


Phe 


Ala 


Gly Cys 










85 










90 










95 




Phe 


Thr 


Gin 


Cys 
100 


Tyr 


He 


Phe 


He 


Ala 
105 


Leu 


Leu 


Leu 


Thr 


Glu 
110 


Phe 


Tyr 


Met 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Tyr Asp 


Pro 






115 










120 










125 








Leu 


Arg 
130 


Tyr 


Ser 


Val 


Lys 


Thr 
135 


Ser 


Arg 


Arg 


Val 


Cys 
140 


He 


Cys 


Leu 


Ala 


Thr 


Phe 


Pro 


Tyr 


Val 


Tyr 


Gly 


Phe 


Ser 


Asp 


Gly 


Leu 


Phe 


Gin 


Ala 


He 


145 










150 










155 










160 


Leu 


Thr 


Phe 


Arg 


Leu 
165 


Thr 


Phe 


Cys 


Arg 


Ser 
170 


Ser 


Val 


He 


Asn 


His 
175 


Phe 


Tyr 


Cys 


Ala 


Asp 
180 


Pro 


Pro 


Leu 


He 


Lys 
185 


Leu 


Ser 


Cys 


Ser 


Asp 
190 


Thr 


Tyr 


Val 


Lys 


Glu 


His 


Ala 


Met 


Phe 


He 


Ser 


Ala Gly 


Phe 


Asn 


Leu 


Ser 


Ser 






195 










200 










205 








Ser 


Leu 
210 


Thr 


He 


Val 


Leu 


Val 
215 


Ser 


Tyr 


Ala 


Phe 


He 
220 


Leu 


Ala 


Ala 


He 


Leu 


Arg 


He 


Lys 


Ser 


Ala 


Glu 


Gly 


Arg 


His 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ser 


His 


Met 


Met 


Ala 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Phe 


Cys 
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245 250 
Met Tyr lie Arg Pro Pro Thr Asp Lys Thr Val Glu 

260 265 
He Ala Val Phe Tyr Thr Phe Val Ser Pro Val Leu 

275 280 
Tyr Ser Leu Arg Asn Lys Asp Val Lys Gin Ala Leu 
290 295 300 

Arg 
305 

<210> 2278 
<211> 319 
<212> PRT 

<213> Homo sapien (8567954-21-10804-13693) 
<220> 

<221> VARIANT 

<222> (1}...(319) 

<223> Xaa = Any Amino Acid 



<400> 2278 



Met 


Gly Val 


His 


Asn 


Leu 


Phe 


Thr 


Val 


Thr 


Gin 


Phe 


He 


Leu 


He 


Gly 


1 








5 










10 










15 




Leu 


Ser 


Tyr 


Phe 


Ser 


Asn 


Glu 


His 


Tyr 


Leu 


Leu 


Phe 


Val 


Ala 


Leu 


Ala 








20 










25 










30 






He 


He 


Cys 


Gin 


Val 


Phe 


Leu 


Val 


Arg 


Ser 


Gly 


Asp 


He 


Leu 


Leu 


Ala 






35 










40 










45 








He 


Gly 


Thr 


Val 


He 


Lys 


Leu 


His 


Thr 


Thr 


Met 


Tyr 


Tyr 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Val 


Ser 


He 


Leu 


Asp 


He 


Leu 


Cys 


Ser 


Ser 


Ala 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Pro 


Lys 


He 


Leu 


Xaa 


Thr 


Glu 


Asp 


His 


Ser 


lie 


Ser 


Phe 


val 


Arg 










85 










90 










95 




Xaa 


Ala 


Leu 


Gin 


Pro 


Tyr 


Phe 


Leu 


Val 


Ala 


Trp 


Ala 


Gly Lys 


Lys 


Cys 








100 










105 










110 






Phe 


Leu 


Thr 


Val 


Thr 


Ala 


Tyr 


Asp 


Trp 


Cys 


Val 


Val 


Thr 


Cys 


Phe 


Ser 






115 










120 










125 








Leu 


Cys 


Tyr 


He 


Leu 


He 


Met 


Asn 


Lys 


Leu 


Val 


Ser 


Val 


Gin 


Leu 


Val 




130 










135 










140 










Tyr 


Gly 


Thr 


Xaa 


Ala 


Ala 


Gly 


Phe 


Leu 


Asn 


Phe 


Leu 


Leu 


Leu 


His 


Val 


145 










150 










155 










160 


Val 


Ser 


Thr 


Leu 


Cys 


Leu 


Ser 


Phe 


Cys 


Lys 


Pro 


Asp 


Arg 


Val 


Asn 


Gin 










165 










170 










175 




Tyr 


Tyr 


Cys 


Asp 


He 


Ser 


Pro 


Met 


Gly 


Ala 


Leu 


Leu 


Cys 


Gin 


Ser 


Met 








180 










185 










190 






His 


Leu 


Ala 


Asn 


Met 


Leu 


Val 


Leu 


Val 


Glu 


Ser 


Val 


He 


Leu 


Gly 


He 






195 










200 










205 








Ser 


Ala 


Phe 


Leu 


Ala 


Ala 


Phe 


Asn 


Phe 


Tyr 


He 


Tyr 


He 


He 


Ser 


Thr 




210 










215 










220 










He 


Leu 


Lys 


He 


Gin 


Cys 


Val 


Glu 


Trp 


Ser 


Ala 


Lys 


Cys 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Thr 


Ser 


His 


Leu 


Leu 


Thr 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly 


He 


Leu 


Thr 










245 










250 










255 




Phe 


Thr 


Tyr 


He 


Tyr 


Ser 


Phe 


Ser 


Ser 


His 


Thr 


His 


Met 


Ser 


Lys 


Ala 








260 










265 










270 






Ser 


Pro Asp 


Leu 


Ala 


Thr 


Asp 


Arg 


Leu 


He 


Ser 


Met 


Leu 


Tyr 


Arg 


Val 






275 










280 










285 








He 


Thr 


Leu 


Met 


Phe 


Asn 


Phe 


He 


Thr 


Asp 


Asn 


Leu 


Arg Asn 


Thr 


Glu 




290 










295 










300 










Val 


Lys 


Gly Ala 


Ser 


Glu 


Arg 


Phe 


Tyr 


Val 


He 


Glu 


His 


Val 


Tyr 





305 310 315 
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255 

Glu Ser Lys He 
270 

Asn Pro Leu He 
285 

Lys Asn Val Leu 
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<210> 2279 
<21X> 307 
<212> PRT 

<213> Homo sapien (8567954-21-4824-8043) 



<400> 2279 



Met 


Asn 


His 


Ser 


Val 


Val 


Thr 


Glu 


Phe 


He 


He 


Leu 


Gly Leu 


Thr 


Lys 


1 








5 










10 










15 




Lys 


Pro 


Glu 


Leu 


Gin 


Gly 


He 


He 


Phe 


Leu 


Phe 


Phe 


Leu 


He 


Val 


Tyr 








20 










25 










30 






Leu 


Val 


Ala 


Phe 


Leu 


Gly 


Asn 


Met 


Leu 


He 


He 


He 


Ala 


Lys 


lie 


Tyr 






35 










40 










45 








Asn 


Asn 


Thr 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Val 


Phe 


Leu 


Leu 


Thr 


Leu 


Ala 




50 










55 










60 










Val 


Val 


Asp 


He 


He 


Cys 


Thr 


Thr 


Ser 


He 


He 


Pro 


Lys 


Met 


Leu Gly 


65 










70 










75 










80 


Thr 


Met 


Leu 


Thr 


Ser 


Glu 


Asn 


Thr 


He 


Ser 


Tyr 


Ala 


Gly Cys 


Met 


Ser 










85 










90 










95 




Gin 


Leu 


Phe 


Leu 


Phe 


Thr 


Trp 


Ser 


Leu 


Gly 


Ala 


Glu 


Met 


Val 


Leu 


Phe 








100 










105 










110 






Thr 


Thr 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 


His 






115 










120 










125 








Tyr 


Ser 


Thr 


Val 


Met 


Asn 


His 


His 


Met 


Cys 


Val 


Ala 


Leu 


Leu 


Ser 


Met 




130 










135 










140 










Val 


Met 


Ala 


He 


Ala 


Val 


Thr 


Asn 


Ser 


Trp 


Val 


His 


Thr 


Ala 


Leu 


lie 


145 










150 










155 










160 


Met 


Arg 


Leu 


Thr 


Phe 


Cys 


Gly 


Pro 


Asn 


Thr 


He 


Asp 


His 


Phe 


Phe 


Cys 










165 










170 










175 




Glu 


He 


Pro 


Pro 


Leu 


Leu 


Ala 


Leu 


Ser 


Cys 


Ser 


Pro 


Val 


Arg 


lie 


Asn 








180 










185 










190 






Glu 


Val 


Met 


Val 


Tyr 


Val 


Ala 


Asp 


He 


Thr 


Leu 


Ala 


He Gly Asp 


Phe 






195 










200 










205 








He 


Leu 


Thr 


Cys 


He 


Ser 


Tyr 


Gly 


Phe 


He 


He 


Val 


Ala 


He 


Leu 


Arg 




210 










215 










220 










He 


Arg 


Thr 


Val 


Glu 


Gly 


Lys 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


225 










230 










235 










240 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Tyr 


Tyr 


Ser 


Pro 


Val 


lie 


Tyr 


Thr 


Tyr 










245 










250 










255 




He 


Arg 


Pro 


Ala 


Ser 


Ser 


Tyr 


Thr 


Phe 


Glu 


Arg 


Asp 


Lys 


Val 


Val 


Ala 








260 










265 










270 






Ala 


Leu 


Tyr 


Thr 


Leu 


Val 


Thr 


Pro 


Thr 


Leu 


Asn 


Pro 


Met 


Val 


Tyr 


Ser 






275 










280 










285 








Phe 


Gin 


Asn 


Arg 


Glu 


Met 


Gin 


Ala 


Gly 


He 


Arg 


Lys 


Val 


Phe 


Ala 


Phe 




290 










295 










300 











Leu Lys His 
305 



<210> 2280 
<211> 104 
<212> PRT 

<213> Homo sapien (8568141-22-12851-13662) 
<220> 

<221> VARIANT 

<222> (1) . . . (104) 

<223> Xaa = Any Amino Acid 

<400> 2280 

Leu Pro Pro Asn lie Leu Cys Val He lie Ser Tyr Ser Arg His Phe 
15 10 15 
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Ser 


Lys 


Leu 


Leu 


Lys 


He 


Pro 


Asn 


He 


Arg 


Thr 


Gin 


He 


Gin 


Lys 


Phe 






20 










25 










30 






Ser 


His 


He 
35 


Ser 


Xaa 


Asn 


Leu 


Lys 
40 


Lys 


Val 


Ser 


Val 


Leu 
45 


Arg 


Leu 


Thr 


Trp 


Thr 


Arg 




Pro 


Ser 


Xaa 


Met 


Leu 


Pro 


Xaa 


Tyr 


Pro 


Ala 


Pro 


Thr 


50 










55 










60 










Leu 


Thr 


Lys 


His 


He 


Pro 


Cys 


Gly 


Leu 


Val 


Thr 


Cys 


Leu 


Leu 


Gin 


Pro 


65 








70 










75 










80 


Arg Met 


Ser 


Cys 


Trp 


Arg 


Ala 


Arg 


Asn 


Ala 


Pro 


Ser 


Thr 


Cys 


Leu 


Ala 










85 










90 










95 




Leu 


Thr 


Ala 


Lys 
100 


His 


He 


Ser 


Ala 



















<210> 2281 
<211> 333 
<212> PRT 

<213> Homo sapien (8568143-10-1394-2684) 
<220> 

<221> VARIANT 

<222> (1) . . . (333) 

<223> Xaa = Any Amino Acid 



<400> 2281 


























His 


Met 


Gly 


Pro 


Lys 


Asn 


Leu 


Thr 


Arg 


Val 


Leu 


Glu 


Phe 


Phe 


Leu 


Leu 


1 




5 










10 










15 




Phe 


Leu 


Asp 


Asp 


Leu 


Glu 


Leu 


Gin 


Pro 


Phe 


Leu 


Ser 


Gly Cys 


Pro 


Xaa 






20 










25 










30 






Thr 


Met 


His 
35 


Leu 


Val 


Thr 


Val 


Leu 
40 


Ala 


Asn 


Leu 


Leu 


Thr 
45 


Ser 


Phe 


Xaa 


Leu 


Ser 
50 


Ala 


Leu 


Pro 


His 


Leu 
55 


His 


Asn 


Pro 


Met 


Asn 
60 


Phe 


Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


He 


Gly 


Phe 


Thr 


Pro 


Ala 


Thr 


He 


Ser 


Lys 


He 


Thr 


Val 


65 








70 










75 










80 


Asp 


Leu 


Gin 


Thr 


His 


Ser 


Arg 


He 


He 


Leu 


Tyr 


Met 


Ser 


Cys 


Leu 


Lys 








85 










90 










95 




Xaa 


Met 


Ser 


Phe 
100 


Lys 


He 


He 


Phe 


Gly 
105 


Cys 


Leu 


His 


Asn 


Leu 
110 


Leu 


He 


Thr 


Val 


Met 
115 


Ala 


Tyr 


Asp 


Pro 


Phe 
120 


Val 


Ala 


Thr 


Cys 


His 
125 


Leu 


Leu 


Tyr 


Tyr 


Thr 


Val 


He 


Arg 


Asn 


Pro 


His 


Leu 


Cys 


Gly 


Leu 


Leu 


Leu 


Leu 


Val 


130 










135 










140 










Ser 


Leu 


Phe 


Ser 


Leu 


Ser 


Phe 


Phe 


Phe 


Leu 


He 


Ser 


Leu 


Leu 


Glu 


Thr 


145 










150 










155 










160 


Gin 


Leu 


Tyr 


Ser 


Leu 


Met 


Val 


Ser 


Gin 


Val 


Leu 


Cys 


Met 


Gin 


Asp 


Val 








165 










170 










175 




Asp 


He 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Phe 


Leu 


His 


Leu 


Ser 






180 










185 










190 






Cys 


Ser 


Asp 


Thr 


Ala 


Thr 


Asn 


Asn 


Thr 


Leu 


Met 


His 


Phe 


He Gly Ala 




195 










200 










205 








He 


Phe 
210 


Cys 


Gly 


Pro 


Phe 


Ser 
215 


Gly 


He 


Leu 


Tyr 


Cys 
220 


Tyr 


Thr 


Gin 


He 


Met 


Phe 


Ser 


He 


Leu 


He 


Thr 


Leu 


Xaa 


Asn 


Val 


Gly 


Ser 


He 


Lys 


Gin 


225 










230 










235 










240 


Thr 


Phe 


Ser 


Thr 


His 
245 


Arg 


Ser 


His 


Leu 


Ser 
250 


Val 


Val 


Cys 


Leu 


Phe 
255 


Tyr 


Gly 


Thr 


Gly 


Leu Gly 


Val 


Tyr 


Leu 


Ser 


Leu Ala Gly 


Ser 


Pro 


Ser 


Pro 






260 










265 










270 






Arg 


Thr Gly 


Val 


Val 


Ala 


Ser 


Met 


Val 


Tyr 


Thr 


Thr 


Val 


Thr 


Leu 


Met 




275 










280 










285 








Leu 


Asn 


Pro 


Val 


He 


His 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


He 


Lys 


Asn 


Thr 
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290 295 300 

Trp Trp Trp Leu Leu Ser He Thr Ala Trp Tyr Gin Tyr Leu Cys Tyr 
305 310 315 320 

Pro Leu Trp Ser Val Val Arg Lys Asn Ser Lys Leu Lys 
325 330 

<210> 2282 
<211> 157 
<212> PRT 

<213> Homo sapien (8568247-23-1134-2556) 
<220> 

<221> VARIANT 

<222> (1) . . . (157) 

<223> Xaa = Any Amino Acid 

<400> 2282 



Phe 


Leu 


Lys 


Met 


Arg 


Leu 


Lys 


Glu 


Leu 


Met 


Xaa Asp Arg 


Thr 


He 


Met 


1 








5 










10 










15 




Asp 


Tyr 


Trp 


Arg 


Glu 


Gly 


Arg 


His 


He 


Xaa Gly Met 


Phe 


Leu 


Ala 


Phe 








20 










25 










30 






Pro 


Phe 


Gly Xaa 


Pro 


He 


Pro 


Lys 


Leu 


Phe 


Leu 


Trp 


Val 


Ser 


He 


Arg 






35 










40 










45 








Asp 


Met 
50 


Ala 


Val 


Thr 


Trp 


Met 
55 


Asp 


His 


Arg 


His 


Glu 
60 


Ser 


Cys 


Ser 


Pro 


Phe 


Leu 


Pro 


Lys 


Leu 


Gin 


Pro 


Phe 


Ser 


Ser 


Cys 


His 


Val 


Ser 


Glu 


Leu 


65 










70 










75 










80 


Cys 


Thr 


Cys 


Leu 


Asp 
85 


Thr 


Phe 


Thr 


Lys 


Ser 
90 


Tyr 


He 


Thr 


Xaa 


He 
95 


Arg 


Gly 


Leu 


Lys 


Gly 
100 


Phe 


Asn 


His 


Leu 


Cys 
105 


Phe 


Leu 


Leu 


His 


Tyr 
110 


Cys 


His 


Cys 


Ala 


Arg 
115 


Ala 


Gin 


Val 


Ser 


Xaa 
120 


Asn 


Ala 


Pro 


Trp 


Ser 
125 


Leu 


Ala 


Gin 


Arg 


Cys 
130 


Gin 


Pro 


Asn 


Met 


Leu 
135 


He 


Arg 


Xaa 


Leu 


Phe 
140 


Cys 


Leu 


Lys 


Leu 


Val 


Val 


His 


Asp Arg 


Leu 


Xaa 


His 


Val 


Leu 


Ser 


Leu 


Leu 









145 150 155 



<210> 2283 
<211> 91 
<212> PRT 

<213> Homo sapien (8568259-4-1499-2114) 
<220> 

<221> VARIANT 

<222> (1) . . . (91) 

<223> Xaa = Any Amino Acid 

<400> 2283 



Gin 


Glu 


He 


Ser 


Ala 


Ala 


Arg Glu Arg Lys Ala Thr 


Lys 


He 


Leu Gly 


1 








5 








10 








15 




He 


He 


Leu 


Gly Ala 


Phe 


He 


He 


Cys Trp 


Leu Pro 


Phe 


Phe 


Val 


Val 








20 










25 






30 






Ser 


Leu 


Val 


Leu 


Pro 


He 


Cys 


Arg 


Asp Ser 


Cys Trp 


He 


His 


Pro 


Ala 






35 










40 






45 








Leu 


Phe 


Asp 


Phe 


Phe 


Thr 


Trp 


Leu 


Gly Tyr 


Leu Asn 


Ser 


Leu 


He 


Asn 




50 










55 






60 










Pro 


He 


He 


Tyr 


Thr 


Val 


Phe 


Asn 


Glu Glu 


Phe Arg 


Gin 


Ala 


Phe 


Gin 


65 










70 








75 








80 


Lys 


He 


Val 


Pro 


Phe 


Arg 


Lys 


Ala 


Ser Xaa 


Ser 











85 90 
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<210> 2284 
<211> 320 
<212> PRT 

<213> Homo sapien (8569904-8-5520-7957) 



<400> 2284 



Met 


Asp 


Ser 


Pro 


Ser 


Asn 


Ala 


Thr 


Val 


Pro Cys 


Gly 


Phe 


Leu 


Leu 


Gin 


1 








5 










10 










15 




Gly 


Phe 


Ser 


Glu 
20 


Phe 


Pro 


His 


Leu 


Arg 
25 


Pro 


Val 


Leu 


Phe 


Leu 
30 


Leu 


Leu 


Leu 


Gly Val 


His 


Leu 


Ala 


Thr 


Leu 


Gly Gly Asn 


Leu 


Leu 


He 


Leu 


Val 






35 










40 










45 








Ala 


Val 
50 


Ala 


Ser 


Met 


Pro 


Ser 
55 


Arg 


Gin 


Pro 


Met 


Leu 
60 


Leu 


Phe 


Leu 


Cys 


Gin 


Leu 


Ser 


Ala 


He 


Glu 


Leu 


Cys 


Tyr Thr 


Leu 


Val 


Val 


Val 


Pro 


Arg 


65 










70 










75 










80 


Ser 


Leu 


Val 


Asp 


Leu 


Ser 


Ser 


Arg 


Gly His Arg 


Arg Gly Ser 


Pro 


He 










85 










90 










95 




Ser 


Phe 


Leu 


Ser 


Cys 


Ala 


Phe 


Gin 


Met 


Gin 


Met 


Phe 


Val 


Ala 


Leu Gly 








100 










105 










110 






Gly 


Ala 


Glu 


Cys 


Phe 


Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Asn Asp 


Arg 


Tyr 


Val 






115 










120 










125 








Ala 


He 
130 


Cys 


His 


Pro 


Leu 


Arg 
135 


Tyr 


Arg 


Ala 


Val 


Val 
140 


Thr 


Pro 


Gly 


Leu 


Cys 


Ala 


Arg 


Leu 


Val 


Ser 


Gly 


Cys 


Cys 


Leu 


Arg 


Gly 


Leu 


Ala 


Val 


Ser 


145 










150 










155 










160 


Leu 


Gly Leu 


Thr 


Val 


Leu 


He 


Phe 


His 


Leu 


Pro 


Phe 


Cys 


Gly 


Ser 


Arg 










165 










170 










175 




Leu 


Leu 


Leu 


His 
180 


Phe 


Phe 


Cys 


Asp 


He 
185 


Thr 


Ala 


Leu 


Leu 


His 
190 


Leu 


Ala 


Cys 


Thr 


Arg 


Thr 


Thr 


Pro 


His 


Glu 


Leu 


Pro 


Leu 


Leu 


Gly Ala 


Cys 


Leu 






195 










200 










205 








Val 


Leu 


Leu 


Leu 


Leu 


Pro 


Ser 


Val 


Leu 


He 


Leu 


Ala 


Ser Tyr Gly Ala 




210 










215 










220 










He 


Ala 


Ala 


Ala 


Leu 


Val 


Arg 


Leu 


Arg 


Cys 


Pro 


Lys Gly Arg Gly Lys 


225 










230 










235 










240 


Ala 


Ala 


Ser 


Thr 


Cys 
245 


Ala 


Leu 


His 


Leu 


Ala 
250 


Val 


Thr 


Phe 


Leu 


His 
255 


Tyr 


Gly 


Cys 


Ala 


Thr 
260 


Phe 


Met 


Tyr 


Val 


Arg 
265 


Pro 


Arg 


Ala 


Ser 


Tyr 
270 


Ser 


Pro 


Arg 


Leu Asp 


Arg 


Thr 


Leu 


Ala 


Leu 


Val 


Tyr 


Thr 


Asn 


Val 


Thr 


Pro 


Leu 






275 










280 










285 








Leu 


Cys 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn Arg 


Glu 


He 


Thr 


Ala 


Ala 




290 










295 










300 










Leu 


Ser Arg 


Val 


Leu Gly 


Arg 


Arg 


Arg 


Pro Gly 


Gin 


Ala 


Pro Gly Gly 


305 










310 










315 










320 



<210> 2285 
<211> 130 
<212> PRT 

<213> Homo sapien (8569934-12-21632-22280) 
<220> 

<221> VARIANT 

<222> (1)...(130) 

<223> Xaa = Any Amino Acid 

<400> 2285 

Lys Val Cys Leu Phe Gin Ala Leu Met Cys Trp Leu Ser Leu Xaa Gin 
15 10 15 
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Gin Pro Phe Thr Gin Ser Ala Ser 
20 

Pro Arg Gin Ala Pro Gin Cys Pro 

35 40 
Ala Val Met Cys Thr Arg Gly Cys 

50 55 
Ala Ser Tyr lie His Leu lie Pro 
65 70 
Tyr Asn Leu Gly Arg Val Leu Asn 
85 

Gin Gin Val Glu Phe Cys Ser Cys 
100 

Ser Val Asp Val Val Leu Val Ser 
115 120 

His Glu 
130 



Thr Leu Leu Leu Pro Leu Cys lie 
25 30 
Gly Asp Leu Arg Thr Ala Leu Arg 
45 

Val Phe Xaa Ala Trp Glu Trp Val 
60 

Leu Cys lie Pro Val Arg Ser Ala 

75 80 
Gly Val Lys Trp Cys Ser Xaa Gly 

90 95 
Lys Ala Lys Leu Met Leu Leu Ala 
105 110 
Thr Gin Pro Xaa Asn Pro Arg Pro 
125 



<210> 2286 
<211> 318 
<212> PRT 

<213> Homo sapien (8569993-13-6018-8083) 



<220> 

<221> VARIANT 

<222> (1)...{318) 

<223> Xaa = Any Amino Acid 



<400> 2286 



He 


Ser 


Thr 


Met 


Ser 


Val 


Phe 


Lys 


Ser 


Ser 


Ala 


Xaa 


Asn 


Pro 


Arg 


Phe 


1 








5 










10 










15 




Leu 


Gin 


Thr 


Gly 


Leu 


Ser 


Gly 


Leu 


Glu 


Ser 


Arg 


Tyr 


Asp 


Leu 


He 


Ser 








20 










25 










30 






Leu 


Pro 


He 


Phe 


Leu 


Val 


Tyr 


Ala 


Thr 


Ser 


He 


Ala 


Gly 


Asn 


He 


Ser 






35 










40 










45 








He 


Leu 


Phe 


He 


He 


Arg 


Thr 


Glu 


Ser 


Ser 


Leu 


His 


Gin 


Pro 


Met 


Tyr 




50 










55 










60 










Tyr 


Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Phe 


Thr 


Asp 


Leu 


Gly 


Leu 


Ser 


Asn 


Thr 


65 










70 










75 










80 


Thr 


Leu 


Pro 


Thr 


Met 


Phe 


Ser 


Val 


Phe 


Trp 


Phe 


His 


Ala 


Arg 


Glu 


He 










85 










90 










95 




Ser 


Phe 


Asn 


Ala 


Cys 


Leu 


Val 


Gin 


Met 


Tyr 


Phe 


He 


His 


Val 


Phe 


Ser 








100 










105 










110 






He 


He 


Glu 


Ser 


Ala 


Val 


Leu 


Leu 


Ala 


Met 


Ala 


Phe 


Asp 


Cys 


Phe 


He 






115 










120 










125 








Ala 


He 


Xaa 


Glu 


Pro 


Leu 


Arg 


Tyr 


Ala 


Ala 


He 


Leu 


Thr 


Asn 


Asp 


Val 




130 










135 










140 










He 


He 


Gly 


He 


Gly 


Leu 


Ala 


He 


Ala 


Gly Arg 


Ala 


Leu 


Ala 


Leu 


Val 


145 










150 










155 










160 


Phe 


Pro 


Ala 


Ser 


Phe 


Leu 


Leu 


Lys 


Arg 


Leu 


Gin 


Tyr 


His 


Asp 


Val 


Asn 










165 










170 










175 




He 


Leu 


Ser 


Tyr 


Leu 


Phe 


Cys 


Leu 


His 


Gin 


Asp 


Leu 


He 


Lys 


Thr 


Thr 








180 










185 










190 






Val 


Ser 


Asn 


Cys 


Arg 


Val 


Ser 


Ser 


He 


Tyr Gly 


Leu 


Met 


Val 


Val 


He 






195 










200 










205 








Cys 


Ser 


Met 


Gly 


Leu 


Asp 


Ser 


Val 


Leu 


Leu 


Leu 


Leu 


Ser 


Tyr 


Val 


Leu 




210 










215 










220 










He 


Leu 


Gly 


Thr 


Ala 


Leu 


Ser 


He 


Ala 


Ser 


Lys 


Ala 


Glu 


Arg 


Val 


Arg 


225 










230 










235 










240 


Ala 


Leu 


Asn 


Thr 


Cys 


He 


Ser 


His 


He 


Cys 


Ala 


Val 


Leu 


Thr 


Phe 


Tyr 










245 










250 










255 




Thr 


Pro 


Met 


He 


Gly 


Leu 


Ser 


Met 


He 


His 


Arg 


Tyr 


Gly 


Gin 


Asn 


Ala 
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260 265 270 

Pro His lie Val His Val Leu Met Ala Asn Val Tyr Leu Met Gly Pro 

275 280 285 

Pro Leu Met Asn Pro Val Phe Tyr Ser Val Lys Thr Arg Gin lie Arg 

290 295 300 

Asp Arg lie Phe Gin lie Lys Phe Arg Asn Met Lys Cys Arg 
305 310 315 

<210> 2287 
<211> 235 
<212> PRT 

<213> Homo sapien (8570235-22-3034-4808) 
<220> 

<221> VARIANT 

<222> (1) . . . (235) 

<223> Xaa = Any Amino Acid 



<400> 2287 



Met 


Leu 


Phe 


He 


Ser 


Gin 


Trp 


Gly Glu 


Arg Xaa Arg Val 


Arg 


Arg 


Asn 


1 








5 








10 








15 




Val 


Gin 


Leu 


Met 


Thr 


Ala 


Phe 


He Leu 


Met 


Asp 


Leu Pro 


His 


Val 


Pro 








20 








25 








30 






Ala 


Leu 


Asp 


Ala 


Pro 


Leu 


Phe 


Gly Val 


Phe 


Leu 


Val Val 


Tyr Val 


Leu 






35 










40 






45 








Thr 


Val 


Leu 


Gly 


Asn 


Leu 


Leu 


He Leu 


Leu 


Val 


He Arg 


Val 


Tyr 


Ser 




50 










55 








60 








His 


Leu 


His 


Thr 


Pro 


Lys 


Tyr 


Tyr Phe 


Leu 


Thr 


Asn Leu 


Ser 


Phe 


He 


65 










70 








75 








80 


Asp 


Leu 


Trp 


Phe 


Phe 


Thr 


Val 


Met Val 


Pro 


Lys 


Met Pro 


Arg 


Thr 


Leu 










85 








90 








95 




Leu 


Ser 


Leu 


Cys 


Gly 


Lys 


Ala 


Val Ser 


Phe 


His 


Ser Cys 


Met 


Thr 


Gin 








100 








105 








110 






Leu 


Tyr 


Phe 


Phe 


Tyr 


Phe 


Leu 


Gly Ser 


Thr 


Glu 


Cys Leu 


Leu 


Tyr 


Thr 






115 










120 






125 








Val 


Met 


Ser 


Tyr Asp 


Arg 


Tyr 


Arg Gly 


Asn 


Thr 


Gin His 


Phe 


Pro Gly 




130 










135 








140 








Ser 


Glu 


Asn 


Leu 


Pro 


Thr 


Lys 


Xaa Ala 


Lys 


Cys 


Xaa Trp 


Pro 


Gly Gly 


145 










150 








155 








160 


His 


Thr 


Gly 


Xaa 


Pro 


Leu 


He 


He Leu 


Ala 


Asp 


Leu Ser 


Gly 


Xaa 


Leu 










165 








170 








175 




Arg 


Val 


Asp 


Ser 


Ser 


Xaa 


Trp 


Ala He 


Gin 


Asn 


Xaa Xaa 


Tyr 


Asn 


Leu 








180 








185 








190 






Val 


He 


Gin 


Val 


Lys 


Phe 


He 


Thr Cys 


He Gly Leu Ser 


He 


Lys 


His 






195 










200 






205 








Tyr 


Ser 


Lys 


Gin 


Leu 


Ala 


Gin 


Leu Xaa 


Phe 


Phe 


His Arg 


Leu 


Ser 


Lys 




210 










215 








220 








Thr 


Phe 


Leu 


Asn 


Ser 


Gin 


Leu 


Asp Phe 


Tyr 


Leu 










225 










230 








235 











<210> 2288 
<211> 325 
<212> PRT 

<213> Homo sapien (8570522-1-103735-108559) 
<220> 

<221> VARIANT 

<222> (1)...(325) 

<223> Xaa = Any Amino Acid 

<400> 2288 
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Met 


Lys 


He 


Asn 


Gin 


Thr 


He 


Leu 


Lys 


Glu 


Phe 


He 


Leu 


Val 


Gly 


Phe 


1 






5 










10 










15 




Ser 


Val 


Tyr 


Pro 


His 


Val 


Gin 


Thr 


Phe 


Leu 


Phe 


Val 


Val 


Phe 


Phe 


Cys 








20 










25 










30 






Leu 


Tyr 


Leu 


Leu 


Thr 


Leu 


Ala 


Gly 


Asn 


Leu 


Thr 


He 


Met 


Gly 


Leu 


Thr 




35 










40 










45 








Xaa 


Val 


Asp Arg 


Ser 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 


Ala 




50 










55 










60 










Leu 


Ser 


Phe 


Ser 


Glu 


Thr 


Cys 


Tyr 


Thr 


Leu 


Thr 


He 


Val 


Pro 


Lys 


Met 


65 










70 










75 










80 


Leu 


Glu 


Asp 


Leu 


Leu 


Ala 


Lys 


Asp 


Arg 


Ser 


He 


Ser 


Val 


Thr 


Gly 


Cys 










85 










90 










95 




Ser 


Leu 


Gin 


Met 


Cys 


Phe 


Phe 


Leu 


Gly 


Leu 


Gly 


Gly 


Thr 


Asn 


Cys 


He 








100 










105 










110 






He 


Leu 


Thr 


Leu 


Met 


Gly 


Tyr 


Asp 


Arg 


Phe 


Leu 


Ala 


He 


Cys 


Asn 


Pro 






115 










120 










125 








Leu 


Arg 


Tyr 


Pro 


Leu 


Leu 


Met 


Thr 


Asn 


He 


Val 


Cys 


Gly 


Gin 


Leu 


Val 




130 










135 










140 










Ala 


Ser 


Ala 


Cys 


Thr 


Ala 


Gly 


Phe 


Phe 


He 


Ser 


Leu 


Thr 


Glu 


Thr 


Ala 


145 










150 










155 










160 


Leu 


He 


Phe Arg 


Asp 


Ser 


Phe 


Cys 


Arg 


Pro 


Asn 


Leu 


Val 


Lys 


His 


Phe 










165 










170 










175 




Phe 


Cys 


His 


Met 


Leu 


Ala 


Val 


He 


Arg 


Leu 


Ser 


Cys 


He 


Asp 


Ser 


Asn 






180 










185 










190 






His 


Thr 


Glu 


Phe 


He 


lie 


Thr 


Leu 


He 


Ser 


Val 


Ser 


Gly 


Leu 


Leu 


Gly 






195 










200 










205 








Thr 


Leu 


Leu 


Leu 


He 


He 


Leu 


Thr 


Asp 


Val 


Phe 


He 


He 


Ser 


Thr 


Val 




210 










215 










220 










Leu 


Arg 


He 


Pro 


Ser 


Ala 


Glu 


Gly 


Lys 


Gin 


Lys 


Ala 


Phe 


Thr 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


He 


He 


His 


Phe 


Gly 


Phe 


Ala 


Ser 


He 










245 










250 










255 




Val 


Tyr 


Leu 


Lys 


Pro 


Glu 


Ala 


Ser 


Gly 


Asp 


Asp 


Thr 


Leu 


lie 


Ala 


Val 








260 










265 










270 






Pro 


Tyr 


Thr 


Val 


He 


Thr 


Pro 


Phe 


Leu 


Ser 


Pro 


He 


He 


Phe 


Ser 


Leu 




275 










280 










285 








Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Asn 


Ala 


Phe 


Arg 


Arg 


Met 


Met 


Gly 


Asn 


Thr 




290 










295 










300 










Val 


Ala 


Leu 


Lys 


Lys 


Xaa 


He 


Leu 


Gly 


Cys 


Cys 


Cys 


Leu 


Phe 


Glu 


Glu 


305 










310 










315 










320 


Gly 


Leu 


Asn 


Val 


Pro 

























325 



<210> 2289 
<211> 151 
<212> PRT 

<213> Homo sapien (8570523-1-20584-21124) 
<220> 

<221> VARIANT 

<222> (1)...(151) 

<223> Xaa = Any Amino Acid 



<400> 2289 



Cys 


Val 


Ser 


Xaa Gin Arg Ser 


Pro 


His 


Phe 


Leu 


Cys 


Ser 


Gly 


Asp 


Ser 


1 








5 










10 










15 




Val 


Phe 


Cys 


Leu 


Val 


His 


Ser 


Val 


Gly 


Cys 


Cys 


Thr 


Leu 


Leu 


Leu 


Ser 








20 










25 










30 






Gin 


Ser 


Leu 


Arg 


Leu 


Leu 


Ser 


Val 


Phe 


Leu 


Leu 


Ser 


Ser 


Cys 


Ala 


Ala 






35 










40 










45 








Ser 


Trp 


Lys 


Lys 


Val 


His 


Ser 


Met 


Asn 


Leu 


Tyr 


Thr 


Pro 


Phe 


Cys 


Leu 
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50 










55 










60 










Ser 


Lys 


Trp 


AClCl 


ion 


His 


Val 


Asn 


Asn 


Ala 


Phe 


Asn 


Leu 


Pro 


Ser 


Trp 


65 








70 










75 










80 




Ljy £> 




Lys 


Ser 


Val 


Val 


Thr 


Met 


Phe 


Xaa 


Gly 


Pro 


Ala 


Met 


He 






85 










90 










95 




Thr 


Tyr 


Leu 


Arg 
100 


Ser 


Asp 


Ser 


Xaa 


Tyr 
105 


Asn 


Pro 


Thr 


Val 


Gly 
110 


Lys 


Gin 


Leu 


Val 


Leu 
115 


Phe 


Tyr 


Ser 


He 


Val 
120 


Ser 


Ala 


Phe 


He 


Lys 
125 


Pro 


He 


He 


Ser 


Ser 
130 


Leu 


Arg 


Asn 


Lys 


Asp 
135 


Val 


Lys 


Gly 


Ala 


Ser 
140 


Trp 


Lys 


Val 


Leu 


Arg 


Val 


Lys 


Gly Thr 


Ala 


Gin 





















145 150 

<210> 2290 
<211> 96 
<212> PRT 

<213> Homo sapien (8570526-1-82280-82723) 
<220> 

<221> VARIANT 

<222> (1)...(96) 

<223> Xaa - Any Amino Acid 



<400> 2290 



He 


Val 


Val 


Asp 


Tyr 


Leu 


He 


He 


Lys 


Ser 


Ser 


He 


Phe 


Pro 


Pro 


Ala 


1 








5 










10 










15 




Asn 


Ser 


Asn 


Leu 
20 


Phe 


Lys 


Leu 


He 


Arg 
25 


Lys 


Ser 


He 


Pro 


He 
30 


Leu 


Ala 


Cys 


Xaa 


Arg 
35 


Val 


Met 


Met 


Asp 


Leu 
40 


Gly 


Xaa 


Thr 


Gin 


Asn 
45 


Val 


Ser 


Thr 


Ser 


Lys 
50 


Xaa 


Gly 


Cys 


Val 


Asp 
55 


Lys 


Glu 


Tyr 


Asn 


Cys 
60 


Phe 


He 


Pro 


Phe 


Leu 


He 


Ala 


Trp 


His 


Leu 


Xaa 


His 


Arg 


Glu 


Xaa 


Arg 


He 


He 


Xaa 


Asp 


65 










70 










75 










80 


Arg 


He 


Ser 


He 


Leu 


Val 


Xaa 


Lys 


Ala 


Leu 


Trp 


Met 


Lys 


Asn 


Lys 


Gly 








85 










90 










95 





<210> 2291 
<211> 162 
<212> PRT 

<213> Homo sapien (8575931-7-5387-5879) 
<220> 

<221> VARIANT 

<222> (1) . . . (162) 

<223> Xaa = Any Amino Acid 



<400> 2291 



Leu 


Leu 


He 


He 


Pro 


Ala 


He 


Ala Thr 


Asp 


Thr 


Arg 


Leu 


Ser 


Val 


Leu 


1 








5 








10 










15 




Val 


Arg 


Phe 


Phe 
20 


Leu 


Ala 


Asn 


Leu Ala 
25 


Phe 


Val 


Val 


Thr 


Cys 
30 


Phe 


Thr 


Ser 


Thr 


Thr 


He 


Pro 


Lys 


Met 


Leu Ala Cys 


Lys 


Glu 


He 


Pro 


Cys 


Val 






35 










40 








45 








Met 


Ser 
50 


Gly 


Cys 


Lys 


Gly 


He 
55 


Pro Tyr 


Ala 


Gly 


Cys 
60 


Leu 


Thr 


Gin 


Met 


Leu 


Phe 


Phe 


He 


Trp 


Leu Gly 


He His 


Ser 


Phe 


Leu 


Leu 


Thr 


Ala 


Met 


65 










70 








75 










80 


Ala 


Asn 


Glu 


His 


Cys 


Val 


Ala 


He Cys 


His 


Ser 


Leu 


Asn 


Ser 


He 


Arg 



85 90 95 
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Ser Val Thr Pro Xaa Leu Cys Gly 
100 

Phe Ala Phe Arg Asn Ala Leu Thr 
115 120 
Ser Leu Cys Thr Tyr Glu Trp Val 

130 135 
Gin Leu Leu Lys Leu Ala Cys Ser 
145 150 
Val Gin 



Leu Leu Val Val Ala Ser Trp Thr 
105 110 
His Pro Val Leu Leu Thr Arg Leu 
125 

Ser His Val Phe Cys Asn Leu Ser 
140 

Asp Ala Thr Leu Asn Asn Val Thr 
155 160 



<210> 2292 
<211> 264 
<212> PRT 

<213> Homo sapien (8648586-17-1126-4850) 
<220> 

<221> VARIANT 

<222> (1) . . . (264) 

<223> Xaa = Any Amino Acid 

<400> 2292 



Ala 


Cys 


Val 


Thr 


Phe 


Leu 


Val 


Glu 


Val 


Thr 


Val 


Met 


Pro 


Phe 


Ser 


Thr 


1 






5 










10 










15 




Val 


Arg 


Phe 


Val 


Lys 


Ser 


Cys 


Trp 


Tyr 


Fne 


Gly Asp 


Ser 


Ser 


Cys 


Lys 








20 










25 










30 






Phe 


Asn 


Thr 


Trp 


Phe 


Asp 


Thr 


Ser 


Phe 


Cys 


Phe 


Ala 


Ser 


Leu 


Phe 


His 






35 










40 










45 








Xaa 


Gly 


Cys 


lie 


Ser 


Val 


Asp 


Arg 


Tyr 


Met 


Leu 


Val 


Ser 


Asp 


Leu 


Leu 




50 










55 










60 










Thr 


Tyr 


Pro 


Thr 


Lys 


Phe 


Thr 


Val 


Ser 


Val 


Leu 


Gly 


He 


Cys 


Met 


Val 


65 










70 










75 










80 


Leu 


Cys 


Trp 


Phe 


Leu 


Phe 


Cys 


Pro 


Tyr 


Ser 


Phe 


Ser 


He 


Phe 


Asn 


Thr 










85 










90 










95 




Gly 


Ala 


Asn 


Glu 


Glu 


Gly 


He 


Glu 


Glu 


Leu 


Val 


Val 


Ala 


Leu 


Thr 


Cys 








100 










105 










110 






Val 


Gly 


Gly 


Cys 


Gin 


Ala 


Pro 


Leu 


Asn 


Gin 


Asn 


Trp 


Val 


Leu 


Leu 


Cys 






115 










120 










125 








Phe 


Leu 


Leu 


Phe 


Phe 


lie 


Pro 


Asn 


Val 


Ala 


Met 


Val 


Phe 


He 


Tyr 


Ser 




130 










135 










140 










Lys 


lie 


Phe 


Leu 


Val 


Ala 


Lys 


His 


Gin 


Ala 


Arg 


Lys 


He 


Glu 


Ser 


Thr 


145 










150 










155 










160 


Ala 


Ser 


Gin 


Ala 


Gin 


Ser 


Ser 


Ser 


Glu 


Ser 


Tyr 


Lys 


Glu 


Arg 


Val 


Ala 










165 










170 










175 




Lys 


Arg 


Glu 


Arg 


Lys 


Ala 


Ala 


Lys 


Thr 


Leu 


Gly 


He 


Ala 


Met 


Ala 


Ala 








180 










185 










190 






Phe 


Leu 


Val 


Ser 


Trp 


Leu 


Pro 


Tyr 


Leu 


Val 


Asp 


Ala 


Val 


He 


Asp 


Ala 






195 










200 










205 








Tyr 


Met 


Asn 


Phe 


lie 


Thr 


Pro 


Pro 


Tyr 


Val 


Tyr 


Glu 


He 


Leu 


Val 


Trp 




210 










215 










220 










Cys 


Val 


Tyr 


Tyr 


Asn 


Ser 


Ala 


Met 


Asn 


Pro 


Leu 


He 


Tyr 


Ala 


Phe 


Phe 


225 










230 










235 










240 


Tyr 


Gin 


Trp 


Phe 


Gly 


Lys 


Ala 


He 


Lys 


Leu 


He 


Val 


Ser 


Gly 


Lys 


Val 










245 










250 










255 




Leu 


Arg 


Thr 


Asp 


Ser 


Ser 


Thr 


Thr 



















260 

<210> 2293 
<211> 126 
<212> PRT 

<213> Homo sapien (8648858-36-1-1206) 
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<220> 

<221> VARIANT 

<222> (1) . . . (126) 

<223> Xaa = Any Amino Acid 

<400> 2293 



Leu 


Cys 


Met 


Leu 


Cys 


Trp 


Gin 


Trp 


Pro 


Ala 


Val 


Met 


Thr 


Asp 


Arg 


Thr 


1 






5 










10 










15 




He 


Ala 


Thr 


Cys 
20 


Lys 


Ser 


Arg 


His 


Phe 
25 


Leu 


Phe 


Leu 


He 


Leu 
30 


Val 


Leu 


Thr 


Cys 


Ser 


Leu 


He 


Pro 


Ala 


Xaa Ala Trp 


Phe 


Thr 


Tyr 


Phe 


Phe 


Phe 




35 










40 










45 








Asn 


Ser 


Lys 


Ser 


Cys 


Val 


Val 


Leu 


Phe 


Gin 


His 


He 


His 


Phe 


Cys 


Leu 




50 








55 










60 










Leu 


Xaa 


He 


Pro 


Ser 


Asn 


Phe 


Tyr Cys 


Leu 


Xaa 


Thr 


Thr 


Ala 


Tyr 


Leu 


65 










70 










75 










80 


Lys 


Xaa 


Leu 


Leu 


Asn 


Met 


Xaa 


Leu 


Lys 


His 


Xaa 


He 


Lys 


Xaa 


Thr 


Tyr 








85 










90 










95 




He 


Val 


Phe 


Leu 
100 


Ala 


Val 


Arg 


He 


Leu 
105 


Xaa 


Ala 


Phe 


Leu 


He 
110 


Leu 


He 


Cys 


He 


Met 


Asn 


Leu 


Gin 


Leu 


Arg 


Gin 


Cys 


Ala 


Thr 


His 


Phe 








115 










120 










125 









<210> 2294 
<211> 183 
<212> PRT 

<213> Homo sapien (8649180-1-4193-6564) 
<220> 

<221> VARIANT 

<222> (1)...(183) 

<223> Xaa = Any Amino Acid 



<400> 2294 



Val 


He 


Met 


His 


Lys 


Lys 


Glu 


Cys 


Xaa 


Lys 


Lys 


Thr 


His 


Asn 


He 


Val 


1 








5 










10 










15 




Phe 


Leu 


Leu 


Met 
20 


Val 


Trp 


Glu 


Phe 


Phe 
25 


Tyr 


Lys 


Phe 


Leu 


Val 
30 


Phe 


Phe 


Phe 


Phe 


Ser 
35 


Leu 


His 


Xaa 


Cys 


Val 
40 


Ser 


Ser 


He 


He 


Met 
45 


Ser 


Val 


Tyr 


Tyr 


Xaa 


Lys 


He 


Asn 


He 


Phe 


He 


Xaa 


He 


Glu 


Thr 


Lys 


Leu 


Leu 


Phe 


50 










55 










60 










His 


He 


Ser 


Arg 


Xaa 


Asp 


Arg 


Met 


He 


Arg 


Cys 


Ser 


Phe 


Gin 


Lys 


Asn 


65 










70 










75 










80 


Tyr 


Leu 


Leu 


Asn 


His 


Asn 


Gly 


Leu 


Met 


Cys 


Arg Ser 


Lys 


Cys 


Gin 


Leu 








85 










90 










95 




Val 


Tyr 


Gin 


Thr 


Val 


Ser 


Asn 


Ser 


Leu 


Asn Tyr 


Phe 


Tyr 


He 


Thr 


Pro 






100 










105 










110 






He 


Xaa 


Leu 
115 


Phe 


Gin 


He 


Val 


Val 
120 


Tyr 


Lys 


Lys 


Tyr 


Lys 
125 


Phe 


Leu 


His 


Cys 


He 


Val 


Leu 


Asp 


Val 


Pro 


Ala 


Tyr 


He 


Asn 


He 


Leu 


Gly 


Cys 


He 


130 










135 










140 










Val 


Ser 


Phe 


Leu 


His 


Val 


He 


Cys 


Asn 


Val 


Xaa 


Leu 


Tyr 


Val 


He 


Asn 


145 










150 










155 










160 


Lys 


Thr 


Xaa 


Asn 


Xaa 


Tyr 


Lys 


Ser 


Arg 


Phe 


Ser 


Thr 


Cys 


Leu 


Ser 


His 








165 










170 










175 




Ser 


Asp 


He 


Thr 
180 


Asp 


Leu 


Phe 





















<210> 2295 
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<211> 157 
<212> PRT 

<213> Homo sapien (902315-1-1-472) 
<400> 2295 

lie Cys His Pro Leu Gin Tyr Thr lie Leu Met Asn Pro Glu Leu Cys 

1 5 10 15 

Val Phe Met Thr Val Ala Ser Trp Thr Leu Gly Ser Leu Asp Gly lie 

20 25 30 

lie Val Leu Ala Ala Val Leu Ser Phe Ser Tyr Cys Ser Ser Leu Glu 

35 40 45 

lie His His Phe Phe Cys Asp Val Ala Ala Leu Leu Pro Leu Ser Cys 

50 55 60 

Thr Glu Thr Ser Ala Phe Glu Arg Leu Leu Val He Cys Cys Val Val 
65 70 75 ~ 80 

Met Leu He Phe Pro Val Ser Val He He Leu Ser Tyr Ser His Val 

85 90 95 

Leu Arg Ala Val He His Met Gly Ser Gly Glu Ser Arg Arg Lys Ala 

100 105 HO 

Phe Thr Thr Cys Ser Ser His Pro Ser Val Val Gly Leu Tyr Tyr Gly 

115 120 125 

Ala Ala Met Phe Met Tyr Met Arg Pro Ala Ser Lys His Thr Pro Asp 

130 135 140 

Gin Asp Lys Met Val Ser Ala Phe Tyr Thr Asn Pro Ala 
145 150 155 

<210> 2296 
<211> 325 
<212> PRT 

<213> Mus musculus (Ml 4726083-1-12568-18197 3361-4335) 
<220> 

<221> VARIANT 

<222> (1)...(325) 

<223> Xaa = Any Amino Acid 

<400> 2296 

Thr Met Trp Ser Asn He Ser Ala Ala Pro Phe Leu Leu Thr Gly Phe 

15 10 15 

Pro Gly Leu Glu Ala Ala His His Trp He Ser He Pro Phe Phe Ala 

20 25 30 

He Tyr He Ser Val Leu Leu Gly Asn Gly Thr Leu Leu Tyr Leu He 

35 40 45 

Lys Asp Asp His Asn Leu His Glu Pro Met Tyr Tyr Phe Leu Ala Met 

50 55 60 

Leu Ala Gly Thr Asp Leu Thr Val Thr Leu Thr Thr Met Pro Thr Val 
65 70 75 80 

Met Ala Val Leu Trp Val Asn His Arg Glu He Arg His Gly Ala Cys 

85 90 95 

Phe Leu Gin Ala Tyr He He His Ser Leu Ser He Val Glu Ser Gly 

100 105 HO 

Val Leu Leu Ala Met Ser Tyr Asp Arg Phe Val Ala lie Cys Thr Pro 

115 120 125 

Leu His Tyr Asn Ser He Leu Thr Asn Ser Arg Val He Ala He Gly 

130 135 140 

Leu Gly Val Val Leu Arg Gly Phe Leu Ser Leu Val Pro Pro He Leu 
145 150 155 160 

Pro Leu Phe Trp Phe Ser Tyr Cys Arg Ser His Val Leu Ser His Ala 

165 170 175 

Phe Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Ala Asp He Thr 
180 185 190 
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Phe Asn Arg lie Tyr Pro Val Val Leu Val Ala Leu Thr Phe Phe Leu 

195 200 205 

Asp Ala Leu lie lie Val Phe Ser Tyr Val Leu lie Leu Lys Thr Val 

210 215 220 

Met Gly lie Ala Ser Gly Glu Glu Arg Ala Lys Ala Leu Asn Thr Cys 
225 230 235 240 

Val Ser His lie Ser Cys Val Leu Val Phe Tyr lie Thr Val lie Gly 

245 250 255 

Leu Thr Phe lie His Arg Phe Gly Lys Asn Ala Pro His Val Val His 

260 265 270 

lie Thr Met Ser Tyr Val Tyr Phe Leu Phe Pro Pro Phe Met Asn Pro 

275 280 285 

lie lie Tyr Ser lie Lys Thr Lys Gin lie Gin Arg Ser Val Leu His 

290 295 300 

Leu Leu Ser Val Xaa Asp Asp Val Asn His Tyr lie lie lie Gin Arg 
305 310 315 320 

Ser Leu Gly Met Phe 
325 



<210> 2297 
<211> 318 
<212> PRT 

<213> Mus musculus (M2 4726083-1-175-4296 2476-1523) 



<400> 2297 



Leu 


Ser 


Aid 


Met 


Pro 


Ser 


M Q 4- 


Trp 


Leu 


Asn 


Xlc 


Ser 


Ser 


Ofcr I. 


Prrv 


Phe 


X 








c 

j 










J. u 










1 S 
-L J 




T /M 1 

Leu 


L»eu 


T.nr 




rile 


Pro 


ly 


Leu 




Lys 


Ala 
nla 


His 


His 


i_ieu 


He 


OCi. 


































Leu 


Pro 


Leu 


Leu 


Met 


Ala 


Tyr 


He 


Ser 


He 


Leu 


Leu 


Gly 


Asn 


Gly 


Thr 






35 










40 










45 








Leu 


Leu 


Phe 


Leu 


He 


Lys 


Asp 


Asp 


His 


Asn 


Leu 


His 


Glu 


Pro 


Met 


Tyr 




50 










55 










60 










Tyr 


Phe 


Leu 


Gly 


Met 


Leu 


Ala 


Ala 


Thr 


Asp 


Leu 


Gly Val 


Thr 


Leu 


Thr 


65 










70 










75 










80 


Thr 


Met 


Pro 


Thr 


Val 


Leu 


Ser 


Val 


Leu 


Trp 


Leu 


Asn 


His 


Arg 


Glu 


He 










85 










90 










95 




Gly 


His 


Gly 


Ala 


Cys 


Phe 


Ser 


Gin 


Ala 


Tyr 


Phe 


He 


His 


Thr 


Leu 


Ser 








100 










105 










110 






He 


Val 


Glu 


Ser 


Gly 


Val 


Leu 


Leu 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


He 






115 










120 










125 








Ala 


He 


Arg 


Asn 


Pro 


Leu 


Arg 


Tyr 


Thr 


Thr 


He 


Leu 


Thr 


Asp 


Thr 


Lys 




130 










135 










140 










Val 


He 


Lys 


He 


Gly 


He 


Gly 


Leu 


Val 


Met 


Arg 


Ala 


Gly 


Leu 


Ser 


He 


145 










150 










155 










160 


Met 


Pro 


He 


He 


He 


Arg 


Leu 


His 


Trp 


Phe 


Pro 


Tyr 


Cys 


Arg 


Ser 


His 










165 










170 










175 




Val 


Leu 


Ser 


His 


Ala 


Phe 


Cys 


Leu 


His 


Gin 


Asp 


Val 


He 


Lys 


Leu 


Ala 








180 










185 










190 






Cys 


Ala 


Asp 


He 


Thr 


Phe 


Asn 


Arg 


Leu 


Tyr 


Pro 


Val 


Val 


Val 


Val 


Phe 






195 










200 










205 








Ala 


Met 


Val 


Leu 


Leu 


Asp 


Phe 


Leu 


He 


He 


Phe 


Phe 


Ser 


Tyr 


Val 


Leu 




210 










215 










220 










He 


Leu 


Lys 


Thr 


Val 


Met 


Gly 


He 


Ala 


Ser 


Thr 


Asp 


Glu 


Arg 


Ala 


Lys 


225 










230 










235 










240 


Ala 


Leu 


Asn 


Thr 


Cys 


Val 


Ser 


His 


He 


Cys 


Cys 


He 


Leu 


Val 


Phe 


Tyr 










245 










250 










255 




Val 


Thr 


Val 


Val 


Gly 


Leu 


Thr 


Phe 


He 


His 


Arg 


Phe 


Gly 


Lys 


Asn 


Val 








260 










265 










270 






Pro 


His 


Val 


Val 


His 


He 


Thr 


Met 


Ser 


Tyr 


He 


Tyr 


Phe 


Leu 


Phe 


Pro 






275 










280 










285 
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Pro Phe Met Asn Pro Val lie Tyr Ser lie Lys Thr Lys Gin lie Gin 

290 295 300 

Ser Gly Leu Leu Arg Leu Phe Ser Leu Pro Cys Ser Lys Thr 

305 310 315 

<210> 2298 
<211> 351 
<212> PRT 

<213> Mus musculus (M3 4726083-1-26023-28273 267-1318) 
<220> 

<221> VARIANT 

<222> (1) . . . (351) 

<223> Xaa = Any Amino Acid 



<400> 2298 



Leu 


ser 


Pro 


oer 


Leu 


Lys 


Pro 


Coi- 




Asn 




Asp 


Pro 


Thr 


Met 


Tro 


1 








b 










1 ft 

X \J 










15 




Pro 


Asn 


Ser 


Ser 


Asp 


Ala 


Pro 


rj V» 

fne 


Leu 


Leu 


1 I1X 


VjX jf 


Phe 


Leu 


Glv 


Leu 








ZD 




















30 






Glu 


Met 


He 


His 


HIS 


Trp 


lie 


Ser 


lie 


Pro 


Fne 


t Xltr 


vctx 


Tie 

X X t: 


lyx 


Phe 






3 b 




















45 








Ser 


lie 


He 


val 


oiy 


Asn 


oiy 


i nr 


Leu 


Leu 


riic 


He 


X J.C 




Ser 


Asp 




50 










bb 




















His 


Ser 


Leu 


His 


CalU 


Fro 


Met 


Tyr 


Tyr 


Fne 


Leu 




V C* X 


Leu 


Ala 


Ser 


65 










/O 










*7 ^ 
/ D 










80 


Met 


Asp 


Leu 


L>iy 


fur — . *- 


rpl_ -»- 

JL fix 


Leu 


1 fix 


j. nr 


l T je U 


i X KJ 


Thr 


Val 


Leu 


Glv 


Val 






Q cr 

ob 




















95 




Leu 


val 


Leu 


Asn 




Arg 




Tip 

X X fcr 


V ct X 


His 


Gly 


Ala 




Phe 


He 


Gin 




























110 






Ser 


Tyr 


Fxie 


lie 


nlS 


Ser 


Leu 


nld 


Tie* 
lit 


Val 


Glu 


Ser 


Glv 


Val 


Leu 


Leu 




1 1 c 










120 










125 








Ala 


Met 


Ser 


Tyr 


Asp 


Arg 




val 


Ala 


He 


Cys 


Thr 


Pro 


Leu 


His 


Tyr 




1 J U 










1 

lJ J 










140 










Asn 




Tin 

x x t; 




± ili 


Asn 


Ser 




Val 


Met 


Lys 


Met 


Ala 


Leu 


Gly 


Ala 


*l A C 

143 










XJU 










155 










160 


Leu 


Leu 


Arg 


Gly 


Phe 


Val 


Ser 


He 


Val 


Pro 


Pro 


He 


Met 


Pro 


Leu 


Phe 










165 










170 










175 




Trp 


Phe 


Pro 


Tyr 


Cys 


His 


Ser 


His 


Val 


Leu 


Ser 


His 


Ala 


Phe 


Cys 


Leu 






180 










185 










190 






His 


Gin 


Asp 


Val 


Met 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


He 


Thr 


Phe 


Asn 


Leu 






195 










200 










205 








lie 


Tyr 


Pro 


Val 


Val 


Leu 


Val 


Ala 


Leu 


Thr 


Phe 


Phe 


Leu 


Asp 


Ala 


Leu 




210 










215 










220 










lie 


He 


He 


Phe 


Ser 


Tyr 


Val 


Leu 


He 


Leu 


Lys 


Lys 


Val 


Met 


Gly 


He 


225 










230 










235 










240 


Ala 


Ser 


Gly 


Glu 


Glu 


Arg 


Lys 


Lys 


Ser 


Leu 


Asn 


Thr 


Cys 


Val 


Ser 


His 










245 










250 










255 




He 


Ser 


Cys 


Val 


Leu 


Val 


Phe 


Tyr 


He 


Thr 


Val 


He 


Gly 


Leu 


Thr 


Phe 






260 










265 










270 






He 


His 


Arg 


Phe 


Gly 


Lys 


Asn 


Ala 


Pro 


His 


Val 


Val 


His 


He 


Thr 


Met 






275 










280 










285 








Ser 


Tyr 


Val 


Tyr 


Phe 


Leu 


Phe 


Pro 


Pro 


Phe 


Met 


Asn 


Pro 


He 


He 


Tyr 




290 










295 










300 










Ser 


He 


Lys 


Thr 


Lys 


Gin 


He 


Gin 


Arg 


Ser 


He 


Leu 


Arg 


Leu 


Leu 


Ser 


305 










310 










315 










320 


Lys 


His 


Ser 


Arg 


Thr 


Xaa 


He 


Leu 


He 


He 


Asp 


Ser 


Gin 


Val 


Leu 


Tyr 








325 










330 










335 




Tyr 


Phe 


Trp 


Pro 


Phe 


He 


Arg 


Asn 


Lys 


Ser 


Cys 


Leu 


Lys 


Xaa 


Tyr 








340 










345 










350 
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<210> 2299 
<211> 339 
<212> PRT 

<213> Mus musculus (M4 4761596-1-24347-28106 1259-2275) 
<220> 

<221> VARIANT 

<222> (1)...{339) 

<223> Xaa = Any Amino Acid 



<400> 2299 



Ala 


Ser 


Ser 


Phe 


His 


Asn 


Asp 


Tnr 


Asn 


Pro 


Gin 


Asp 


vai 


Trp 


Tyr 


vai 


1 








5 










10 










lb 




Leu 


He 


Gly 


He 


Pro 


Gly 


Leu 


Glu 


Asp 


Leu 


His 


Ser 


Trp 


Tift 

He 


Ala 


Tift 

lie 








20 










25 










30 






Pro 


He 


Cys 


Ser 


Met 


Tyr 


He 


Val 


Ala 


Val 


He 


Gly 


Asn 


val 


Leu 


Leu 






35 










40 










45 








lie 


Phe 


Leu 


He 


Val 


Thr 


Glu 


Arg 


Ser 


Leu 


His 


Glu 


Pro 


Met 


Tyr 


Pne 




50 










55 










60 










Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Leu 


Ala 


Asp 


Leu 


Leu 


Leu 


Ser 


Thr 


Ala 


Thr 


65 










70 










75 










80 


Ala 


Pro 


Lys 


Met 


Leu 


Ala 


He 


Phe 


Trp 


Phe 


His 


Ser 


Arg 


Gly 


He 


Ser 










85 










90 










95 




Phe 


Gly 


Ser 


Cys 


Val 


Ser 


Gin 


Met 


Phe 


Phe 


He 


His 


Phe 


He 


Phe 


Val 








100 










105 










110 






Ala 


Glu 


Ser 


Ala 


He 


Leu 


Leu 


Ala 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 






115 










120 










125 








He 


Cys 


Tyr 


Pro 


Leu 


Arg 


Tyr 


Thr 


Thr 


He 


Leu 


Thr 


Ser 


Ser 


Val 


He 




130 










135 










140 










Gly 


Lys 


He 


Gly 


Thr 


Ala 


Ala 


Val 


Val 


Arg 


Ser 


Phe 


Leu 


He 


Cys 


Phe 


145 










150 










155 










160 


Pro 


Phe 


He 


Phe 


Leu 


Val 


Tyr 


Arg 


Leu 


Leu 


Tyr 


Cys 


Gly 


Lys 


His 


Tl- 
116 










165 










170 










175 




lie 


Pro 


His 


Oft-— 

ber 


Tyr 


Cys 


i ... 
VaJLU 


rilS 


rieu 


t»iy 


xie 


Ala 
Aid 


Arg 


Leu 


nla 


Cys 








180 










185 










190 






Asp 


Asn 


He 


Thr 


Val 


Asn 


He 


He 


Tyr 


Gly 


Leu 


Thr 


Met 


Ala 


Leu 


Leu 






195 










200 










205 








Ser 


Thr 


Gly 


Leu 


Asp 


He 


Leu 


Leu 


He 


He 


He 


Ser 


Tyr 


Thr 


Met 


He 




210 










215 










220 










Leu 


Arg 


Thr 


Val 


Phe 


Gin 


He 


Pro 


Ser 


Trp 


Ala 


Ala 


Arg 


Tyr 


Lys 


Ala 


225 










230 










235 










240 


Leu 


Asn 


Thr 


Cys 


Gly 


Ser 


His 


He 


Cys 


Val 


He 


Leu 


Leu 


Phe 


Tyr 


Thr 










245 










250 










255 




Pro 


Ala 


Phe 


Phe 


Ser 


Phe 


Phe 


Ala 


His 


Arg 


Phe 


Gly 


Gly 


Lys 


Thr 


Val 








260 










265 










270 






Pro 


Arg 


His 


He 


His 


He 


Leu 


Val 


Ala 


Asn 


Leu 


Tyr 


Val 


Val 


Val 


Pro 






275 










280 










285 








Pro 


Met 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Gly 


Val 


Lys 


Thr 


Lys 


Gin 


He 


Gin 




290 










295 










300 










Asp 


Arg 


Val 


Val 


Phe 


Leu 


Phe 


Ser 


Ser 


Val 


Ser 


Thr 


Cys 


Gin 


His 


Asp 


305 










310 










315 










320 


Ser 


Arg 


Cys 


Xaa 


Arg 


Xaa 


His 


He 


Pro 


Lys 


Glu 


Asn 


Ser 


Phe 


Lys 


Cys 



325 330 335 



His Pro Cys 



<210> 2300 
<211> 344 
<212> PRT 

<213> Mus musculus (M5 4761596-1-36028-37764 563-1594) 



1374 



BNSDOCID: <WO 0127158A2J_> 



WO 01/27158 



PCTAJS00/27582 



<220> 

<221> VARIANT 

<222> (1)...(344) 

<223> Xaa = Any Amino Acid 



<400> 2300 



He 


Ser 


Glu 


Leu 


Thr 


Met 


He 


Lys 


Phe Asn Gly 


Ser 


Val 


Phe 


Met 


Pro 


1 








5 










10 










15 




Ser 


Val 


Leu 


Thr 


Leu 


Val 


Gly 


He 


Pro 


Gly Leu Glu 


Ser 


Val 


Gin 


Cys 








20 










25 










30 






Trp 


He 


Gly 
35 


He 


Pro 


Phe 


Cys 


Val 
40 


Met 


Tyr 


He 


He 


Ala 
45 


Met 


He 


Gly 


Asn 


Ser 
50 


Leu 


He 


Leu 


Val 


He 
55 


He 


Lys 


Ser 


Glu 


Lys 
60 


Ser 


Leu 


His 


He 


Pro 


Met 


Tyr 


He 


Phe 


Leu 


Ala 


He 


Leu 


Ala 


Val 


Thr 


Asp 


He 


Ala 


Leu 


65 










70 










75 










80 


Ser 


Thr 


Cys 


He 


Leu 
85 


Pro 


Lys 


Met 


Leu 


Gly 
90 


He 


Phe 


Trp 


Phe 


His 
95 


Met 


Pro 


Gin 


He 


Ser 
100 


Phe 


Asp 


Ala 


Cys 


Leu 
105 


Leu 


Gin 


Met 


Glu 


Leu 
110 


He 


His 


Ser 


Phe 


Gin 


Ala 


Thr 


Glu 


Ser Gly 


He 


Leu 


Leu 


Ala 


Met 


Ala 


Leu 


Asp 






115 










120 










125 








Arg 


Tyr 
130 


Val 


Ala 


He 


Cys 


Asn 
135 


Pro 


Leu 


Arg 


His 


Ala 
140 


Thr 


He 


Phe 


Ser 


Pro 


Gin 


Leu 


Thr 


Thr 


Cys 


Leu 


Gly Ala Gly Ala 


Leu 


Leu 


Arg 


Ala 


Phe 


145 










150 










155 










160 


He 


Leu 


Val 


Ser 


Pro 
165 


Ser 


He 


Leu 


Leu 


He 
170 


Lys 


Cvs 


Arg 


Leu 


Lys 
175 


Tyr 


Phe 


Arcr 


Thr 


Thr 
180 


He 


He 


Ser 


His 


Ser 
185 


Tyr 


Cys 


Glu 


His 


Met 
190 


Ala 


lie 


Val 


Lys 


Leu 
195 


Ala 


Ala 


Gin 


Asp 


He 
200 


Arg 


He 


Asn 


Lys 


He 
205 


Cys 


Gly 


Leu 


Leu 


Val 
210 


Ala 


Phe 


Ala 


He 


Leu 
215 


Gly 


Phe 


Asp 


He 


Val 
220 


Phe 


He 


Thr 


Phe 


Ser 


Tyr 


Val 


Arg 


He 


Phe 


He 


Thr 


Val 


Phe 


Gin 


Leu 


Pro 


Gin 


Lys 


Glu 


225 










230 










235 










240 


Ala 


Arg 


Phe 


Lys 


Ala 
245 


Phe 


Asn 


Thr 


Cys 


He 
250 


Ala 


His 


He 


Cys 


Val 
255 


Phe 


Leu 


Gin 


Phe 


Tyr 
260 


Leu 


Leu 


Ala 


Phe 


Phe 
265 


Ser 


Phe 


Phe 


Thr 


His 
270 


Arg 


Phe 


Gly 


Ala 


His 
275 


He 


Pro 


Pro 


Tyr 


Val 
280 


His 


He 


Leu 


Leu 


Ser 
285 


Asp 


Leu 


Tyr 


Leu 


Leu 


Val 


Pro 


Pro 


Phe 


Leu 


Asn 


Pro 


He 


Val 


Tyr 


Gly Val 


Lys 


Thr 




290 










295 










300 










Lys 


Gin 


He 


Arg 


Asp 


Gin 


Val 


Leu 


Lys 


Met 


Leu 


Phe 


Ser 


Lys 


Lys 


Pro 


305 










310 










315 










320 


Leu 


Val 


Ser 


Leu 


Ser 


Val 


Glu 


Lys 


Leu 


Cys 


Gly Phe Xaa 


Xaa 


Gin 


Leu 










325 










330 










335 




Xaa 


Xaa 


Val 


Lys 
340 


Leu 


Phe 


He 


Phe 



















<210> 2301 
<211> 347 
<212> PRT 

<213> Mus musculus (M6 4761596-1-45918-48570 619-1659) 
<220> 

<221> VARIANT 

<222> (1)...(347) 

<223> Xaa = Any Amino Acid 
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<400> 2301 



Thr Gly 


Arg 


Phe 


Ser 


Met 


He 


Lys 


Phe 


Asn Gly 


Ser 


Val 


Phe 


Met 


Pro 


1 








5 










10 










15 




Ser 


Val 


Leu 


Thr 


Leu 


Val 


Gly 


He 


Pro 


Gly 


Leu 


Glu 


Ser 


Val 


Gin 


Cys 








20 










25 










30 






Trp 


lie 


Gly 


He 


Pro 


Phe 


Cys 


Val 


Met 


Tyr 


He 


He 


Ala 


Met 


He 


Gly 






35 










40 










45 








Asn 


Ser 


Leu 


He 


Leu 


Val 


He 


He 


Lys 


Ser 


Glu 


Lys 


Ser 


Leu 


His 


He 




50 










55 










60 










Pro 


Met 


Tyr 


He 


Phe 


Leu 


Ala 


He 


Leu 


Ala 


Val 


Thr 


Asp 


He 


Ala 


Leu 


65 










70 










75 










80 


Ser 


Thr 


Cys 


He 


Leu 


Pro 


Lys 


Met 


Leu 


Gly 


He 


Phe 


Trp 


Phe 


His 


Met 










85 










90 










95 




Pro 


Gin 


lie 


Ser 


Phe 


Asp 


Ala 


Cys 


Leu 


Leu 


Gin 


Met 


Glu 


Leu 


He 


His 








100 










105 










110 






Ser 


Phe 


Gin 


Ala 


Thr 


Glu 


Ser 


Gly 


He 


Leu 


Leu 


Ala 


Met 


Ala 


Leu 


Asp 






115 










120 










125 








Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


His 


Ala 


Thr 


He 


Phe 


Ser 




130 










135 










140 










Pro 


Gin 


Leu 


Thr 


Thr 


Cys 


Leu 


Gly 


Ala 


Gly Ala 


Leu 


Leu 


Arg 


Ser 


Leu 


145 










150 










155 










160 


lie 


Thr 


Thr 


Phe 


Pro 


Leu 


He 


Leu 


Leu 


He 


Lys 


Phe 


Cys 


Leu 


Lys 


Tyr 










165 










170 










175 




Phe 


Arg 


Thr 


Thr 


He 


He 


Ser 


His 


Ser 


Tyr 


Cys 


Glu 


His 


Met 


Ala 


He 








180 










185 










190 






Val 


Lys 


Leu 


Ala 


Ala 


Gin 


Asp 


He 


Arg 


He 


Asn 


Lys 


He 


Cys 


Gly 


Leu 






195 










200 










205 








Leu 


Val 


Ala 


Phe 


Ala 


He 


Leu 


Gly 


Phe 


Asp 


He 


Val 


Phe 


He 


Thr 


Phe 




210 










215 










220 










Ser 


Tyr 


Val 


Arg 


He 


Phe 


He 


Thr 


Val 


Phe 


Gin 


Leu 


Pro 


Gin 


Lys 


Glu 


225 










230 










235 










240 


Ala 


Arg 


Phe 


Lys 


Ala 


Phe 


Asn 


Thr 


Cys 


He 


Ala 


His 


He 


Cys 


Val 


Phe 










245 










250 










255 




Leu 


Gin 


Phe 


Tyr 


Leu 


Leu 


Ala 


Phe 


Phe 


Ser 


Phe 


Phe 


Thr 


His 


Arg 


Phe 








260 










265 










270 






Gly Ala 


His 


He 


Pro 


Pro 


Tyr 


Val 


His 


He 


Leu 


Leu 


Ser 


Asp 


Leu 


Tyr 






275 










280 










285 








Leu 


Leu 


Val 


Pro 


Pro 


Phe 


Leu 


Asn 


Pro 


He 


Val 


Tyr 


Gly 


He 


Lys 


Thr 




290 










295 










300 










Lys 


Gin 


He 


Arg 


Asp 


Gin 


Val 


Leu 


Lys 


Met 


Phe 


Phe 


Ser 


Lys 


Lys 


Pro 


305 










310 










315 










320 


Leu 


Xaa 


Thr 


Ser 


Val 


Thr 


Arg 


Ser 


Val 


Glu 


Lys 


Leu 


Cys 


Gly 


Phe 


Xaa 










325 










330 










335 




Leu 


Glu 


Leu 


Glu 


Xaa 


Val 


Lys 


Pro 


Xaa 


He 


Phe 













340 345 



<210> 2302 
<211> 351 
<212> PRT 

<213> Mus musculus (M7 5051393-1-104482-107691 2444-1393) 
<220> 

<221> VARIANT 

<222> (1) . . . (351) 

<223> Xaa = Any Amino Acid 

<400> 2302 

Val Leu Cys Thr Thr Leu Ser Xaa Gin Ser His Ser Ser Asn Xaa He 

15 10 15 

Gin Met Thr Met Val Asn Gin Ser Thr Pro Val Gly Phe Leu Leu Leu 
20 25 30 
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Gly Phe Ser Glu His Pro Gin Leu Glu Lys Val Leu Phe Val Val Val 

35 40 45 

Leu Cys Ser Tyr Leu Leu Thr Leu Leu Gly Asn Thr Leu lie Leu Leu 

50 55 60 

Leu Ser Thr Leu Asp Pro Arg Leu His Ser Pro Met Tyr Phe Phe Leu 
65 70 75 80 

Ser Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Thr Cys Val Pro 

85 90 95 

Gin Met Leu Phe Asn Leu Trp Gly Pro Thr Lys Thr lie Ser Phe Leu 

100 105 no 

Gly Cys Ser Val Gin Leu Phe lie Phe Met Leu Leu Gly Thr Thr Glu 

115 120 125 

Cys lie Leu Leu Thr Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys 

130 135 140 

Gin Pro Leu His Tyr Ala Thr lie lie His Pro Arg Leu Cys Arg Gin 
145 150 155 " 160 

Leu Ala Gly Val Ala Trp Ala lie Gly Leu Val Gin Ser lie Val Gin 

165 170 175 

lie Pro Pro Thr Leu Thr Leu Pro Phe Cys Ser His Arg Gin lie Asp 

180 185 190 

Asp Phe Leu Cys Glu Val Pro Ser Leu lie Arg Leu Ser Cys Gly Asp 

195 200 205 

Thr Thr Phe Asn Glu lie Gin Leu Ser Val Ala Gly Val He Phe Leu 

210 215 220 

Leu Val Pro Leu Ser Leu He He Val Ser Tyr Gly Val He Ala Arg 
225 230 235 " 240 

Ala Val Leu Lys Thr Asn Ser Ser Lys Gly Arg Arg Lys Ala Phe Gly 

245 250 255 

Thr Cys Ser Ser His Leu He Val Val Thr Leu Phe Tyr Ser Ser Val 

260 265 270 

He Ala Val Tyr Leu Gin Pro Lys Asn Pro Tyr Ala Gin Glu Arg Ser 

275 280 285 

Lys Phe Phe Gly Leu Phe Tyr Ala Val Gly Thr Pro Thr Leu Asn Pro 

290 295 300 

Leu Val Tyr Thr Leu Arg Asn Lys Glu Val Lys Arg Ala Phe Trp Arg 
305 310 315 320 

Leu Leu Gly Lys Asp Ala Ala Ser Gly Arg Asn Xaa Gly Gin He Leu 

325 330 335 

Val Xaa Phe Leu Asn Tyr Lys Val Ser Ser Xaa Tyr Val Tyr Cys 
340 345 350 

<210> 2303 ^ 
<211> 320 
<212> PRT 

<213> Mus musculus (M8 5051393-1-124150-125858 1430-472) 
<220> 

<221> VARIANT 

<222> (1) . . . (320) 

<223> Xaa = Any Amino Acid 

<400> 2303 

Arg Leu Asp Thr Glu He Met Val Asn Gin Ser Ser Pro Val Val Phe 

15 10 15 

Phe Leu Leu Gly Phe Ser Glu His Pro Gin Leu Glu Lys Val Leu Phe 

20 25 30 

Val Val Val Leu Cys Ser Tyr Leu Leu Thr Leu Leu Gly Asn Thr Leu 

35 40 45 

lie Leu Leu Leu Ser Thr Leu Asp Pro Arg Leu His Thr Pro Met Tyr 

50 55 60 

Phe Phe Leu Ser Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Thr 
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65 










70 










75 








80 


Cys 


Val 


Pro 


Gin 


Met 


Leu 


Phe 


Asn 


Leu 


Trp 


Gly 


Pro 


Glu 


Lys 


Thr He 








85 










90 










95 


Ser 


Phe 


Leu 


Gly Cys 


Phe 


Val 


Xaa 


Leu 


Phe 


He 


Phe 


Met 


Ser 


Leu Gly 








100 










105 










110 




1 HX 


X 1 JX 


Glu 


Cys 


Tip 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Phe Asp 


Arg Tyr Val 






115 










120 










125 






Ala 


v d X 


Cys 


pin 


C L.KJ 


Leu His Tyr Ala Thr 


Val 


He 


Asn 


Pro 


Arg Leu 




130 










X J D 










140 








Cys 


Gin 


Gin 


Leu 


nla 


vjiy 


lie 


Al A 

nla 


Trp Ala 


He 


Gly Leu 


Val 


Gin Ser 


145 




















155 








160 


lie 


Val 


Gin 


Thr 


Pro 


Pro 


i nr 


Leu 


T 

Lys 


Leu 


Pro 


Phe 


Cys 


Ser 


His Arg 




















X / V 










175 


Gin 


lie 


Asp 


Asn 


jfne 


vax 


Cys 


bill 


Vax 


Pro 


Ser 


Leu 


He 


Gin 


Leu Ser 






180 










185 










190 






Gly 


Asp 


He 


I fir 


Tyr 


Asn 


VjXU 


He 


Gin 


Met 


Ala 


Val 


Ala 


Ser He 




195 










200 










205 






.truer 


Tip 
x x 


Val 


Val 


val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Val 


Ser 


Tvr 


Gly Ala 




210 










215 










220 








Tip 


AT a 


Arg 


Ala 


vaj. 


Leu 


Lys 


He 


Ser 


Ser 


Ala 


Lys 


Gly 


Arg 


Arg Lys 


225 








230 










235 








240 


AT p» 


riitr 


Gly Thr 


Cys 


Ser 


Ser 


His 


Leu 


He 


Val 


Val 


Thr 


Leu 


Phe Tyr 










245 










250 










255 


Ser 


Del 


Val 


He 


Ala 


Val 


Tyr 


Leu 


Gin 


Pro 


Lvs 


Asn 


Pro 


Tyr 


Ala Arg 








260 










265 










270 




Glu 


Arg 


Gly 


Lys 


Phe 


Phe 


Gly 


Leu 


Phe 


Tyr 


Ala 


Val 


Gly 


Thr 


Pro He 






275 










280 










285 






Leu 


Asn 


Pro 


Leu 


Val 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Arg Ala 




290 










295 










300 








Phe 


Trp 


Lys 


Leu 


Leu 


Arg 


Lys 


Asp 


Glu 


Asp 


Ser 


Glu 


Glu 


Ser 


Trp Arg 


305 










310 










315 








320 



<210> 2304 
<211> 317 
<212> PRT 

<213> Mus musculus (M9 5051393-1-149569-1513 95 1755-805) 
<220> 

<221> VARIANT 

<222> (1) . . . (317) 

<223> Xaa = Any Amino Acid 



<400> 2304 



Pro 


Gin 


Ala 


Asn 


His 


Ser 


Ser 


Ala 


Glu 


Arg 


Phe 


Leu 


Leu 


Leu 


Gly 


Phe 


1 








5 










10 










15 




Ser 


Asp 


Trp 


Pro 
20 


Ser 


Leu 


Gin 


Pro 


Val 
25 


Leu 


Phe 


Ala 


Leu 


Val 
30 


Leu 


Leu 


Cys 


Tyr 


Leu 
35 


Leu 


Thr 


Leu 


Thr 


Gly 
40 


Asn 


Ala 


Ala 


Leu 


Val 
45 


Leu 


Leu 


Ala 


He 


Arg 
50 


Asp 


Pro 


Arg 


Leu 


His 
55 


Thr 


Pro 


Met 


Tyr 


Tyr 
60 


Phe 


Leu 


Cys 


His 


Leu 


Ala 


Leu 


Val 


Asp 


Val 


Gly 


Phe 


Thr 


Thr 


Ser 


Val 


Val 


Pro 


Pro 


Leu 


65 










70 










75 










80 


Leu 


Ala 


Ser 


Leu Arg 


Gly 


Ser 


Met 


Leu 


Gin 


Leu 


Pro 


Arg 


Ala 


Gly Cys 










85 










90 










95 




Met 


Ala 


Gin 


Leu 
100 


Cys 


Ser 


Ser 


Leu 


Ala 
105 


Leu 


Gly 


Ser 


Ala 


Glu 
110 


Cys 


Val 


Leu 


Leu 


Ala 
115 


Val 


Met 


Ala 


Leu 


Asp 
120 


Arg 


Ala 


Ala 


Ala 


Val 
125 


Cys 


Asn 


Pro 


Leu 


Arg 
130 


Tyr 


Thr 


Ser 


Leu 


Ala 
135 


Ser 


Pro 


Leu 


Leu 


Cys 
140 


Arg 


Thr 


Leu 


Ala 
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Gly Val 


Ser 


Trp 


Leu 


Gly 


Gly 


Leu 


Ala 


Asn 


Ser 


Ala 


Ala 


Gin 


Thr 


Ala 


145 








150 










155 










160 


Leu Leu 


Ala 


Ala 


Arg 


Pro 


Leu 


Cys 


Ala 


Pro 


Arg 


Cys 


Leu 


Asp 


His 


Phe 








165 










170 










175 




lie Cys 


Glu 


Leu 


Pro 


Ala 


Leu 


Leu 


Gin 


Leu 


Ala 


Cys 


Arg 


Gly 


Gly 


Arg 




180 










185 










190 






Ser Ala 


Thr 


Glu 


Arg 


Gin 


Met 


Phe 


Ala 


Ala 


Arg 


Val 


Val 


He 


Leu 


Leu 




195 










200 










205 








Val Pro 


Ser 


Ala 


Val 


He 


Leu 


Ala 


Ser 


Tyr 


He 


Ala 


Val 


Gly 


Arg 


Ala 


210 










215 










220 










Val Trp 


Gly 


Met 


His 


Ser 


Ser 


Ser 


Gly 


Trp 


Arg 


Lys 


Ala 


Ala 


Ser 


Thr 


225 








230 










235 










240 


Cys Gly 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly 


Ser 


Ala 


Thr 






245 










250 










255 




Tyr Thr 


Tyr 


Leu 


Gin 


Pro 


Thr 


His 


Ser 


Tyr 


Asn 


GJ.n 




Arg 


o±y 


Lys 




260 










265 










270 






Phe Val 


Ser 


Leu 


Phe 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Ala 


Leu 


Asn 


Pro 


Leu 




275 










280 










285 








lie Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 


Ala 


Ala 


Leu 


Arg 


Leu 


290 










295 










300 










Leu Arg 


Ser 


Leu 


Gly Arg 


Pro 


Xaa 


Val 


Gly 


Gin 


Xaa 


Lys 








305 








310 










315 












<210> 2305 




























<211> 348 




























<212> PRT 




























<213> Mus musculus 


(M10 


5051393- 


-1-39874- 


-41685 1277-235) 






<220> 






























<221> VARIANT 


























<222> (1) . . 


. (348) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 2305 




























Val Leu 


Cys 


Thr 


Thr 


Leu 


Ser 


Xaa 


Gln 


Ser 


His 


Pro 


Ser 


Asn 


Xaa 


He 


1 






5 










10 










15 




Gin Met 


Thr 


Met 


Val 


Asn 


Gin 


Ser 


Ser 


Pro 


Val 


Gly 


Phe 


Leu 


Leu 


Leu 






20 










25 










30 






Gly Phe 


Ser 


Glu 


His 


Pro 


Gin 


Leu 


Glu 


Lys 


Val 


Leu 


He 


Val 


Val 


Val 


35 










40 










45 








Leu Cys 


Ser 


Tyr 


Leu 


Leu 


Thr 


Leu 


Leu 


Gly 


Asn 


Thr 


Leu 


He 


Leu 


Leu 


50 










55 










60 










Leu Ser 


Thr 


Leu 


Asp 


Pro 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


65 








70 










75 










80 


Ser Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


Thr 


Cys 


Val 


Pro 








85 










90 










95 




Gin Met 


Leu 


Phe 


Asn 


Leu 


Trp 


Gly 


Pro 


Ala 


Lys 


Thr 


He 


Ser 


Phe 


Leu 






100 










105 










110 






Gly Cys 


Phe 


Val 


Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ser 


Leu 


Gly 


Thr 


Thr 


Glu 


115 










120 










125 








Cys lie 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


130 










135 










140 










Gin Pro 


Leu 


His 


Tyr 


Ala 


Thr 


Val 


He 


His 


Pro 


Arg 


Leu 


Cys 


Cys 


Gin 


145 








150 










155 










160 


Leu Ala 


Ala 


Val 


Ala 


Cys 


Thr 


He 


Gly 


Leu 


Val 


Glu 


Ser 


Val 


Val 


Gin 








165 










170 










175 




Thr Pro 


Ser 


Thr 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Pro 


His 


His 


Gin 


Val 


Asp 






180 










185 










190 






Asp Phe 


Val 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


He 


Arg 


Leu 


Ser 


Cys 


Gly 


Asp 




195 










200 










205 








Thr Thr 


Tyr 


Asn 


Glu 


He 


Gin 


Met 


Ala 


Val 


Ala 


Ser 


Val 


Phe 


He 


Leu 
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210 










215 










220 










Val 


Val 


Pro 


Leu 


Ser 


Leu 


lie 


Leu 


Val 


Ser 


Tyr 


Gly 


Ala 


lie 


Ala 


TV -»- /-r 

Arg 


225 










230 










235 












Ala 


Val 


Leu 


Arg 


He 


Ser 


Ser 


Ala Lys 


Gly 


Arg 


Arg 


Lys 


Ala 


Pne 


vaiy 










245 










O C f\ 

250 










z J J 




Thr 


Cys 


Ser 


Ser 


His 


Leu 


He 


Val 


Val 


Thr 


Leu 


Pne 


Tyr 


Ser 


Ser 


vai 






260 










265 










270 






lie 


Ala 


Val 

Z / D 


Tyr 


Leu 


Gin 


Pro 


Lys 
280 


Asn 


Pro 


Tyr 


Ala 


Arg 


Glu 


Arg 


biy 


Lys 


Phe 


Phe 


Gly Leu 


Phe 


Tyr 


Ala 


Val 


Gly 


Thr 


Pro 


Ser 


Leu 


Asn 


Pro 




290 










295 










300 










Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Arg 


Ala 


Phe 


Arg 


Arg 


305 










310 










315 










320 


Leu 


Leu 


Trp 


Lys 


Glu 
325 


Val 


Lys 


Pro 


Ser 


Xaa 
330 


His 


Thr 


Leu 


Ser 


Lys 
335 


Leu 


Asn 


Gly 


Lys 


Ser 


Ala 


Cys 


Leu 


Val 


Gly Leu 


Ser 


Phe 











340 345 



<210> 2306 
<211> 347 
<212> PRT 

<213> Mus musculus (Mil 5051393-1-46409-49345 2458-1419) 
<220> 

<221> VARIANT 

<222> (1) . . . (347) 

<223> Xaa = Any Amino Acid 



<400> 2306 



Cys 


Pro 


Lys 


Ser 


Thr 


Thr 


Ser 


Gly His 


He 


Glu 


Ser 


Cys 


Met 


Gly 


Gin 


1 








5 










10 










15 




Tyr 


Phe 


Gin 


Leu 
20 


Asp 


Ser 


Xaa 


Gin 


Lys 
25 


Gin 


Thr 


Met 


Val 


Asn 
30 


Gin 


Ser 


Ser 


Pro 


Val 
35 


Gly 


Phe 


Leu 


Leu 


Leu 
40 


Gly 


Phe 


Ser 


Glu 


His 
45 


Pro 


Gin 


Leu 


Glu 


Lys 
50 


Val 


Leu 


Phe 


Val 


He 
55 


Val 


Leu 


Cys 


Ser 


Tyr 
60 


Leu 


Leu 


Thr 


Leu 


Leu 


Gly 


Asn 


Thr 


Leu 


He 


Leu 


Leu 


Leu 


Ser 


Thr 


Leu 


Asp 


Pro 


Arg 


Leu 


65 










70 










75 










80 


His 


Ser 


Pro 


Met 


Tyr 
85 


Phe 


Phe 


Leu 


Ser 


Asn 
90 


Leu 


Ser 


Phe 


Leu 


Asp 
95 


Leu 


Cys 


Phe 


Thr 


Thr 
100 


Thr 


Cys 


Val 


Pro 


Gin 
105 


Met 


Leu 


Phe 


Asn 


Leu 
110 


Trp 


Gly 


Pro 


Ala 


Lys 
115 


Thr 


He 


Ser 


Phe 


Leu 
120 


Gly 


Cys 


Ser 


Val 


Gin 
125 


Leu 


Phe 


He 


Phe 


Leu 


Ser 


Leu Gly 


Thr 


Thr 


Glu 


Cys 


He 


Leu 


Leu 


Thr 


Val 


Met 


Ser 




130 










135 










140 










Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


Val 


145 










150 










155 










160 


He 


His 


Pro 


Arg 


Leu 
165 


Cys 


Trp 


Lys 


Leu 


Ala 
170 


Ala 


Val 


Ala 


Trp 


Met 
175 


Met 


Gly 


Leu 


Leu 


Gin 
180 


Ser 


He 


Val 


Gin 


Thr 
185 


Pro 


Pro 


Thr 


Leu 


Lys 
190 


Leu 


Pro 


Phe 


Cys 


Pro 


His 


Arg 


Gin 


He 


Asp Asp 


Phe 


Leu 


Cys 


Glu 


Val 


Pro 


Ser 






195 










200 










205 








Leu 


He 
210 


Arg 


Leu 


Ser 


Cys 


Gly 
215 


Asp 


Thr 


Thr 


Phe 


Asn 
220 


Glu 


He 


Gin 


Leu 


Ala 


Val 


Ser 


Ser 


Val 


He 


Leu 


Val 


Val 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


225 










230 










235 










240 


Val 


Ser 


Tyr 


Gly Ala 


He 


Ala 


Arg Ala 


Val 


Met 


Arg 


He 


Asn 


Ser 


Thr 










245 










250 










255 
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Glu 


Ala 


Trp 


Lys 


Lys 


Ala 


Leu 


Arg 


Thr 


Cys 


Ser Ser 


His Leu 


lie 


Val 






260 










265 






270 






Val 


Thr 


Leu 


Phe 


Tyr 


Ser 


Ser 


Val 


He 


Ala 


Val Tyr 


Leu Gin 


Pro 


Lys 






275 








280 








o o c 






Asn 


Pro 


Tyr 


Ala 


Gin 


Glu 


Arg 


Gly 


Lys 


Phe 


Phe Gly 


Leu Phe 


Tyr 


Ala 




290 










295 








300 








Val 


Gly 


Thr 


Pro 


Thr 


Leu 


Asn 


Pro 


Leu 


He 


Tyr Thr 


Leu Arg 


Asn 


Lys 


305 








310 










315 






320 


Glu 


Val 


Lys 


Arg 


Ala 


Phe 


Trp 


Arg 


Leu 


Leu 


Gly Lys 


Asp Gly 


Asp 


Ser 










325 










330 






335 




Lys 


Asn 


Thr 


Xaa 


Glu 


He 


Asn 


Ser 


Arg 


Arg 


Thr 









340 345 



<210> 2307 
<211> 326 
<212> PRT 

<213> Mus musculus <M12 5051393-1-65471-67664 1437-460) 



<220> 

<221> VARIANT 

<222> (1)...(326) 

<223> Xaa = Any Amino Acid 



<400> 2307 



Leu 


Asp 


Thr 


Glu 


He 


Met 


Val 


Asn 


Gin 


Ser 


Ser 


Pro 


Val 


Val 


Phe 


Phe 


1 






5 










10 










15 




Leu 


Leu 


Gly 


Phe 


Ser 


Glu 


His 


Pro 


Gin 


Leu 


Lys 


Lys 


Val 


Leu 


Phe 


Val 






20 










25 










30 






Val 


Val 


Leu 


Cys 


Ser 


Tyr 


Leu 


Leu 


Thr 


Leu 


Leu 


Gly 


Asn 


Thr 


Leu 


He 






35 










40 










45 








Leu 


Leu 


Leu 


Ser 


Thr 


Leu 


Asp 


Pro 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 




50 










55 










60 










Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


Thr 


Cys 


65 










70 










75 










80 


Val 


Pro 


Gin 


Met 


Leu 


Phe 


Asn 


Leu 


Trp 


Gly 


Pro 


Ala 


Lys 


Thr 


He 


Ser 










85 










90 










95 




Phe 


Leu 


Gly 


Cys 


Phe 


Val 


Gin 


Leu 


Phe 


He 


Phe 


Met 


Ser 


Leu 


Gly 


Thr 






100 










105 










110 






Thr 


Glu 


Cys 


He 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 






115 










120 










125 








Val 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


Lys 


He 


Asn 


Pro 


His 


Leu 


Cys 




130 










135 










140 










Arg 


Gin 


Leu 


Ala 


Gly 


He 


Ala 


Trp 


Ala 


He 


Gly 


Leu 


Val 


Gin 


Ser 


He 


145 










150 










155 










160 


Val 


Gin 


Thr 


Pro 


Pro 


Thr 


Leu 


Lys 


Leu 


Pro 


Phe 


Cys 


Ser 


His 


Arg 


Gin 










165 










170 










175 




He 


Asp 


Asn 


Phe 


Leu 


Cys 


Glu 


Val 


Pro 


Ser 


Leu 


He 


Gin 


Leu 


Ser 


Cys 








180 










185 










190 






Gly 


Asp 


Thr 


Thr 


Tyr 


Asn 


Glu 


He 


Gin 


Met 


Ala 


Val 


Ala 


Ser 


He 


Phe 






195 










200 










205 








He 


Val 


Val 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Gly 


Ala 


He 




210 










215 










220 










Ala 


Arg 


Ala 


Val 


Leu 


Lys 


He 


Ser 


Ser 


Ala 


Lys 


Gly 


Arg 


Arg 


Lys 


Ala 


225 








230 










235 










240 


Phe 


Gly 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


He 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Ser 








245 










250 










255 




Ser 


Val 


He 


Ala 


Val 


Tyr 


Leu 


Gin 


Pro 


Lys 


Asn 


Pro 


Tyr 


Ala 


Arg 


Glu 








260 










265 










270 






Arg 


Gly 


Lys 


Phe 


Phe 


Gly 


Leu 


Phe 


Tyr 


Ala 


Val 


Gly 


Thr 


Pro 


Thr 


Leu 






275 










280 










285 








Asn 


Pro 


Leu 


Val 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Arg 


Ala 


Phe 



1381 



BNSDOCID: <WO 01271 58A2J_> 



WO 01/27158 



PCTAJSOO/27582 



290 295 300 

Trp Lys Leu Leu Arg Lys Asp Glu Asp Ser Glu Glu Ser Xaa Arg Arg 
305 310 315 320 

Asn Thr Xaa His Thr Phe 
325 

<210> 2308 
<211> 282 
<212> PRT 

<213> Mus musculus (M13 6143913-1-1-2867 848-3) 
<400> 2308 

Leu lie lie Tyr Cys Leu Phe Leu Ser Phe Pro Gly lie Met Asp His 

15 10 15 

Val Asn Tyr Thr Trp Thr Arg Thr Phe lie Leu Ala Gly Phe Thr Thr 

20 25 30 

Ser Gly Thr Leu Gin His Leu Ala Val Phe Gly Thr Leu Cys lie Tyr 

35 40 45 

Leu Leu Thr Leu Ala Gly Asn Leu Phe lie lie Val Leu Val Gin Ala 

50 55 60 

Asp Ser Gly Leu Ser Thr Pro Met Tyr Phe Phe lie Ser Val Leu Ser 
65 70 75 80 

Phe Leu Glu Leu Trp Tyr Val Ser Thr Thr Val Pro Thr Leu Leu His 

85 90 95 

Thr Leu Leu His Gly Pro Ser Pro lie Pro Ser Ser Ala Cys Phe Val 

100 105 110 

Gin Leu Tyr Val Phe His Ser Leu Gly Met Thr Glu Cys Tyr Leu Leu 

115 120 125 

Gly Val Met Ala Leu Asp Arg Tyr Leu Ala lie Cys Arg Pro Leu His 

130 135 140 

Tyr His Ala Leu Met Ser Arg Gin Val Gin Lys Gin Leu Val Gly Val 
145 150 155 160 

Thr Trp Leu Ala Gly Phe Ser Ala Ala Leu Val Pro Ala Gly Leu Thr 

165 170 175 

Ala Ser Leu Pro Tyr Cys Leu Lys Glu Val Ala His Tyr Phe Cys Asp 

180 185 190 

Leu Ala Pro Val Met Gin Leu Ala Cys Val Asp Thr Ser Trp His Ala 

195 200 205 

Arg Leu Tyr lie Ala Val lie Gly Met lie Asn Thr Cys Asn Leu Thr 

210 215 220 

Phe lie Leu Gly Leu Tyr Gly Gly lie Val Arg Ala Val Leu Lys Leu 
225 230 235 240 

Pro Ser Ala Ala Ser Arg Ala Lys Ala Phe Ser Thr Cys Ser Ser His 

245 250 255 

lie Thr Val Val Thr Leu Phe Phe Gly Ser Ala Phe lie Val Tyr Val 

260 265 270 

Gly Pro Pro Glu lie Arg Ala Glu Gly Arg 
275 280 

<210> 2309 
<211> 333 
<212> PRT 

<213> Mus musculus (M14 6143913-1-6180-10825 2950-1952) 
<220> 

<221> VARIANT 

<222> (1)...(333) 

<223> Xaa = Any Amino Acid 

<400> 2310 

Leu Leu Leu Gly Thr Met Asp His Val Asn Tyr Thr Trp Thr Arg Thr 
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1 








5 










10 










15 




Phe 


lie 


Leu 


Ala 


Gly 


Phe 


Thr 


Thr 


Ser 


Gly 


Ala 


Leu 


Arg 


Pro 


Leu 


Ala 








20 










25 










30 






Phe 


Leu 


Gly Thr 


Leu 


Cys 


He 


Tyr 


Leu 


Leu 


Thr 


Leu 


Ala 


Gly Asn 


Leu 






35 










40 










45 








Phe 


lie 


lie 


Val 


Leu 


Val 


Gin 


Ala 


Asp 


Ser 


Gly 


Leu 


Ser 


Thr 


Pro 


Met 




50 










55 










60 










Tyr 


Phe 


Phe 


lie 


Ser 


Val 


Leu 


Ser 


Phe 


Leu 


Glu 


Leu 


Trp 


Tyr 


Val 


Ser 


65 










70 










75 










80 


Thr 


Thr 


Val 


Pro 


Thr 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


His 


Gly 


His 


Ser 


Pro 










85 










90 










95 




lie 


Pro 


Ser 


Ser 


Ala 


Cys 


Phe 


Val 


Gin 


Leu 


Tyr 


Val 


Phe 


His 


Ser 


Leu 








100 










105 










110 






Glv 


Met 


Thr 


Glu 


Cys 


Tyr 


Leu 


Leu 


Gly 


Val 


Met 


Ala 


Leu 


Asp Arg 


Tyr 




115 










120 










125 








Leu 


Ala 


lie 


cys 


Arg 


Pro 


Leu 


His 


Tyr 


His 


Ala 


Leu 


Met 


Ser 


Lys 


Gin 




130 










135 










140 










Val 


Gin 


Leu 


Trp 


Leu 


Ala 


Gly 


Ala 


Thr 


Trp 


Val 


Ala 


Gly 


Phe 


Ser 


Ala 


145 










150 










155 










160 


Ala 


Leu 


Val 


Pro 


Ala 


Cvs 


Leu 


Thr 


Ala 


Ser 


Leu 


Pro 


Tyr 


Cys 


Leu 


Lys 










165 










170 










175 




Glu 


lie 


Ala 


nib 


Tvr 


Phe 


Cys 


Asp 


Leu 


Ala 


Pro 


Leu 


Met 


Arg 


Leu 


Ala 








lou 










185 










190 








Val 


Oct 


1 ill 


Aro 


Tro 


His 


Ala 


Arg 


Val 


His 


Gly 


Ala 


Val 


He 


Gly 






l"j 










200 










205 








Val 


Ala 


rpVi -»- 
1 ill 


\j ±y 


Cvs 


Asn 


Phe 


Val 


Leu 


He 


Leu 


Gly 


Leu 


Tyr 


Gly 


Gly 




210 










215 










220 










lie 


Leu 


i in 


nlu 


Val 


Leu 


Lys 


Leu 


Pro 


Ser 


Ala 


Ala 


Ser 


Arg 


Ala 


Lys 


225 










230 










235 










240 


Ala 


Phe 


Ser 


Thr 


Cvs 


Ser 


Ser 


His 


Met 


Thr 


Val 


Val 


Ala 


Leu 


Phe 


Tyr 










245 










250 










255 




Ala 


Ser 


Ala 


Phe 


Thr 


Val 


Tyr 


Val 


Gly 


Ser 


Pro 


Gin 


Ser 


Arg 


Pro 


Glu 








260 










265 










270 






Gly 


Thr 


Asp 


Lys 


Leu 


He 


Ala 


Leu 


Val 


Tyr 


Ala 


Leu 


Leu 


Thr 


Pro 


Phe 




275 










280 










285 








Leu 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Glu 


Ala 




290 










295 










300 










Val 


Lys 


Arg 


Val 


Ser 


Glu 


Lys 


He 


Arg 


Thr 


Leu 


Leu 


Arg 


Asp 


Thr 


Xaa 


305 








310 










315 










320 


Leu 


Ser 


Leu 


Leu 


Thr 


Leu 


Pro 


Thr 


Phe 


Arg 


Val 


Asn 


Ala 









325 330 



<210> 2311 
<211> 120 
<212> PRT 

<213> Mus musculus (M15 6143913-1-66312-67763 687-330) 
<220> 

<221> VARIANT 

<222> (1)...(120) 

<223> Xaa = Any Amino Acid 



<400> 2311 



Val 


Thr 


Val 


Gly His 


Cys 


Leu Gly 


Gin 


Met 


Ser 


Leu 


Ser 


Val 


Asp 


Thr 


1 






5 










10 










15 




Asp 


Phe 


Leu 


He Glu 


Phe 


Phe 


Cys 


Leu 


Lys 


Arg 


Lys 


Glu 


Lys 


Lys 


Arg 








20 








25 










30 






Lys 


Lys 


Lys 


Asp Cys 


Ser 


Pro 


Leu 


Tyr 


Leu 


Asp 


Ser 


Xaa 


Phe 


Gin 


Ser 






35 








40 










45 








His 


Glu 


He 


Thr Gly 


Ser 


Phe 


Ser 


Phe 


Ser 


Val 


Phe 


His 


Arg 


Ser 


Leu 



50 55 60 
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Leu 


Ser 


Asn 


He 


Ser 


Leu 


Gin 


Met 


Met 


Ala 


Tyr 


Phe 


Gin 


He 


Thr 


Leu 


65 










70 










75 










80 


Pro 


Ser 


Thr 


Phe 


Cys 
85 


He 


Pro 


Xaa 


Gin 


Arg 
90 


Ser 


Gin 


Thr 


Ser 


Ala 
95 


Cys 


He 


Tyr 


Val 


Leu 


Asn 


Asn 


Leu 


Leu 


Ser 


Leu 


Phe 


His 


Ser 


Leu 


He 


Ser 






100 










105 










110 






Ser 


Leu 


Xaa 


Pro 


Thr 


Ala 


Ser 


Thr 



















115 120 



<210> 2312 
<211> 323 
<212> PRT 

<213> Mus musculus (M16 6456795-1-106495-108409 847-1815) 



<400> 2312 



Leu 


Ser 


Ser 


Tyr 


Gin 


Phe 


Leu 


Leu 


Glu 


Lys 


Lys 


Arg 


Pro 


He 


Met 


Asn 


1 








5 










10 










ID 




Cys 


Ser 


Lys 


Thr 


Pro Gly 


Phe 


He 


Leu 


Leu 


Gly 


L»eu 


Ser 


Ser 


Asp 


Pro 








20 










25 










J u 






Glu 


Lys 


Trp 


Gin 


Pro 


Leu 


Phe 


Asn 


He 


Phe 


Leu 


Cys 


Leu 


Tyr 


Leu 


Leu 




35 










40 


















Gly 


Leu 


Leu 


Gly Asn 


Leu 


Leu 


Leu 


Leu 


Leu 


Ala 


He 


Gly 


rnr 


Asp 


vai 




50 










55 










60 










His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Gin 


Leu 


oer 


Leu 


vai 


65 










70 










75 










o r\ 
ou 


Asp 


Leu 


Cys 


Phe 


He 
85 


Thr 


Thr 


Thr 


Ala 


Pro 
90 


Lys 


Met 


Leu 


Glu 


Ala 


Leu 


Trp 


Thr 


Gly 


Asp Gly 


Ser 


He 


Ser 


Phe 


Ser 


Gly 


Cys 


Leu 


Thr 


Gin 


Phe 








100 










105 










J. x u 






Tyr 


Phe 


Phe 
115 


Ala 


Val 


Phe 


Ala 


Asp 
120 


Met 


Asp 


Asn 


Leu 


Leu 
lot; 

-L Z D 


Leu 


Ala 


Val 


Met 


Ala 
13 0 


He 


Asp 


Arg 


Tyr 


Ala 
135 


Ala 


lie 


cys 


HIS 


Pro 


Leu 


•trie 


Tyr 


IT J. \J 


Phe 


Leu 


Met 


Thr 


Pro 


Cys 


Arg 


Cys 


Glu 


Val 


Leu 


Ala 


Ser 


Gly 


Ser 


Trp 


145 










150 










155 










160 


Gly 


He 


Ala 


His 


Cys 


Val 


Ser 


Leu 


Phe 


Tyr 


Thr 


Leu 


Leu 


Leu 


Ser 


Gin 








165 










170 










175 




Phe 


Tyr 


Tyr 


His 
180 


Thr 


Asn 


Gin 


Gly 


He 
185 


Pro 


His 


Phe 


Phe 


Cys 
190 


Asp 


Ser 


Arg 


Pro 


Leu 


Leu 


Leu 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Leu 


Ser 


Glu 


Gly 




195 










200 










205 








Leu 


Met 


Met 


Ala 


Leu 


Ser 


Gly Val 


Leu 


Gly 


Met 


Ser 


Ser 


Val 


Leu 


Cys 




210 










215 










220 










Leu 


Val 


Ser 


Ser 


Tyr Gly Cys 


He 


Phe 


Tyr 


Ala 


Val 


Ala 


Arg 


Val 


Pro 


225 










230 










235 










240 


Ser 


Ala 


Gin 


Gly Lys 


Arg 


Lys 


Ser 


Leu 


Ala 


Thr 


Cys 


Ser 


Ser 


His 


Leu 










245 










250 










255 




Ser 


Val 


Val 


Leu 
260 


Leu 


Phe 


Tyr 


Ser 


Thr 
265 


Val 


Phe 


Ala 


Thr 


Tyr 
270 


Leu 


Lys 


Pro 


Pro 


Ser 
275 


Thr 


Ser 


His 


Ser 


Ser 
280 


Ala 


Glu 


Val 


Val 


Ala 
285 


Ala 


Val 


Met 


Tyr 


Thr 
290 


Leu 


Val 


Thr 


Pro 


Thr 
295 


Leu 


Asn 


Pro 


Phe 


He 
300 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Ser 


Ser 


Leu 


Arg 


Lys 


He 


Leu 


Asn 


Met 


Asp 


Lys 


305 










310 










315 










320 



Phe Gin Gly 



<210> 2313 
<211> 284 
<212> PRT 
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<213> Mus musculus (M17 6456795-1-108765-110526 1744-894) 



<220> 

<221> VARIANT 

<222> (1) - . . (284) 

<223> Xaa = Any Amino Acid 



<400> 2313 





He 




He 


Cys 


Val 


Cvs 


Val 


x 








5 








CVS 


He 


Ser 


He 


Cys 


Thr 


Tyr 


Leu 








20 










Gin 


Val 


Val 


He 


Lys 


Leu 


Lys 


Val 






35 










40 


Xaa 




Met 


Ser 


Val 


Glu 


Lys 


Arg 




50 










55 




Tyr 


Levi 


Aid 


A c; t~s 
noil 


Pvc 

v.. y o 


Phe 


Leu 


Gin 












70 






Arg 




Tip 
lie 


Cys 


Leu 


Leu 


He 


Val 










ft s 

O J 








lie 


cys 




His 


Leu 


Xaa 


xyx 


Pro 








i nn 










L6U 


vs±y 


.flics 


vjiy 


Leu 


1 11 JL 


1 Xlx. 


Ser 






Tic: 










120 


nld 


Leu 




nlu 


m n 




m y 


Phe 




-L -3 U 










13 5 




r lit; 


Tyr 


Tyr 


ASp 


Phe 


Ser 


Pro 


Leu 


















Gly 


Leu 


Val 


Gin 


Val 


Thr 


Thr 


Phe 










165 








Val 


Pro 


Phe 


Gly 


Leu 


Val 


Leu 


He 








180 










Val 


Leu 


Arg 


Val 


Pro 


Ser 


Arg 


Thr 






195 










200 


Cys 


Ser 


Ser 


His 


Leu 


Asp 


Glu 


Val 




210 










215 




Val 


Trp 


Tyr 


Thr 


Glu 


Pro 


Ser 


Ala 


225 










230 






Val 


He 


Ala 


Leu 


Leu 


Tyr 


Thr 


Val 










245 








He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Gin 


Glu 








260 










Leu 


Tyr 


Cys 


Lys 


Pro 


Thr 


Glu 


Met 






275 










280 



<210> 2314 
<211> 312 
<212> PRT 

<213> Mus musculus (M18 6456795 



Cys 


Val 


Cys 


Val 


Cys 


Val 


Cys 


Val 




10 










15 




His 


He 


Xaa 


He 


His 


Met 


Cys 


Val 


25 










30 






Lys 


Xaa 


Val 


Thr 


Trp 


Lys 


Glu 


Val 










45 








Thr 


Gin 


Ser 


Arg 


Gin 


Lys 


Ser 


Gly 








60 










Ser 


Phe 


He 


Leu 


Gly 


Ser 


Val 


Asp 






75 










80 


Met 


Val 


Tvr 


Asp 


His 


Tvr 
-* 


Leu 


Thr 




90 










95 




Phe 


Leu 


Met 


Gly 


Pro 


Leu 


Trp Gly 


J- yj J 










110 






Phe 


Val 


Val 


Asp 


Glu 


Leu 


He 


Val 










125 








Cys 


Val 


Pro 


Lys 


Gin 


He 


Asp 


His 








140 










Val 


Val 


Leu 


Ala 


Tyr 


Thr 


Asp 


Thr 






155 










160 


Val 


Leu 


Phe 


Val 


Val 


Phe 


Leu 


Thr 




170 










175 




Ser 


Cys 


Ala 


Gin 


He 


Ala 


Val 


Thr 


185 










190 






Arg 


Arg 


Asn 


Lys 


Ala 


Phe 


Ser 


Thr 










205 








Ser 


Thr 


Phe 


Tyr Gly 


Ser 


Leu 


Met 








220 










Val 


His 


Ser 


Gin 


He 


Leu 


Ser 


Lys 






235 










240 


Val 


Thr 


Thr 


He 


Phe 


Asp 


Pro Gly 




250 










255 




Val 


Gin 


Gin 


Ser 


Leu 


Arg 


Arg 


His 


265 










270 






Xaa 


Pro 


Lys 


Arg 











1-142088-143512 370-1305) 



<400> 2314 

He Ser Pro Arg Met Asn Cys Ser Gin Ala Pro Gly Phe He Leu Leu 

15 10 15 

Gly Leu Pro Arg Glu Pro Glu Lys Trp Gin His Phe Phe He He Phe 

20 25 30 

Leu Gly Leu Tyr Leu Leu Gly Leu Leu Gly Asn Leu Leu Leu Leu Leu 

35 40 45 

Ala He Gly Ser Asp Val His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Gin Leu Ser Leu Val Asp Leu Cys Phe He Thr Thr Thr Ala Pro 
65 70 75 80 
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Lvs 


Thr 


Leu 


Glu 


Thr 
85 


Trr> 


Trn 


Thr 


Glv 


Asp 
90 


Glv 


Ser 


lie 


Ser 


Phe 
95 


Ser 


Glv 


Cys 


Leu 


Thr 
10O 


Gin 


Leu 


Tvr 


Phe 


Phe 
105 


Glv 


Val 


Phe 


Ala 


Asp 
110 


Met 


Asp 


Asn 


Levi 


Leu 
115 


Leu 


Ala 


Val 


Met 


Ala 
120 


lie 


Asp 


Aro 


Tvr 


Ala 
125 


Ala 


lie 


Cys 


His 


Pro 
130 


Leu 


Leu 


Tyr 


Pro 


Leu 
135 


Leu 


Met 


Thr 


Pro 


Cvs 
140 


Ara 


Cvs 


Glu 


Val 


Leu 


VaX 


Ser Gly Ser 


Tina 


Glv 


lie 


Ala 


His 


Cvs 


Val 


Ser 


Leu 


Met 


Tvr 


145 










150 










155 










160 


Thr 


L»eu 


Leu 


Leu 


Ser 

1 £ R 
IOj 


Gin 


Leu 


Tvr 


Phe 


His 
170 


Thr 


Asn 


Gin 


Glu 


lie 
175 


Pro 


Arn 




XT 


180 




Cys 


Arg 


Pro 


Leu 
185 


Leu 


Leu 


Leu 


Ser 


Cys 
190 


Ser 


Asp 


X XIX 


Mi <5 
nx 0 


Leu 
195 


Asn 


Glu 


Val 


Leu 


Met 
200 


Met 


Ala 


Leu 


Ala 


Glv 
205 


Val 


Leu 


Glv 


V d X 


Ser 
210 


Ala 


Val 


Leu 


^yt> 


lie 
215 


Val 


Ser 


Ser 


x y x 


Glv 
220 


Cvs 


lie 


Phe 


Tvr 




VaX 


Ala 


Arg 


Val 


t X w 


Ser 


Ala 


Gin 


Glv 
oxy 


Lys 


Arg 


Lys 


Ala 


Leu 


Thr 


225 










230 










235 










240 


Thr 


Over 


Ser 


Ser 


His 
245 


Leu 


Ser 


Val 


Val 


Leu 
250 


Leu 


Phe 


Tvr 


Ser 


Thr 
255 


Val 


Phe 


Ala 


Thr 


Tyr 
260 


Leu 


Lys 


Pro 


Pro 


Ser 
265 


Thr 


Ser 


His 


Ser 


Ser 
270 


Gly 


Glu 


Val 


Val 


Ala 

275 


Ala 


Val 


Met 


Tyr 


Thr 
280 


Leu 


Val 


Thr 


Pro 


Thr 
285 


Leu 


Asn 


Pro 


Phe 


lie 
290 


Tyr 


Ser 


Leu 


Arg 


Asn 
295 


Lys 


Asp 


Val 


Lys 


Ser 
300 


Ser 


Leu 


Arg 


Arg 


Val 


Leu 


Asn 


lie 


Glu 


Lys 


Ser 


Gin 



















305 310 



<210> 2315 
<211> 325 
<212> PRT 

<213> Mus musculus (M19 6456795-1-14626-16881 1501-527) 



<220> 

<221> VARIANT 

<222> (1)...(325) 

<223> Xaa = Any Amino Acid 



<400> 2315 

Cys Pro Phe Leu Xaa Val Met Ser Asn Gin Thr Ser Val Thr Glu Phe 

15 10 15 

Leu Leu Leu Gly Val Thr Asp lie Gin Glu Leu Asn Pro lie Leu Phe 

20 25 30 

Val lie Phe Phe Thr lie Tyr Phe Val Asn lie Thr Gly Asn Gly Ala 

35 40 45 

lie Leu Met lie Val lie Leu Asp Pro Arg Leu His Ser Pro Met Tyr 

50 55 60 

Phe Phe Leu Gly Asn Leu Ala Cys Leu Asp lie Cys Phe Ser Thr Val 
65 70 75 80 

Thr Leu Pro Lys Met Leu Gin Asn Leu Leu Ser Thr Asn Lys Ala lie 

85 90 95 

Ser Phe Leu Gly Cys lie Thr Gin Leu His Phe Phe His Phe Leu Gly 

100 105 110 

Ser Thr Glu Ala Met Leu Leu Pro Val Met Ala Phe Asp Arg Phe Val 

115 120 125 

Ala lie Cys Arg Pro Leu His Tyr Ser Val lie Met Asn His Gin Leu 

130 135 140 

Cys lie His Met Thr Val Thr lie Trp Thr Leu Gly Phe Phe His Ala 
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145 










150 










155 










160 


Leu 


Leu 


His 


Ser 


Val 
165 


Met 


Thr 


Ser 


Arg 


Leu 
170 


Ser 


Phe 


Cys 


Gly 


Pro 
175 


Asn 


His 


Val 


His 


His 
180 


Phe 


Phe 


Cys 


Asp 


He 
185 


Lys 


Pro 


Leu 


Leu 


Asp 
190 


Leu 


Ala 


Cys 


Gly 


Asn 


Thr 


Glu 


Leu 


Asn 


Leu 


Trp 


Leu 


Leu 


Asn 


Thr 


Val 


Thr 


Gly 




195 










200 










205 








Thr 


He 
210 


Ala 


Leu 


Thr 


Pro 


Phe 
215 


Phe 


Leu 


Thr 


Phe 


Leu 
220 


Ser 


Tyr 


Phe 


Tyr 


He 


He 


Thr 


Tyr 


Leu 


Phe 


Leu 


Lys 


Thr 


Arg 


Ser 


Cys 


Ser 


Met 


Leu 


His 


225 










230 










235 










240 


Lys 


Ala 


Leu 


Ser 


Thr 
245 


Cys 


Ala 


Ser 


His 


Phe 
250 


Met 


Val 


Val 


He 


Leu 
255 


Leu 


Tyr 


Val 


Pro 


Val 
260 


Leu 


Phe 


Thr 


Tyr 


He 
265 


Arg 


Pro 


Ala 


Ser 


Gly 
270 


Ser 


Ser 


Leu 


Asp 


Gin 
275 


Asp 


Arg 


He 


He 


Ala 
280 


He 


Met 


Tyr 


Ser 


Val 
285 


Val 


Thr 


Pro 


Ala 


Leu 
290 


Asn 


Pro 


Leu 


He 


Tyr 
295 


Thr 


Leu 


Arg 


Asn 


Lys 
300 


Glu 


Val 


Arg 


Ser 


Ala 


Leu 


Asn Arg 


Lys 


Val 


Arg 


Arg 


Trp 


Leu 


Xaa 


Phe 


Glu 


Glu 


He 


Xaa 


305 










310 










315 










320 


He 


Thr 


Leu 


Leu 


Trp 

























325 



<210> 2316 
<211> 237 
<212> PRT 

<213> Mus musculus (M20 6456795-1-147325-149242 1694-983) 
<220> 

<221> VARIANT 

<222> (1) . . . (237) 

<223> Xaa = Any Amino Acid 



<400> 2316 



Leu 


Xaa 


Thr 


Tyr 


He 


Pro 


Thr 


His 


Thr 


His 


Thr 


His 


Thr 


His 


Thr 


His 


1 








5 










10 










15 




Thr 


His 


Thr 


His 
20 


He 


Tyr 


He 


Cys 


Asn 
25 


Tyr 


Asn 


Val 


Gin 


Arg 
30 


Asn 


Asn 


Gly 


Tyr 


Gin 
35 


Val 


Asp 


His 


Tyr 


Leu 
40 


Xaa 


He 


Cys 


His 


Pro 
45 


Leu 


His 


Tyr 


Pro 


Leu 
50 


Leu 


Met 


Gly 


His 


Gin 
55 


Trp 


Cys 


Leu 


Gly 


Phe 
60 


Val 


Leu 


Thr 


Leu 


Gin 


Leu 


Phe 


Gly 


He 


Thr 


Val 


Asp 


Gly 


Leu 


Val 


Val 


lie 


Leu 


Val 


Ala 


65 










70 










75 










80 


Gin 


Met 


Trp 


Phe 


Cys 


Gly 


Pro 


Asn 


Leu 


He 


Asp Tyr 


Phe 


Xaa 


Tyr 


Asn 










85 










90 










95 




Phe 


Ser 


Pro 


He 
100 


Met 


Asp 


Leu 


Ala 


Xaa 
105 


Ser 


Asp 


Thr 


Gin 


Val 
110 


Phe 


Gin 


Val 


He 


Thr 
115 


Phe 


Val 


Leu 


Ser 


Val 
120 


Val 


Phe 


Leu 


Thr 


Val 
125 


Pro 


Phe 


Gly 


Leu 


Val 
130 


Leu 


He 


Ser 


Tyr 


He 
135 


Gin 


He 


Val 


Val 


Thr 
140 


Val 


Leu 


Arg 


Val 


Leu 


Ser 


Gly 


Asp 


Arg 


Arg 


Thr 


Lys 


Asp 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


145 










150 










155 










160 


Leu 


Ala 


Val 


Val 


Ser 
165 


Thr 


Phe 


Tyr 


Arg 


Ser 
170 


Leu 


Met 


Val 


Leu 


Tyr 
17 5 


Thr 


Val 


Pro 


Leu 


Leu 
180 


Leu 


Ser 


Lys 


Val 


He 
185 


Ala 


Leu 


Leu 


Tyr 


Lys 
190 


Val 


Val 


He 


Pro 


He 


Phe 


Asn 


His 


Val 


He 


Tyr 


Thr 


Leu Arg 


Asn 


Gin 


Glu 


Val 






195 










200 










205 
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Pro Xaa Ala Leu Arg Arg His Leu Tyr Cys Lys Pro Thr Glu Met Xaa 

210 215 220 

Pro Lys Met Glu Gly Ser Lys Asp Phe Leu Phe Asn Cys 
225 230 235 

<210> 2317 
<211> 237 
<212> PRT 

<213> Mus musculus (M21 6456795-1-153518-155435 1694-983) 
<220> 

<221> VARIANT 

<222> (1)...(237) 

<223> Xaa = Any Amino Acid 



<400> 2317 



Leu 


Xaa 


Thr 


Tyr 


lie 


Pro 


Thr 


His 


Thr 


His 


Thr 


His 


Thr 


His 


Thr 


His 


1 








5 










10 










lb 




Thr 


His 


Thr 


His 


He 


Tyr 


He 


Cys 


Asn 


Tyr 


Asn 


Val 


Gin 


Arg 


Asn 


Asn 








20 










25 










J U 






Gly 


Tyr 


Gin 


Val 


Asp 


His 


Tyr 


Leu 


Xaa 


lie 


Cys 


His 


Pro 


Leu 


HIS 


Tyr 






J D 




















A 








Pro 


Leu 


Leu 


Met Gly His 


Gin 


Trp 


Cys 


Leu 


Gly 


Phe 


Val 


Leu 


Thr 


Leu 




50 










55 










60 










Gin 


Leu 


Phe 


Gly 


He 


Thr 


Val 


Asp 


Gly 


Leu 


Val 


Val 


He 


Leu 


Val 


Ala 


65 










70 










75 










80 


Gin 


Met 


Trp 


Phe 


Cys 


Gly 


Pro 


Asn 


Leu 


He 


Asp 


Tyr 


Phe 


Xaa 


Tyr 


Asn 










85 










90 










95 




Phe 


Ser 


Pro 


He 


Met 


Asp 


Leu 


Ala 


Xaa 


Ser 


Asp 


Thr 


Gin 


Val 


Phe 


Gin 








100 










105 










110 






Val 


lie 


Thr 


Phe 


Val 


Leu 


Ser 


Val 


Val 


Phe 


Leu 


Thr 


Val 


Pro 


Phe 


Gly 






115 










120 










125 








Leu 


Val 


Leu 


He 


Ser 


Tyr 


He 


Gin 


He 


Val 


Val 


Thr 


Val 


Leu 


Arg 


Val 




130 










135 










140 










Leu 


Ser 


Gly 


Asp 


Arg 


Arg 


Thr 


Lys 


Asp 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


145 










150 










155 










160 


Leu 


Ala 


Val 


Val 


Ser 


Thr 


Phe 


Tyr 


Arg 


Ser 


Leu 


Met 


Val 


Leu 


Tyr 


Thr 










165 










170 










175 




Val 


Pro 


Leu 


Leu 


Leu 


Ser 


Lys 


Val 


He 


Ala 


Leu 


Leu 


Tyr 


Lys 


Val 


Val 








180 










185 










190 






lie 


Pro 


He 


Phe 


Asn 


His 


Val 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Gin 


Glu 


Val 






195 










200 










205 








Pro 


Xaa 


Ala 


Leu Arg Arg 


His 


Leu 


Tyr 


Cys 


Lys 


Pro 


Thr 


Glu 


Met 


Xaa 




210 










215 










220 










Pro 


Lys 


Met 


Glu 


Gly 


Ser 


Lys 


Asp 


Phe 


Leu 


Phe 


Asn 


Cys 









225 230 235 



<210> 2318 
<211> 318 
<212> PRT 

<213> Mus musculus (M22 6456795-1-37464-41929 1501-549) 
<220> 

<221> VARIANT 

<222> (1)...(318) 

<223> Xaa = Any Amino Acid 

<400> 2318 

Cys Val He Phe Xaa Val Met Leu Asn Gin Thr Ser Val Thr Glu Phe 

15 10 15 

He Leu Leu Gly Val Arg Asp He Gin Glu Pro Gin Pro Phe Leu Phe 
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20 25 30 

Ala He Phe Phe Thr He Tyr Phe Val Asn He Thr Gly Asn Gly Ala 

35 40 45 

He Leu Met He Val He Leu Asp Pro Arg Leu His Ser Pro Met Tyr 

50 55 60 

Phe Phe Leu Gly Asn Leu Ala Cys Leu Asp He Ser Tyr Ser Thr Val 
6 5 70 75 80 

Thr Val Pro Lys Met Leu Glu Asn Leu Leu Ser Thr Asn Lys Ala He 

85 90 95 

Ser Leu Leu Gly Cys He Thr Gin Leu His Phe Phe His Phe Leu Gly 

100 105 HO 

Thr Thr Glu Ser Leu Leu Leu Ala Val Met Ala Phe Asp Arg Phe Val 

115 120 125 

Ala He Cys Arg Pro Leu His Tyr Ser Val He Met Asn Trp Gin Val 

130 135 140 

Cys He Leu Met Ala Val Thr He Trp Thr He Ala Phe Leu His Ala 
145 150 155 160 

Leu Leu His Ser Val Met Thr Ser Arg Leu Ser Phe Cys Gly Leu Asn 

165 170 175 

His He His His Phe Phe Cys Asp Val Lys Pro Leu Leu Glu Leu Ala 

180 185 190 

Cys Gly Asn Thr Glu Leu Asn Leu Trp Leu Leu Asn Thr Val Thr Gly 

195 200 205 

Thr He Ala Ser Val Pro Phe Phe Leu Thr Phe Leu Ser Tyr Phe Tyr 

210 215 220 

He He Thr Tyr Leu Phe Leu Lys Thr Arg Ser Cys Ser Met Leu His 
225 230 235 240 

Lys Ala Leu Ser Thr Cys Ala Ser His Phe Met Val Val Val Leu Phe 

245 250 255 

Tyr Ala Pro Val Leu Phe Thr Tyr He Arg Pro Thr Ser Gly Ser Ser 

260 265 270 

Leu Asp Gin Asp Arg He He Ala He Met Tyr Ser Val Val Thr Pro 

275 280 285 

Ala Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Lys Glu Val Arg Ser 

290 295 300 

Ala Leu Asn Arg Lys Val Arg Arg Trp Leu Leu Leu Glu Glu 
305 310 315 

<210> 2319 
<211> 308 
<212> PRT 

<213> Mus musculus (M23 6456795-1-63066-65167 771-1694) 



<400> 2319 






















Val 


Leu Leu 


Asn 


His 


Thr 


Leu Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu Gly Val 


1 






5 








10 








15 


Thr 


Asp He 


Gin 


Glu 


Leu 


Asn Pro 


He 


Leu 


Phe 


Val 


Thr 


Val Leu Ala 






20 








25 










30 


Met 


Tyr Phe 


Val 


Asn 


Val 


Ala Gly Asn Gly Ala 


He 


Leu 


Met He Val 




35 








40 










45 




He 


Ser Asp 


Pro 


Arg 


Leu 


His Leu 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu Gly Asn 




50 








55 








60 




Leu 


Ala Cys 


Leu 


Asp 


He 


Cys Phe 


Ser 


Thr 


Val 


Thr 


Val 


Pro Lys Met 


65 








70 








75 






80 


Leu 


Glu Asn 


Phe 


Phe 


Ser 


Thr Ser 


Lys 


Ala 


He 


Ser 


Phe 


Leu Gly Cys 


He 






85 








90 








95 


Thr Gin 


Leu 


His 


Phe 


Phe Asn 


Phe 


Leu 


Gly Ser 


Thr 


Glu Ala Leu 






100 








105 










110 


Leu 


Leu Thr 


Val 


Met 


Ala 


Phe Asp Arg 


Phe 


Val 


Ala 


He 


Cys Arg Pro 




115 








120 










125 


Leu 


His Tyr 


Pro 


Ala 


He 


Met Asn 


Ser 


Gin 


Val 


Cys 


He 


Gin Val Ala 
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1 in 










135 










140 










Tie 

lie 


Ser 


Tl p> 


1 xp 


Ala 


He 


Pro 


Phe 


Leu 


His 


Ala 


Leu 


Val 


His 


Ser 


He 


145 








150 










155 










160 


Leu 


i nr 


Scr 


f5l n 


Leu 

-LO J 


Asn 


Phe 


Cvs 


Glv 


Ser 
170 


Asn 


His 


He 


His 


His 
175 


Phe 


nun 


Cys 


Asp 


V d -L 




Pro 


Leu 


Leu 


Glu 


Leu 


Ala 


Cys 


Gly Asn 


Thr 


Glu 
















185 










190 






Leu 


Asn 


Arg 


Trp 


Leu 


Leu 


Asn 




Leu 


Thr 


Glv 


Thr 


Val 


Ala 


He Gly 






195 








200 










205 








Leu 


Fne 
210 


.rne 


Leu 


T>iy- 

X Hi 




Leu 
215 


Ser 


Tvr 


Phe 


Tvr 


He 
220 


Val 


Thr 


Tyr 


Leu 


rTie 


Leu 


Lys 


TV»r* 
1 1 IX 


Arg 


OCX. 


Cys 


Ser 


Met 


Leu 


His 


LVS 


Ala 


Leu 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Ala 


Ser 


His 


Phe 


Met 


Val 


Val 


Met 


He 


Phe 


Tyr 


Ala 


Pro 


Val 


Leu 








245 










250 










255 




Phe 


He 


Tyr 


He 


Asn 


Pro 


Asp 


Ser 


Gly 


Ser 


Ser 


Leu 


Glu 


Lys 


Asp 


Arg 






260 










265 










270 






He 


He 


Ala 
275 


Val 


Met 


Tyr 


Thr 


Val 
280 


Val 


Thr 


Pro 


Ala 


Leu 
285 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Arg 


Gly 


Ala 


Leu 


Asn 


Arg 


Lys 



290 295 300 

He Arg He Leu 
305 



<210> 2320 
<211> 325 
<212> PRT 

<213> Mus musculus (M24 6456795-1-750-2697 1501-527) 
<220> 

<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa = Any Amino Acid 

<400> 2320 



Cys 


Pro 


Phe 


Leu 


Xaa 


Val 


Met 


Ser 


Asn 


Gin 


Thr 


Ser 


Val 


Thr 


Glu 


Phe 


1 








5 










10 










15 




Leu 


Leu 


Leu 


Gly 
20 


Val 


Thr 


Asp 


He 


Gin 
25 


Glu 


Leu 


Asn 


Pro 


He 
30 


Leu 


Phe 


Val 


He 


Phe 
35 


Phe 


Thr 


He 


Tyr 


Phe 
40 


He 


Asn 


He 


Thr 


Gly 
45 


Asn 


Gly 


Ala 


He 


Leu 
50 


Met 


He 


Val 


He 


Leu 

55 


Asp 


Pro 


Arg 


Leu 


His 
60 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu Gly Asn 


Leu 


Ala 


Cys 


Leu 


Asp 


He 


Ser 


Tyr 


Ser 


Thr 


Val 


65 










70 










75 










80 


Thr 


Val 


Pro 


Lys 


Leu 


Leu 


Gin 


Asn 


Leu 


Leu 


Ser 


Thr 


Ser 


Lys 


Ala 


He 








85 










90 










95 




Ser 


Phe 


Leu Gly 


Cys 


He 


Thr 


Gin 


Leu 


His 


Phe 


Phe 


His 


Phe 


Leu 


Gly 








100 










105 










110 






Ser 


Thr 


Glu 
115 


Thr 


Met 


Leu 


Leu 


Pro 
120 


Val 


Met 


Ala 


Phe 


Asp 
125 


Arg 


Phe 


Val 


Ala 


He 
130 


Cys 


Arg 


Pro 


Leu 


His 
135 


Tyr 


Ser 


Val 


He 


Met 
140 


Asn 


His 


Gin 


Leu 


Cys 


He 


His 


Met 


Thr 


Val 


Thr 


He 


Trp 


Thr 


Leu 


Gly 


Phe 


Phe 


His 


Ala 


145 










150 










155 










160 


Leu 


Leu 


His 


Ser 


Val 
165 


Met 


Thr 


Ser 


Arg 


Leu 
170 


Ser 


Phe 


Cys 


Gly 


Pro 
175 


Asn 


His 


Val 


His 


His 
180 


Phe 


Phe 


Cys 


Asp 


He 
185 


Lys 


Pro 


Leu 


Leu 


Asp 
190 


Leu 


Ala 


Cys 


Gly 


Asn 


Thr 


Glu 


Leu 


Asn 


Leu 


Trp 


Leu 


Leu 


Asn 


Thr 


Val 


Thr Gly 


195 










200 










205 
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Thr lie Ala Leu Thr Ser Phe Phe Leu lie Phe Leu Ser Tyr Phe Tyr 

210 215 220 

lie He Thr Asn Leu Leu Leu Lys Thr Arg Ser Cys Ser Met Leu His 
225 230 235 240 

Lys Ala Leu Ser Thr Cys Ala Ser His Phe Met Val Val Val Leu Phe 

245 250 255 

Tyr Ala Pro Val Leu Phe Thr Tyr He Arg Pro Ala Ser Gly Ser Ser 

260 265 270 

Leu Asp Gin Asp Thr He He Ala He Met Tyr Ser Val Val Thr Pro 

275 280 285 

Ala Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Lys Glu Val Arg Ser 

290 295 300 

Ala Leu Asn Arg Lys Val Arg Arg Trp Leu Xaa Pro Glu Glu Ser Lys 
305 310 315 320 

Glu Val Phe Phe Ser 
325 

<210> 2321 
<211> 177 
<212> PRT 

<213> Mus musculus (M25 6456795-1-78460-79066 2-526) 
<220> 

<221> VARIANT 

<222> (1)...<177) 

<223> Xaa = Any Amino Acid 

<400> 2321 

Val Ser Ala His Val Cys Met Gly Cys Xaa Leu Ser Trp Pro Val Arg 

15 10 15 

Cys Glu He He Phe Gly Val Met His Thr Thr Val Asn Phe Ser He 

20 25 30 

Val Leu Cys Gly Thr Ser Val He His Xaa Phe Cys Asp Val Leu Leu 

35 40 45 

Val Leu Lys Leu Ser Cys Leu Tyr Asp His Val Ser Glu He Ala He 

50 55 60 

Ser Asp Phe Ser He Ser Leu Ala Phe Phe Cys Phe He Ser Pro Asn 
65 70 75 80 

Phe Thr Tyr Val His He Phe Ser Thr Glu Leu Arg Met Pro Phe Val 

85 90 95 

Glu Gly Lys Thr Ser Val Phe Ser Thr Cys Leu Cys His Met Thr Ser 

100 105 HO 

He Leu Phe He Pro Thr Gly He Phe Glu Phe Leu Arg Ser His Thr 

115 120 125 

Glu Ser Ser Thr Ser Leu Asp Phe He Leu Asn Phe Ser Tyr Phe Ser 

130 135 140 

Leu Ser Thr Leu Asn Pro Gly He Tyr Ser Leu Arg Asn Glu Ala Val 
145 150 155 160 

Asp Thr Val Gin Arg Lys He Phe Phe Phe Lys Glu Lys Tyr Leu Phe 
165 170 175 

Leu 



<210> 2322 
<211> 308 
<212> PRT 

<213> Mus musculus (M26 6456795-1-84123-8723 8 211-1134) 
<400> 2322 

Val Leu Leu Asn His Thr Phe He Thr Glu Phe Leu Leu Leu Gly Val 
15 10 15 
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Thr Asp lie Gin Glu Leu Asn Pro lie Leu Phe Val Met Val Leu Ala 

20 25 30 

Met Tyr Phe lie Asn Val Phe Gly Asn Gly Ala He Met Met He Val 

35 40 45 

He Leu Asp Ser Arg Leu Tyr Ser Pro Met Tyr Phe Phe Leu Gly Asn 

50 55 60 

Leu Ala Cys Leu Asp He Cys Phe Ser Thr Val Thr Val Pro Lys Met 
65 70 75 80 

Leu Glu Asn Phe Phe Ser Thr Ser Lys Ala He Ser Phe Leu Gly Cys 

85 90 95 

He Thr Gin Leu His Phe Phe His Phe Leu Gly Cys Thr Asp Ala Leu 

100 105 110 

Leu Leu Thr Val Met Ala Phe Asp Arg Phe Val Ala He Cys Arg Pro 

115 120 125 

Leu His Tyr Pro Ser He Met Asn Arg Gin Val Cys He Gin Val Ala 

130 135 140 

Ala Thr He Trp Ala He Pro Phe Leu His Ala Leu Val His Ser He 
145 150 155 160 

Leu Thr Ser Gin Leu Asn Phe Cys Gly Ser Asn Arg He His His Phe 

165 170 175 

Phe Cys Asp Val Lys Pro Leu Leu Glu Leu Ala Cys Gly Asn Thr Glu 

180 185 190 

Leu Asn Arg Trp Leu Leu Asn Thr Leu Ala Gly Thr He Gly He Gly 

195 200 205 

Leu Phe Phe Leu Thr Phe Leu Ser Tyr Phe Tyr He Val Thr Tyr Leu 

210 215 220 

Phe Leu Lys Thr His Ser Cys Ser Met Leu His Lys Ala Leu Ser Thr 
225 230 235 240 

Cys Ala Ser His Phe Met Val Val Met He Phe Tyr Ala Pro Val Leu 

245 250 255 

Phe He Tyr He Asn Pro Asp Ser Gly Ser Ser Leu Glu Lys Asp Arg 

260 265 270 

He He Ala Val Met Tyr Thr Val Val Thr Pro Ala Leu Asn Pro Leu 

275 280 285 

He Tyr Ala Leu Arg Asn Lys Glu Val Arg Cys Ala Leu Asn Arg Lys 

290 295 300 

Leu Arg He Leu 
305 

<210> 2323 
<211> 314 
<212> PRT 

<213> Mus musculus (M27 6456795-1-89089-90071 35-969) 
<220> 

<221> VARIANT 

<222> (1) . . . (314) 

<223> Xaa = Any Amino Acid 

<400> 2323 

Ser Leu Phe Tyr Ser Gin Arg Ser Arg Met Asn Val Ala Asn Phe Thr 

15 10 15 

Ala Met Thr He Phe Leu Leu Leu Met Gly Phe Ser Arg Asn Ser Gin 

20 25 30 

Val Glu He He Phe Ser Thr Leu Ala Leu Val Val Leu He Gly Thr 

35 40 45 

He Ser He Val Ala Val Thr Ser Leu Ser He Arg Leu Cys Ser Leu 

50 55 60 

Met Pro Phe Leu Leu He His Leu Phe Cys Phe Asp Val Cys Tyr He 
65 70 75 80 

Ser Val Met Met Pro Lys Ser Val Cys Ser Ser Phe Met Tyr Ser Ala 
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85 90 95 

Tyr He Ser Leu He Glu Cys Thr Leu Gin Val Phe Tyr Ser Gin Ser 

100 105 110 

Ser Tyr Thr Ala Met Ala He Leu Thr Val Met Ser Tyr Asp Cys Tyr 

115 120 125 

Met Ala Val Trp His Lys Val He Thr Asn Val Ser Thr Cys He His 

130 135 140 

Gly Val Leu Ala Val Leu Val Asn Gly Cys Glu He lie Phe Gly Val 
145 150 155 160 

Met His Thr Thr Leu Thr Phe Ser He Tyr He Cys Gly Thr Ser Thr 

165 170 175 

He Arg Xaa Phe Cys Asp Val Leu Leu Val Leu Lys Leu Ser Phe Thr 

180 185 190 

Asn Asp His Val Asn Glu Leu Glu Ser Leu Ala Phe Ser Ser Val Glu 

195 200 205 

Gly Arg Thr Lys Ser Phe Ser Thr Cys Leu Gly His Val Ser Val Gly 

210 215 220 

Ser Leu Phe Asn Pro Pro Gly Val Phe Glu Phe Leu Asn Pro Tyr Ser 
225 230 235 240 

Glu Ser Pro Thr Ser Leu Asp He He Val Thr Val Phe He Leu Pro 

245 250 255 

Gin Thr Leu Ser Val Glu He Tyr Ser Leu Ser Asn Glu Ala He Asp 

260 265 270 

Thr Ala Xaa Arg Lys Phe Phe Phe Gin Arg Lys Thr Ser Leu Ser He 

275 280 285 

Leu His Tyr Phe Leu Leu Gly Ser His He Xaa Xaa Val Leu Arg Lys 

290 295 300 

Thr Thr Val Ser Met Asn Gin Leu Lys Leu 
305 310 

<210> 2324 
<211> 309 
<212> PRT 

<213> Mus musculus (M28 6456795-1-95949-101645 434-1360) 



<400> 2324 




























Val 


Leu 


Leu 


Asn 


Gin 


Thr 


Leu 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly Val 


1 








5 










10 










15 




Thr 


Asp 


He 


Gin 
20 


Glu 


Leu 


Asn 


Pro 


He 
25 


Leu 


Phe 


Val 


Thr 


Val 
30 


Leu 


Ala 


Met 


Tyr 


Phe 


Val 


Asn 


Val 


Ala 


Gly Asn 


Gly 


Ala 


He 


Leu 


Leu 


He 


Val 






35 










40 










45 








He 


Ser 


Asp 


Pro 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly Asn 




50 










55 










60 










Leu 


Ala 


Cys 


Leu 


Asp 


He 


Cys 


Phe 


Ser 


Thr 


Val 


Thr 


Val 


Pro 


Lys 


He 


65 










70 










75 










80 


Leu 


Asp 


Asn 


Phe 


Phe 
85 


Ser 


Thr 


Ser 


Lys 


Ala 
90 


He 


Ser 


Phe 


Leu 


Gly 
95 


Cys 


He 


Thr 


Gin 


Leu 
100 


Tyr 


Phe 


Phe 


His 


Leu 
105 


Leu 


Gly 


Ser 


Thr 


Glu 
110 


Ala 


Leu 


Leu 


Leu 


Ala 
115 


Val 


Met 


Ala 


Phe 


Asp 
120 


Arg 


Phe 


Val 


Ala 


He 
125 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 


Pro 


Ser 


He 


Met 


Asn Gly 


Gin 


Val 


Cys 


He 


Gin 


Val 


Ala 




130 










135 










140 










He 


Ser 


He 


Trp 


Ala 


He 


Pro 


Phe 


Val 


His 


Ala 


Leu 


Val 


His 


Ser 


He 


145 










150 










155 










160 


Leu 


Thr 


Ser 


Gin 


Leu 
165 


Asn 


Phe 


Cys 


Gly 


Ser 
170 


Asn 


Gin 


He 


His 


His 
175 


Phe 


Phe 


Cys 


Asp 


Val 


Lys 


Pro 


Leu 


Leu 


Glu 


Leu 


Ala 


Cys 


Gly Asn 


Thr 


Glu 








180 










185 










190 






Leu 


Asn 


Arg 


Trp 


Leu 


Leu 


Asn 


Thr 


Phe 


Thr 


Gly 


Thr 


Phe 


Ala 


He 


Gly 
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195 200 205 

Leu Phe Phe Leu Thr Phe Leu Ser Tyr Phe Tyr He He Thr Tyr Leu 

210 215 220 

Phe Leu Lys Thr Arg Ser Cys Ser Met Leu His Lys Ala Leu Ser Thr 
225 230 235 240 

Cys Ala Ser His Phe Met Val Val Met He Phe Tyr Ala Pro Val Leu 

245 250 255 

Phe He Tyr He Asn Pro Asp Ser Gly Ser Ser Leu Glu Lys Asp Arg 

260 265 270 

He He Ala Val Met Tyr Thr Val Val Thr Pro Ala Leu Asn Pro Leu 

275 280 285 

He Tyr Thr Leu Arg Asn Lys Glu Val Arg Gly Ala Leu Asn Arg Lys 

290 295 300 

Leu Arg He Leu Leu 
305 

<210> 2325 
<211> 296 
<212> PRT 

<213> Mus musculus (M29 6691272-106-1-1090 908-19) 
<220> 

<221> VARIANT 

<222> (1) . . . (296) 

<223> Xaa = Any Amino Acid 

<400> 2325 

Cys He Phe He Gly Val Phe Leu He Ser Ser Ala Ser Gly Ala Met 

15 10 15 

Pro Gly Gin Asn Tyr Ser Thr He Ser Glu Phe He Leu Phe Gly Phe 

20 25 30 

Ser Ala Phe Pro His Gin Met Leu Pro Ala Leu Phe Leu Leu Tyr Leu 

35 40 45 

Leu Met Tyr Leu Phe Thr Leu Leu Gly Asn Leu Val He Met Ala Ala 

50 55 60 

He Trp Thr Glu His Arg Leu His Thr Pro Met Tyr Leu Phe Leu Cys 
65 70 75 80 

Ala Leu Ser He Ser Glu He Leu Phe Thr Val Val He Thr Pro Arg 

85 90 95 

Met Leu Ser Asp Met Leu Ser Thr His Arg Ser He Thr Phe He Ala 

100 105 110 

Cys Ala Asn Gin Leu Phe Phe Ser Phe Thr Phe Gly Tyr Thr His Ser 

115 120 125 

Phe Leu Leu Val Val Met Gly Tyr Asp Arg Tyr Val Ala He Cys Arg 

130 135 140 

Pro Leu His Tyr His Ala Leu Met Ser Leu Gin Gly Cys Ala Arg Leu 
145 150 155 160 

Val Ala Trp Ser Trp Ala Gly Gly Ser Leu He Gly Met Ala Leu Thr 

165 170 175 

He He He Phe His Leu Thr Phe Cys Glu Ser Asn Val He His His 

180 185 190 

He Leu Cys His Val Phe Ser Leu Leu Lys Leu Ala Cys Gly Glu Arg 

195 200 205 

Thr Ala Phe Val Thr He Ala Val He Leu Val Cys Val Thr Pro Leu 

210 215 220 

He Gly Cys Leu Val Phe He He Leu Ser Tyr He Phe He Val Ala 
225 230 235 240 

Ala He Leu Arg He Pro Ser Thr Glu Gly Arg His Lys Thr Phe Ser 

245 250 255 

Thr Cys Ala Ser His Leu Thr Val Val He Val His Tyr Gly Phe Ala 
260 265 270 
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Ser Leu lie Tyr Leu Gin Gly Tyr Pro Leu Glu Ser Asp Xaa Thr Gly 

275 280 285 

Met Ser Ser Trp His Ala Ser Phe 
290 295 

<210> 2326 
<211> 334 
<212> PRT 

<213> Mus musculus (M30 6691273-103-1206-2961 586-1585) 
<220> 

<221> VARIANT 

<222> (1)...(334) 

<223> Xaa = Any Amino Acid 



<400> 2326 



Trp 


Ala 


Asn 


Gin 


Ser 


Arg 


Ala 


Arg 


Glu 


Leu 


Glu 


Phe 


Val 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ala 


His 


Val 


Pro 


Ser 


Leu 


Arg 


Pro 


Met 


Leu 


Ala 


Ala 


Leu 


Phe 


Leu 








20 










25 










30 






Ala 


Ala 


Phe 


Leu 


Leu 


Thr 


Met 


Ser Gly Asn 


Ser 


Leu 


He 


Val 


Leu 


Leu 






35 










40 










45 








Thr 


Ser 


Leu 


Asp 


Phe Gly 


Leu 


Arg 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Arg 




50 










55 










60 










Gin 


Leu 


Ala 


Leu 


Val 


Glu 


He 


Cys 


Phe 


Ser 


Leu 


Asp 


Val 


Ala 


Pro 


Arg 


65 










70 










75 










80 


Leu 


Leu 


Val 


Thr 


Leu 


Leu 


Gin 


Pro Gly Arg Gly 


Val 


Ser 


Pro 


Thr 


Ser 










85 










90 










95 




Cys 


Ala 


Leu 


Gin 


Leu 


Leu 


Leu 


Val 


Leu 


Ser 


Cys 


Val 


Thr 


Ser 


Glu 


Cys 








100 










105 










110 






Phe 


Leu 


Leu 


Met 


Val 


Met 


Ala 


Trp 


Asp 


Arg 


Phe 


Leu 


Ala 


He 


Cys 


Arg 






115 










120 










125 








Pro 


Leu 


Arg 


Tyr 


Gly 


Ala 


He 


Met 


Ser 


Pro 


Gin 


Leu 


Cys 


Tyr 


Leu 


Leu 




130 










135 










140 










Ala 


Thr 


Thr 


Cys 


Trp 


Leu 


Ala 


Gly 


He 


Pro 


Val 


Ala 


Leu 


Val 


Phe 


Thr 


145 










150 










155 










160 


lie 


Trp 


Leu 


Phe 


Asn 


Phe 


Pro 


Phe 


Cys 


Gly 


Pro 


Arg 


Gly 


He 


Arg 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


He 


Ala 


Pro 


Leu 


Leu 


Ser 


Leu 


Val 


Cys 


Ala 


Asp 


Thr 








180 










185 










190 






Arg 


Val 


Phe 


Glu 


Ala 


Asn 


Val 


Phe 


Val 


Ala 


Thr 


Val 


Leu 


Val 


He 


Met 






195 










200 










205 








Val 


Pro 


Phe 


Cys 


Leu 


He 


Ala 


Thr 


Ser 


Tyr 


Val 


Met 


He 


Leu 


Val 


Ala 




210 










215 










220 










Val 


Leu 


Arg 


Met 


Pro 


Ser 


Ala 


Ser 


Gly Arg 


His 


Lys 


Ala 


Leu 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


He 


Val 


Val 


He 


Leu 


Phe 


Tyr 


Gly 


Thr 


Thr 


Gly 










245 










250 










255 




Val 


He 


His 


Leu 


Arg 


Pro 


Lys 


Ala 


Ser 


Tyr 


Ser 


Pro 


Glu 


Ser 


Lys 


Gin 








260 










265 










270 






Val 


Val 


Ser 


Leu 


Ser 


Tyr 


Thr 


Met 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Ala 


Ala 


Phe 


Gly Arg Val 




290 










295 










300 










Cys 


Cys 


Gly Arg Xaa 


Glu 


Ser 


Arg 


Leu 


His 


Glu 


Xaa 


Thr 


His 


Leu 


Leu 


305 










310 










315 










320 


Cys 


Gin 


Pro 


Phe 


Ser 


Val 


Arg 


Xaa 


Leu 


Leu 


Arg 


Pro 


Thr 


Phe 







325 330 



<210> 2327 
<211> 330 
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<212> PRT 

<213> Mus musculus (M31 6691273-105-4369-6206 1597-608) 
<220> 

<221> VARIANT 

<222> (1)...(330) 

<223> Xaa = Any Amino Acid 

<400> 2327 

Val Leu Leu Xaa Cys Tyr Xaa Arg Thr Asp Asp Asn Asn Trp Leu Val 

15 10 15 

Ser Leu Gin Met Ala Arg Ser Leu Glu Leu Ala Asn Met Thr Arg Val 

20 25 30 

Gin Lys Phe Leu Leu Leu Gly Leu Ser Thr Arg Leu Asp lie Arg Asp 

35 40 45 

Ala Leu Phe Ala Val Phe Leu Thr Leu Tyr Leu Leu Thr Leu Val Glu 

50 55 60 

Asn Thr Leu lie lie Tyr Leu lie Phe Ser His Lys Glu Leu His Lys 
65 70 75 80 

Pro Met Tyr Phe Phe Leu Gly Asn Leu Ser Cys Leu Glu Met Cys Tyr 

85 90 95 

Val Ser Val Thr Met Pro Thr Leu Leu Val Gly Leu Trp Thr Gly Pro 

100 105 110 

Tyr His lie Pro Phe Thr Leu Cys Met Thr Gin Leu Phe Phe Phe lie 

115 120 125 

Val Leu lie Cys Thr Glu Cys Thr Leu Leu Ala Ser Met Ala Tyr Asp 

130 135 140 

Arg Tyr Val Ala lie Cys Arg Pro Leu His Tyr Pro Leu Leu Met Arg 
145 150 155 160 

Pro Gin Val Cys Leu Gly Leu Ala Leu Ser Ser Trp Leu Gly Gly Leu 

165 170 175 

He Val Ser Val Ala Lys Thr Thr Cys He Ala Ser Leu Ser Tyr Cys 

180 185 190 

Gly Pro Asn Val Leu Asn Gin Phe Phe Cys Asp Val Ser Pro Leu Leu 

195 200 205 

Asn Leu Ser Cys Thr His Val Ala Leu Thr Glu Leu Val Asp Phe He 

210 215 220 

Ser Ala He Val He Phe Cys Gly Thr Leu Leu Val Ser Leu Ala Ser 
225 230 235 240 

Tyr Ser Ala He Gly Met Ala Val Leu Arg Met Pro Ser Ala Ala Ala 

245 250 255 

Arg Arg Lys Ala Phe Ser Thr Cys Ala Ser His Leu Val Val Val Gly 

260 265 270 

He Phe Tyr Ser Ala Ala Leu Phe He Tyr Cys Arg Pro Ser Arg He 

275 280 285 

Lys Ser Met Asp Leu Asn Lys Val Leu Ser Val He Tyr Thr Val Val 

290 295 300 

Thr Pro Leu Cys Asn Pro He He Tyr Cys Leu Arg Asn Lys Glu Val 
305 310 315 320 

His Thr Val Leu Lys Lys Thr Leu His Trp 
325 330 

<210> 2328 
<211> 319 
<212> PRT 

<213> Mus musculus (M32 6691273-108-10257-11726 1388-432) 
<220> 

<221> VARIANT 

<222> (1) . . . (319) 

<223> Xaa = Any Amino Acid 
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<400> 2328 



Leu 


Val 


Pro 


Ser 


Phe 


Gin 


Arg 


His 


Thr 


Met 


Ala 


Asn 


Leu 


Ser 


Thr 


Val 


1 








5 










10 










15 




Ser 


Val 


Phe 


He 


Leu 


Gin 


Gly 


Phe 


Ser 


Ala 


Val 


Pro 


Ala 


Leu 


Gin 


Leu 








20 










25 










30 






Leu 


Ser 


Met 


Ala 


He 


Phe 


Leu 


Leu 


He 


Tyr 


Leu 


Ala 


Ala 


Val 


Leu 


Gly 






35 










40 










45 








Asn 


Val 


Ser 


He 


Met 


He 


Ala 


Val 


Thr 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 




50 










55 










60 










Pro 


Met 


Tyr Phe 


Phe 


He 


Lys 


His 


Leu 


Ser 


Leu 


Val 


Asp 


Leu 


Cys 


Ser 


65 










70 










75 










80 


Thr 


Ser 


Thr 


Thr 


Leu 


Pro 


Arg 


Ala 


Leu 


Val 


Ala 


Thr 


Met 


Ala 


Asp 


Thr 










85 










90 










95 




Lys 


Glu 


He 


Ser 


Leu 


Pro 


Ala 


Cys 


Ala 


Ser 


Gin 


Leu 


Phe 


Ala 


Phe 


Val 








100 










105 










110 






Cys 


Phe 


Gly 


Ser 


Leu 


Glu 


Cys 


Phe 


Leu 


He 


Thr 


Ala 


Met 


Ala 


Phe 


Asp 






115 










120 










125 








Arg 


Cys 


Leu 


Ala 


He 


Tyr 


Arg 


Pro 


Leu 


Thr 


Tyr 


Gly 


Val 


Thr 


Met 


Ser 




130 










135 










140 










Ser 


Gin 


Thr 


Cys 


Val 


Ser 


Leu 


Val 


Val 


Val 


Ala 


Trp 


Val 


Ser 


Gly 


Leu 


145 










150 










155 










160 


Leu 


Phe 


Ser 


Thr 


Phe 


His 


Met 


Val 


Asn 


Thr 


Phe 


Ser 


Leu 


Pro 


Phe 


Cys 










165 










170 










175 




Glv 


Pro 


Asn 


Met 


He 


Asp 


His 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Pro 


Leu 


Met 








180 










185 










190 






His 


Leu 


Ala 


Cys 


Gly Asp 


Thr 


Gin 


Gly 


His 


Glu 


Ala 


Ala 


Gly 


Phe 


He 






195 










200 










205 








Val 


Ser 


Gly Cys 


Val 


He 


Met 


Thr 


Cys 


Phe 


Ala 


Leu 


Thr 


Cys 


Leu 


Ser 




210 










215 










220 










Tyr 


Val 


Leu 


He 


Val 


Tyr 


Thr 


Val 


Val 


His 


He 


Arg 


Ser 


Ala 


Ala 


Gly 


225 










230 










235 










240 


Arg 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Ala 


Thr 


Val 


Leu 










245 










250 










255 




Leu ■ 


Phe 


Tyr Gly 


Thr 


Gly 


Ser 


Ser 


Ala 


Tyr 


Met 


Gin 


Pro 


Thr 


Ala 


His 








260 










265 










270 






Tyr 


Ser 


Pro 


Leu 


Gin Gly 


Arg 


Met 


Ala 


Ala 


He 


Phe 


Tyr 


Ser 


He 


Leu 






275 










280 










285 








Met 


Pro 


Thr 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 




290 










295 










300 










Lys 


Ala 


Ala 


Leu 


Arg 


Lys 


Leu 


Tyr 


Pro 


Gin 


Val 


Pro 


Ser 


Xaa 


He 





305 310 315 



<210> 2329 
<211> 133 
<212> PRT 

<213> Mus musculus (M33 6850399-12-3847-5066 800-1195) 



<220> 

<221> VARIANT 

<222> (1) . . . (133) 

<223> Xaa = Any Amino Acid 



<400> 2329 



Thr 


Glu 


Leu 


Asn 


Ser 


Cys 


Leu 


Gin 


Trp Leu Pro He 


Leu 


His 


Arg 


Ser 


1 








5 








10 






15 




Thr 


Thr 


Glu 


Ala 


Ser 


Ser 


Ala 


Val 


Leu Xaa Glu Leu 


Leu 


Leu 


Gin 


Arg 








20 










25 




30 






Pro 


Ala 


Ser 


Ala 


Leu 


Xaa 


Pro 


Pro 


He Gly Ser Ser 


Asp 


Leu 


Ala 


Gly 






35 










40 




45 








Cys 


Phe 


Ser 


Val 


Tyr 


He 


Leu 


Thr 


Leu Thr Asp Asn 


Thr 


Thr 


Val 


Arg 
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50 55 60 

lie Asn Ser Phe Leu Asn His Lys Leu His Thr Pro Met Ser Ser Phe 
65 70 75 80 

Cys Phe Gly Leu Ser lie Leu Asp Leu Cys Phe Thr Pro Ser Thr Val 

85 90 95 

Pro Pro Asp His Gin lie Leu Gly Asn Pro Xaa Gly Pro Glu Lys Leu 

100 105 110 

Ala He Leu Val Xaa Ala He Gin Leu Ser Val Ala Leu Gly Phe Gly 

115 120 125 

Ser Thr Val Cys Val 
130 



<210> 2330 
<211> 191 
<212> PRT 

<213> Mus musculus (M35 6850399-2-1-641 21-587) 



<220> 

<221> VARIANT 

<222> (1)...(191) 

<223> Xaa = Any Amino Acid 



<400> 2330 



Asp 


Ala 


He 


Ser 


Gin 


Pro 


Leu 


His 


Tyr 


Gly 


Ala 


He 


Thr 


His 


Ser 


Glu 


1 








5 










10 










15 




He 


Leu 


Trp 


Gin 
20 


Leu 


Ala 


Thr 


Val 


Ala 
25 


Gin 


He 


Ser 


Gly 


Phe 
30 


Val 


Glu 


Phe 


Arg 


Ser 
35 


Pro 


Ser 


He 


Phe 


Gin 
40 


Leu 


Pro 


Arg 


Cys 


Gly 
45 


Gly 


Gly 


Gly 


Val 


Val 
50 


Cys 


Lys 


Ala 


Xaa 


Asn 
55 


Tyr 


Leu 


Cys 


Arg 


His 
60 


Asn 


Phe 


Pro 


Gly 


Lys 


Xaa 


Leu 


Ser 


Thr 


Val 


Thr 


Ala 


Leu 


Cys 


Val 


Val 


Thr 


Leu 


Met 


Gly 


65 










70 










75 










80 


Leu 


Val 


Leu 


Val 


Ser 
85 


Tyr 


Val 


Ser 


He 


Val 
90 


Lys 


Gly 


Val 


Leu 


Arg 
95 


Gly 


Gly 


Pro 


He 


Glu 
100 


Asp 


Met 


Gly 


Lys 


Ala 
105 


Phe 


Gly 


Thr 


Cys 


Gly 
110 


Tyr 


His 


Leu 


He 


Ala 
115 


Gly 


Leu 


Leu 


Phe 


Phe 
120 


Lys 


Ala 


He 


He 


Ser 
125 


Val 


Tyr 


Thr 


His 


Pro 
130 


Arg 


Asn 


Glu 


Phe 


Thr 
135 


Gly 


Ser 


His 


Gly 


Lys 
140 


Pro 


Phe 


Leu 


Leu 


Leu 


Tyr 


Pro 


Val 


Val 


Met 


Pro 


Ser 


Leu 


Gly 


Pro 


Leu 


He 


Asp 


Thr 


Leu 


145 










150 










155 










160 


Arg 


Ser 


Gin 


Glu 


Ser 
165 


Ser 


Arg 


Val 


He 


Lys 
170 


Arg 


Leu 


Val 


Ala 


Lys 
175 


Asp 


Xaa 


Lys 


Leu 


Ser 
180 


Arg 


Lys 


Asn 


Thr 


Xaa 
185 


Cys 


Thr 


Ser 


Arg 


Ser 
190 


Trp 





<210> 2331 
<211> 320 
<212> PRT 

<213> Mus musculus (M36 7263202-1-54100-55962 166-1125) 



<400> 2331 

Ser Ser Gin Ala Pro Glu Lys Gin Gin Asp Asn Gly Thr Trp Leu Val 

15 10 15 

Thr Glu Phe Leu Leu Val Gly Phe Ser Asn Leu Pro Glu Leu Arg Pro 

20 25 30 

Thr Leu Phe He Leu Phe Leu Leu Thr Tyr Leu Val Thr Leu Ser Gly 

35 40 45 

Asn Ala Thr He He Thr He He Gin Val Asp Arg Thr Leu His Thr 
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50 










55 










60 










Pro 


Met 


Tyr Arg 


Phe 


Leu 


Ala 


Val 


Leu 


Ser 


Leu 


Ser 


Glu 


Thr 


Cys 


Tyr 


65 










70 










75 










80 


Thr 


Leu 


Val 


Thr 


He 
85 


Pro 


Asn 


Met 


Leu 


Ala 
90 


His 


Leu 


Leu 


Met 


Glu 
95 


Ser 


Gin 


Ala 


He 


Ser 


He 


Ala Gly 


Cys 


Arg 


Ala 


Gin 


Met 


Phe 


Phe 


Phe 


Leu 








100 










105 










110 






Glv 


Leu 


Gly 
115 


Cys 


Ser 


His 


Cys 


Phe 
120 


Leu 


Leu 


Thr 


Leu 


Met 
125 


Gly 


Tyr 


Asp 


Arq 


Tyr 
130 


Val 


Ala 


He 


Cys 


His 
135 


Pro 


Leu 


Arg 


Tyr 


Ser 
140 


Val 


He 


Met 


Arg 


Pro 


Thr 


Val 


Cys 


Leu 


Cvs 


Leu 


Gly 


Ala 


Leu 


Val 


Phe 


Cys 


Ser Gly 


Phe 


145 










150 










155 










160 


Ser 


Val 


Ala 


Leu 


He 
165 


Glu 


Thr 


Cys 


Met 


He 
170 


Phe 


Ser 


Ser 


Pro 


Phe 
175 


Cys 


Gly 


Ala 


Gly His 


Val 


Glu 


His 


Phe 


Phe 


Cys 


Asp 


He 


Ala 


Pro 


Val 


Leu 








180 










185 










190 






Lys 


Leu 


Ser 


Cys 


Asp 


Glu 


Ser 


Ser 


Leu 


Lys 


Gly Leu Gly He 


Phe 


Phe 






195 










200 










205 








Leu 


Ser 
210 


He 


Leu 


Val 


Val 


Leu 
215 


Val 


Ser 


Phe 


Leu 


Phe 
220 


He 


Leu 


Leu 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Ala 


Ala 


He 


Val 


Arg 


He 


Pro 


Ser 


Ala 


Ser 


Gly 


225 










230 










235 










240 


A rn 


Arg 


Lys 


Ala 


Phe 
245 


Ser 


Thr 


Cvs 


Ala 


Ala 
250 


His 


Leu 


Thr 


Val 


Val 
255 


He 


Val 


His 


Phe Gly 


Cys 


Ala 


Ser 


He 


He 


Tyr 


Leu 


Arg 


Pro 


Asp 


Ser 


Gly 








260 










265 










270 






Ala 


Asn 


Pro 
275 


Ser 


Gin 


Asp 


Arg 


Leu 
280 


Val 


Ala 


Val 


Phe 


Tyr 
285 


Thr 


Val 


Val 


Thr 


Pro 
290 


Leu 


Leu 


Asn 


Pro 


Val 
295 


Val 


Tyr 


Thr 


Leu 


Arg 
300 


Asn 


Lys 


Glu 


Val 


Arg 


Val 


Ala 


Leu 


Arg 


Lys 


Asn 


Leu 


Ala 


Arg 


Gly 


Cys 


Gly Ala 


Phe 


Lys 


305 










310 










315 










320 



<210> 2332 
<211> 122 
<212> PRT 

<213> Mus musculus (M38 7340303-58-1-1344 4-367) 
<220> 

<221>- VARIANT 
<222> (1)...(122) 
<223> Xaa = Any Amino Acid 

<400> 2332 

His Leu Ser Glu Glu Val Gly 

1 5 
Ser Ser Phe Ala Leu Thr Val 
20 

Val Leu Arg He Pro Ser Val 
35 

Cys Ser Ser His Leu Thr Thr 

50 55 
Phe Val Tyr Leu Arg Pro Ala 
65 70 
Leu Ala Ser He Phe Tyr Ser 
85 

Val Tyr Cys Leu Arg Asn Lys 
100 

Tyr Cys Gly Arg Lys Tyr Xaa 
115 



Phe 


Ala 


Val 


Ser Ser Cys He Val 


Met 






10 


15 




Val 


Ser 


Tyr 


He Gly He Val Ala 


Thr 




25 




30 




Glu 


Gly 


Arg 


Trp Lys Ala Phe Ser 


Thr 


40 






45 




Val 


He 


Leu 


Phe Tyr Gly Thr Gly 


Ser 








60 




Ser 


Gin 


Tyr 


Ser Pro Thr Leu Gly 


Pro 








75 


80 


Val 


Val 


Thr 


Pro Ser Leu Asn Pro 


Val 






90 


95 




Asp 


Met 


Lys 


Phe Ala Leu Gin Lys 


Leu 




105 




110 




Asp 


Leu 


Glu 






120 
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<210> 2333 
<211> 356 
<212> PRT 

<213> Mus musculus (M41 7363372-318-7546-10891 3278-2211) 
<220> 

<221> VARIANT 

<222> (1) . . . (356) 

<223> Xaa = Any Amino Acid 



<400> 2333 



Tvr 


Val 


Phe 


Phe 


Cys 


Phe 


Gin Tyr 


Ser 


Xaa 


Glu 


Trp 


Lys 


Thr 


Glu 


Leu 


1 








5 










10 










15 




Glu 


Met 


Asp 


Val 
20 


Ser 


Asn 


Gin 


Thr 


Thr 
25 


Val 


Thr 


Glu 


Phe 


Val 
30 


Leu 


Leu 


Gly 


Leu 


Ser 
35 


Ala 


His 


Pro 


Lys 


Leu 
40 


Glu 


Lys 


Thr 


Phe 


Phe 
45 


Val 


Leu 


He 


Leu 


Ser 


Met 


Tvr 


Leu 


Val 


He 


Leu 


Leu Gly 


Asn Gly Val 


Leu 


He 


Leu 




50 










55 










60 










Val 


Ser 


He 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


65 










70 










75 










80 


Gly 


Asn 


Leu 


Ser 


Phe 
85 


Leu 


Jen 


He 


Cys 


Tyr 
90 


Thr 


Thr 


Ser 


Ser 


Val 
95 


Pro 


Leu 


Val 


Leu 


Asp 
100 


Gly 


Phe 


Leu 


Thr 


Pro 
105 


Arg 


Lys 


Thr 


He 


Ser 
110 


Phe 


Ser 


Glv 


Cvs 


Ala 
115 


Val 


Gin 


Met 


Phe 


Leu 
120 


Ser 


Phe 


Ala 


Met 


Gly 
125 


Ala 


Thr 


Glu 


Cys 


Val 


Leu 


Leu 


Gly Met 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 




130 










135 










140 










Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


Val 


Val 


Met 


Asn 


Lys 


Ala 


Ala 


Tyr 


Val 


Pro 


145 










150 










155 










160 


Met 


Ala 


Val 


Ser 


Ser 


Trp 


Val 


Ala 


Gly Gly 


Ala 


Asn 


Ser 


Leu 


Val 


Gin 










165 










170 










175 




He 


Ser 


Leu 


Ala 


Val 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly Asp Asn 


Val 


He 


Asn 








180 










185 










190 






His 


Phe 


He 
195 


Cys 


Glu 


He 


Leu 


Ala 
200 


Val 


Leu 


Lys 


Leu 


Ala 

205 


Cys 


Ala 


Asp 


He 


Ser 


He 


Asn 


Val 


He 


Ser 


Met 


Gly Val 


Ala 


Asn 


Val 


He 


Phe 


Leu 




210 










215 










220 










Gly 


Val 


Pro 


Val 


Leu 


Phe 


He 


Phe 


Val 


Ser 


Tyr 


He 


Phe 


He 


Leu 


Ser 


225 










230 










235 










240 


Thr 


He 


Leu 


Arg 


He 
245 


Pro 


Ser 


Ala 


Glu 


Gly 
250 


Arg 


Lys 


Lys 


Ala 


Phe 
255 


Ser 


Thr 


Cys 


Ser 


Ala 
260 


His 


Leu 


Thr 


Val 


Val 
265 


He 


He 


Phe 


Tyr 


Gly 
270 


Thr 


He 


Leu 


Phe 


Met Tyr Gly Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro 


Leu 


Gly 


Ala 


Asp 






275 










280 










285 








Lys 


Gin 
290 


Asp 


Leu 


Ala 


Asp 


Lys 
295 


Leu 


He 


Ser 


Leu 


Phe 
300 


Tyr 


Gly 


Leu 


Leu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Leu 


Arg Asn 


Lys 


Asp 


Val 


305 










310 










315 










320 


Lys 


Ala 


Ala 


Val 


Arg 


Asn 


Leu 


Ala 


Ser 


His 


Arg Cys 


Leu 


Thr 


Phe 


Xaa 








325 










330 










335 




Trp 


Arg 


Asp 


Arg 


Ala 


His 


Asp 


Pro 


His 


Val 


Leu 


Met 


Ala 


Leu 


Thr 


Xaa 



340 345 350 



Glu Ser Tyr Cys 
355 

<210> 2334 
<211> 331 
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<212> PRT 

<213> Mus musculus (M42 7363372-319-4901-8603 988-1980) 



<400> 2334 



Cys 


Pro 


Leu 


Leu 


Ser 


Gin 


Asp 


Gly 


Lys 


Arg 


Thr 


Cys 


Glu 


Met 


Glu 


Gly 


1 








5 










10 










15 




Ala 


Asn 


Gin 


Ser 
20 


Thr 


Val 


Ala 


Glu 


Phe 
25 


Val 


Leu 


Leu 


Gly 


Leu 
30 


Ser 


Asp 


His 


Pro 


Lys 
35 


Leu 


Glu 


Lys 


Thr 


Phe 
40 


Phe 


Val 


Leu 


He 


Leu 
45 


Leu 


Met 


Tyr 


Leu 


Val 
50 


He 


Leu 


Leu 


Gly 


Asn 
55 


Gly 


Val 


Leu 


He 


Leu 
60 


Val 


Ser 


He 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


Asn 


Leu 


Ser 


65 










70 










75 










80 


Phe 


Leu 


Asp 


He 


Cys 
85 


Tyr 


Thr 


Thr 


Ser 


Ser 
90 


He 


Pro 


Leu 


Val 


Leu 
95 


Asp 


Gly 


Phe 


Leu 


Thr 
100 


Pro 


Arg 


Lys 


Thr 


He 
105 


Ser 


Phe 


Ser 


Gly 


Cys 
110 


Ala 


Val 


Gin 


Met 


Phe 
115 


Leu 


Ser 


Phe 


Ala 


Met 
120 


Gly 


Ala 


Thr 


Glu 


Cys 
125 


Val 


Leu 


Leu 


Gly 


Met 
130 


Met 


Ala 


Phe 


Asp 


Arg 
135 


Tyr 


Val 


Ala 


He 


Cys 
140 


Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


Val 


Val 


Met 


Asn 


Lys 


Ser 


Ala 


Tyr 


Val 


Pro 


Met 


Ala 


Val 


Ser 


145 










150 










155 










160 


Ser 


Trp 


Val 


Ala 


Gly 
165 


Gly 


Ala 


Asn 


Ser 


Leu 
170 


Val 


Gin 


He 


Ser 


Leu 
175 


Ala 


Val 


Gin 


Leu 


Pro 
180 


Phe 


Cys 


Gly 


Asp 


Asn 
185 


Val 


He 


Asn 


His 


Phe 
190 


Thr 


Cys 


Glu 


He 


Leu 
195 


Ala 


Val 


Leu 


Lys 


Leu 
200 


Ala 


Cys 


Ala 


Asp 


He 
205 


Ser 


He 


Asn 


Val 


He 
210 


Ser 


Met 


Gly 


Val 


Ala 
215 


Asn 


Val 


He 


Phe 


Leu 
220 


Gly 


Val 


Pro 


Val 


Leu 


Phe 


He 


Phe 


Val 


Ser 


Tyr 


He 


Phe 


He 


Leu 


Ser 


Thr 


He 


Leu 


Arg 


225 










230 










235 










240 


He 


Pro 


Ser 


Ala 


Glu 
245 


Gly 


Arg 


Lys 


Lys 


Ala 
250 


Phe 


Ser 


Thr 


Cys 


Ser 
255 


Ala 


His 


Leu 


Thr 


Val 
260 


Val 


Leu 


Val 


Phe 


Tyr 
265 


Gly 


Thr 


He 


Leu 


Phe 
270 


Met 


Tyr 


Gly 


Lys 


Pro 
275 


Lys 


Ser 


Lys 


Asp 


Pro 
280 


Leu 


Gly 


Ala 


Asp 


Lys 
285 


Gin 


Asp 


Val 


Ser 


Asp 
290 


Lys 


Leu 


He 


Ser 


Leu 
295 


Phe 


Tyr 


Gly 


Val 


Leu 
300 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Ala 


Ala 


Val 


305 










310 










315 










320 


Arg 


Asn 


Leu 


Val 


Gly 
325 


Gin 


Lys 


Cys 


Leu 


He 
330 


Gin 













<210> 2335 
<211> 324 
<212> PRT 

<213> Mus musculus (M43 7363372-320-18353-20567 840-1811) 



<220> 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 



<400> 2335 

Asn Met Glu Arg Ser Asn Lys Thr Thr Pro Val Ser Ser Phe He Leu 

1 5 10 15 

Leu Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu 
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20 










25 










30 






lie 


Leu 


Leu 


Met 


Tyr 


Leu 


Val 


He 


Leu 


Leu 


Gly Asn Val 


Val 


Leu 


He 






35 










40 










45 








Leu 


Val 
50 


Ser 


He 


Leu 


Asp 


Ser 
55 


His 


Leu 


His 


Thr 


Pro 
60 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


He 


Cys 


Tyr 


Thr 


Thr 


Ser 


Ser 


Val 


65 










70 










75 










80 


Pro 


Leu 


He 


Leu 


Asp 
85 


Ser 


Phe 


Leu 


Thr 


Pro 
90 


Arg 


Lys 


Thr 


He 


Ser 
95 


Phe 


Ser 


Gly 


Cys 


Ala 


Val 


Gin 


Met 


Phe 


Leu 


Ser 


Phe 


Ala 


Met 


Gly Ala 


Thr 








100 










105 










110 






Glu 


Cys 


Val 


Leu 


Leu 


Gly Met 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


He 






115 










120 










125 








Cys 


Asn 
130 


Pro 


Leu 


Arg 


Tyr 


Pro 
135 


Val 


Val 


Met 


Ser 


Lys 
140 


Ala 


Ala 


Tyr 


Val 


Pro 


Met 


Ala 


Ala 


Gly 


Ser 


Trp Val 


Ser 


Gly 


Ser 


He 


Thr 


Ala 


Thr 


Val 


145 










150 










155 










160 


Gin 


lie 


Ser 


Leu 


Ala 


Met 


Thr 


Leu 


Pro 


Phe 


Cys 


Gly Asp 


Asn 


Val 


He 










165 










170 










175 




Asn 


His 


Phe 


Thr 
180 


Cys 


Glu 


He 


Leu 


Ala 
185 


Val 


Leu 


Lys 


Leu 


Ala 
190 


Cys 


Ala 


Asp 


He 


Ser 
195 


He 


Asn 


Val 


He 


Ser 
200 


Met 


Ala 


Val 


Ala 


Asn 
205 


Ala 


Met 


Phe 


Leu 


Gly 
210 


Val 


Pro 


Val 


Leu 


Phe 
215 


He 


Phe 


Val 


Ser 


Tyr 
220 


He 


Phe 


He 


Leu 


Ser 


Thr 


He 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Glu 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Ser 


Ala 
245 


His 


Leu 


Thr 


Val 


Val 
250 


Leu 


Val 


Phe 


Tyr 


Gly 
255 


Thr 


lie 


Leu 


Phe 


Met 


Tyr 


Gly 


Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro 


Leu 


Gly Ala 








260 










265 










270 






Asp 


Lys 


Gin 


Asp 


Leu 


Ala 


Asp 


Lys 


Leu 


"lie 


Ser 


Leu 


Phe 


Tyr 


Gly Val 






275 










280 










285 








Val 


Thr 
290 


Pro 


Met 


Leu 


Asn 


Pro 
295 


He 


He 


Tyr 


Ser 


Leu 
300 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Ala 


Ala 


Val 


Thr 


Asn 


Leu 


Val 


Gly Gin 


Lys 


His 


Phe 


Lys 


Trp 


305 










310 










315 










320 


Xaa 


Trp 


Cys 


Met 



























<210> 2336 

<211> 257 

<212> PRT 

<213> Mus musculus (M44 73 63372-320-22007-23346 51-820) 
<220> 

<221> VARIANT 

<222> (I)... (257) 

<223> Xaa = Any Amino Acid 

<400> 2336 

Leu Leu Phe Val Val Lys Met Lys Arg Leu Gin Thr Cys Xaa Phe Xaa 

15 10 15 

Gin Pro Ala Leu Leu Arg Gly Leu Ser Ser Leu Lys Gly Gin Arg Asp 

20 25 30 

Pro Arg Leu Asn Glu Cys Cys Met Pro Leu Leu Xaa Gin Asp Pro Arg 

35 40 45 

Gly Lys Ala Ser Phe Leu Val Cys Leu Val Leu Val Thr Leu Ser Cys 

50 55 60 

Met Trp Gin Glu Gin Cys Pro Pro Met His Val Thr Phe Val His Ser 
65 70 75 80 
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Leu 


Ala 


Val 


Arg 


Gin 


Leu 


Lys 


Val 


He 


Asn 


Ser 


Arg 


Ala 


Ala 


Cys 


Val 










85 










90 










95 




Leu 


Arg 


Ser 


Ala 


Glu 


Leu 


Xaa 


Ala 


Thr 


Gly Ala 


Thr 


Tyr 


Pro 


Leu 


Ser 








100 










105 










110 






Thr 


Asn 


Tyr 


Cys 


He 


Cys 


Lys 


Thr 


Arg 


Thr 


Ser 


Ala 


Arg 


Ala 


Asp 


He 






115 










120 










125 








Ser 


He 


Asn 


Val 


He 


Ser 


He 


Gly Val 


Glu 


Leu 


Gly Val 


Pro 


Val 


Leu 




130 










135 










140 










Phe 


He 


Phe 


He 


Ser 


Tyr 


He 


Phe 


He 


Leu 


Ser 


Thr 


He 


Leu 


Gly 


He 


145 










150 










155 










160 


Pro 


Ser 


Ala 


Glu 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ala 


His 










165 










170 










175 




Leu 


Thr 


Met 


Val 


He 


He 


Phe 


Tyr 


Gly Thr 


He 


Leu 


Phe 


Met 


Tyr Gly 








180 










185 










190 






Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro 


Leu 


Gly Ala 


Asp 


Lys 


Gin 


Asp 


Leu 


Ala 






195 










200 










205 








Asp 


Lys 


Leu 


He 


Ser 


Leu 


Phe 


Tyr 


Gly 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 




210 










215 










220 










Leu 


Arg 


Thr 


Thr 


Val 


Arg 


Ala 


Phe 


He 


Phe 


Arg 


Lys 


Tyr 


Phe 


Ser 


Gin 


225 










230 










235 










240 


Xaa 


Trp 


Trp Gin 


Gly Met 


Leu 


Trp 


Thr 


Val 


Thr 


His 


Arg 


Thr 


Glu 


Lys 



245 250 255 

He 



<210> 2337 
<211> 321 
<212> PRT 

<213> Mus musculus (M45 73 63372-320-7359-93 53 512-1474) 
<220> 

<221> VARIANT 

<222> (1)...(321) 

<223> Xaa = Any Amino Acid 

<400> 2337 



Asp 


Ser 


Met 


Glu 


He 


Asn 


Asn 


Gin 


Thr 


Ser 


Phe 


Pro 


Val 


Ser 


Ser 


Phe 


1 








5 










10 










15 




He 


Leu 


Leu 


Gly 
20 


Leu 


Ser 


Ala 


His 


Pro 
25 


Lys 


Leu 


Glu 


Lys 


Thr 
30 


Phe 


Phe 


Met 


Leu 


He 


Leu 


Leu 


Met 


Tyr 


Leu 


Val 


He 


Leu 


Leu 


Gly Asn 


Gly 


He 






35 










40 










45 








Leu 


He 
50 


Leu 


Val 


Ser 


He 


Leu 
55 


Asp 


Ser 


His 


Leu 


His 
60 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


He 


Cys 


Tyr 


Thr 


Thr 


Ser 


65 










70 










75 










80 


Ser 


Val 


Pro 


Leu 


He 
85 


Leu 


Asp 


Ser 


Phe 


Leu 
90 


Thr 


Pro 


Arg 


Lys 


Thr 
95 


He 


Ser 


Phe 


Ser Gly Cys 


Ala 


Val 


Gin 


Met 


Phe 


Leu 


Ser 


Phe 


Ala 


Met 


Gly 








100 










105 










110 






Ala 


Thr 


Glu Cys 


Val 


Leu 


Leu 


Ser 


Met 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr Val 






115 










120 










125 








Ala 


He 
130 


Cys 


Asn 


Pro 


Leu 


Arg 
135 


Tyr 


Pro 


Val 


Val 


Met 
140 


Asn 


Lys 


Ala 


Ala 


Tyr 


Val 


Pro 


Met 


Ala 


Val 


Ser 


Ser 


Trp 


Ser 


Gly 


Gly 


He 


Ala 


Val 


Ser 


145 










150 










155 










160 


Val 


Val 


Gin 


Thr 


Ser 


Leu 


Ala 


Met 


Lys 


Leu 


Thr 


Phe 


Cys 


Gly Asp Asn 










165 










170 










175 




Val 


He 


Asn 


His 
180 


Phe 


Thr 


Cys 


Glu 


He 
185 


Leu 


Ala 


Val 


Leu 


Lys 
190 


Leu 


Ala 


Cys 


Ala 


Asp 


He 


Ser 


He 


Asn 


Val 


He 


Ser 


Met 


Gly Val 


Thr 


Asn 


He 
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195 200 205 



lie 


Phe 


Leu Gly Val 


Pro 


Val 


Leu 


Phe 


He 


Ser 


Phe 


Ser Tyr 


Val 


Phe 




210 










215 










220 








He 


Leu 


Val 


Thr 


He 


Leu 


Arcr 


He 


Pro 


Ser 


Ala 


Glu 


Gly Arg Lys 


Lys 


225 










230 










235 








240 


Ala 


Phe 


Ser 


Thr 


Cys 
245 


Ser 


Ala 


His 


Leu 


Thr 
250 


Val 


Val 


Leu Val 


Phe 
255 


Tyr 


Gly 


Thr 


He 


Leu 


Phe 


Met 


Tyr 


Gly Lys 


Pro 


Lys 


Ser 


Lys Asp 


Pro 


Leu 








260 










265 








270 






Gly 


Ala 


Asp 
275 


Lys 


Gin 


Asp 


Leu 


Ala 
280 


Asp 


Xaa 


Leu 


He 


Ser Leu 
285 


Phe 


Tyr 


Gly 


Val 


Leu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Ser Leu 


Arg Asn 




290 










295 










300 








Lys 


Asp 


Val 


Arg 


Ala 


Ala 


Val 


Thr 


Asn 


Leu 


Val 


Val 


Leu Lys 


Lys 


Ser 



305 310 315 320 

Phe 



<210> 2338 
<211> 300 
<212> PRT 

<213> Mus musculus (M50 8075174-14-7636-10544 2097-1198) 
<220> 

<221> VARIANT 

<222> (1)...(300) 

<223> Xaa = Any Amino Acid 

<400> 2338 

Gin Asp Leu Val Ala Thr Gly Val He Gly Ala Val Leu Ser Thr Met 

15 10 15 

Gly Val Val Gly Val Val Gly Asn Val Tyr Thr Leu Val Val Met Cys 

20 25 30 

Arg Phe Leu Arg Ala Ser Ala Ser Met Tyr Val Tyr Val Val Asn Leu 

35 40 45 

Ala Leu Ala Asp Leu Leu Tyr Leu Leu Ser He Pro Phe He Val Ala 

50 55 60 

Thr Tyr Val Thr Lys Asp Trp His Phe Gly Asp Val Gly Cys Arg Val 
65 70 75 80 

Leu Phe Ser Leu Asp Phe Leu Thr Met His Ala Ser He Phe Thr Leu 

85 90 95 

Thr He Met Ser Ser Glu Arg Tyr Ala Ala Val Leu Arg Pro Leu Asp 

100 105 110 

Thr Val Gin Arg Ser Lys Gly Tyr Arg Lys Leu Leu Ala Leu Gly Thr 

115 120 125 

Cys Cys-Trp His^Cys Cys Xaa Pro Tyr Pro Xaa Cys Tyr Ala He Arg 

130 135 140 

Leu Val Arg Arg Gly Ser Lys Ser Leu Cys Leu Pro Ala Trp Gly Pro 
145 150 155 160 

Arg Ala His Arg Thr Tyr Leu Thr Leu Leu Phe Gly Thr Ser He Val 

165 170 175 

Gly Pro Gly Leu Val He Gly Leu Leu Tyr He Arg Leu Ala Arg Ala 

180 185 190 

Tyr Trp Leu Ser Gin Gin Ala Ser Phe Lys Gin Thr Arg Arg Leu Pro 

195 200 205 

Asn Pro Arg Val Leu Tyr Leu He Leu Gly He Val Leu Leu Phe Trp 

210 215 220 

Ala Cys Phe Leu Pro Phe Val Ala Met Ala Ala Ala Gly Pro Val Pro 
225 230 235 240 

Pro Gly His Ala Thr Asp Thr Arg Ala Ala Arg He He Asn Tyr Leu 
245 250 255 
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Thr Ala Cys Leu Thr Tyr Gly Asn 
260 

Thr Leu Leu Thr Lys Asn Tyr Arg 

275 280 

Ser Leu Gly Ser Ser Cys Arg Gly 

290 295 



Ser Cys lie Asn Pro Phe Leu Tyr 
265 270 
Glu Tyr Leu Arg Gly Arg Gin Arg 
285 

Pro Gly Ser Ala 
300 



<210> 2339 
<211> 340 
<212> PRT 

<213> Mus musculus (M51 8076974-22-383-3835 1573-554) 



<220> 

<221> VARIANT 

<222> (1) . . . (340) 

<223> Xaa = Any Amino Acid 



<400> 2339 



Cys 


Leu 


Phe 


Phe 


Pro 


Gin 


Arg 


Asn 


Leu 


Asp 


Ala 


Met 


Asn 


Arg 


Ser 


Ala 


1 








5 










10 










15 




Ala 


His 


Val 


Thr 

20 


Glu 


Phe 


Val 


Leu 


Leu 
25 


Gly 


Phe 


Pro 


Gly 


Ser 
30 


Trp 


Lys 


lie 


Gin 


He 
35 


Phe 


Leu 


Phe 


Val 


Leu 
40 


Phe 


Leu 


Val 


Phe 


Tyr 
45 


Val 


Leu 


Thr 


Leu 


Leu 
50 


Gly 


Asn 


Gly 


Ala 


He 
55 


He 


Cys 


Ala 


Val 


Arg 
60 


Cys 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 


Gly 


Asn 


Phe 


Ala 


Phe 


Leu 


Glu 


65 










70 










75 










80 


lie 


Trp 


Tyr 


Val 


Ser 


Ser 


Thr 


He 


Pro 


Asn 


lie 


Leu 


Ala 


Asn 


He 


Leu 






85 










90 










95 




Ser 


Lys 


Thr 


Lys 


Ala 


He 


Ser 


Phe 


Ser 


Gly 


Cys 


Phe 


Leu 


Gin 


Phe 


Tyr 






100 










105 










110 






Phe 


Phe 


Phe 
115 


Ser 


Leu 


Gly 


Thr 


Thr 
120 


Glu 


Cys 


Leu 


Phe 


Leu 
125 


Ala 


Val 


Met 


Ala 


Tyr 
130 


Asp 


Arg 


Tyr 


Leu 


Ala 
135 


He 


Cys 


Arg 


Pro 


Leu 
140 


His 


Tyr 


Pro 


Thr 


lie 


Met 


Thr 


Arg 


Arg 


Leu 


Cys 


Cys 


He 


Leu 


Val 


Ser 


Ser 


Cys 


Trp 


Leu 


145 










150 










155 










160 


lie 


Gly 


Phe 


Leu 


Gly 


Tyr 


Pro 


He 


Pro 


He 


Phe 


Ser 


He 


Ser 


Gin 


Leu 








165 










170 










175 




Pro 


Phe 


Cys 


Gly 


Ser 


Asn 


He 


He 


Asp 


His 


Phe 


Leu 


Cys 


Asp 


Met 


Asp 






180 










185 










190 






Pro 


Leu 


Met 
195 


Ala 


Leu 


Ser 


Cys 


Ala 
200 


Pro 


Ala 


Pro 


He 


Thr 
205 


Glu 


Phe 


He 


Phe 


Tyr 
210 


Ala 


Gin 


Ser 


Ser 


Phe 
215 


Val 


Leu 


Phe 


Phe 


Thr 
220 


He 


Ala 


Tyr 


He 


Leu 


Arg 


Ser 


Tyr 


He 


Leu 


Leu 


Leu 


Arg 


Ala 


Val 


Phe 


Gin 


Val 


Pro 


Ser 


225 










230 










235 










240 


Ala 


Ala 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys Gly Ser His 


Leu 


Val 










245 










250 










255 




Val 


Val 


Ser 


Leu 
260 


Phe 


Tyr 


Gly 


Thr 


Val 
265 


Met 


Val 


Met 


Tyr 


Val 
270 


Ser 


Pro 


Thr 


Tyr 


Gly 


He 


Pro 


He 


Leu 


Met 


Gin 


Lys 


He 


Leu 


Thr 


Leu 


Val 


Tyr 




275 










280 










285 








Ser 


Val 


Met 


Thr 


Pro 


Leu 


Phe 


Asn 


Pro 


Leu 


He Tyr 


Ser 


Leu 


Arg 


Asn 




290 










295 










300 










Lys 


Asp 


Met 


Lys 


Leu 


Ala 


Leu 


Arg 


Asn 


Val 


Leu Leu Gly Met Arg 


He 


305 










310 










315 










320 


Val 


Lys 


Asn 


Met 


Xaa 
325 


Val 


Lys 


Ala 


Val 


Ser 
330 


Tyr 


Ser 


His 


Val 


Leu 
335 


He 


Lys 


Asn 


Lys 


Leu 
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340 

<210> 2340 
<211> 325 
<212> PRT 

<213> Mus musculus (M57 8218295-1-14626-16881 1501-527) 
<220> 

<221> VARIANT 

<222> (1)...(325) 

<223> Xaa = Any Amino Acid 



<4O0> 2340 





tr±. \J 


Phe 


Leu 


Xaa 


Val 


Met 


Ser 


Asn 


Gin 


Thr 


Ser 


Val 


Thr 


Glu 


Phe 


± 








5 










10 










15 




LeU 


Leu 


Leu 


Gly Val 


Thr 


Asp 


He 


Gin 


Glu 


Leu 


Asn 


Pro 


He 


Leu 


Phe 








20 










25 










30 






Val 


Tip 


Phe 


Phe 


Thr 


He 


Tvr 


Phe 


Val 


Asn 


He 


Thr 


Gly 


Asn Gly 


Ala 
















40 










45 








lie 


Leu 


Meat- 


He 


Val 


He 


Leu 


Asp 


Pro 


Arcr 


Leu 


His 


Ser 


Pro 

XT A \J 


Met 


Tyr 














55 










60 










rfle 


rlJc 


Leu 


Gly Asn 


Leu 


Ala 


Cys 


Leu 


Asp 


He 


Cvs 


Phe 


Ser 


Thr 


Val 


re 
OD 




















75 










80 


Thr 


Leu 


Pro 


Lys 


Met 


Leu 


Gin 


Asn 


Leu 


Leu 


Ser 


Thr 


Asn 


Lys 


Ala 


He 










85 










90 










95 




Ser 


IT lit: 


Leu 


Gly Cys 


He 


Thr 


Gin 


Leu 


His 


Phe 


Phe 


His 


Phe 


Leu 


Gly 








100 










105 










110 






Ser 


Thr 

1 XlJ- 


Glu 


Ala 


Met 


Leu 


Leu 


Pro 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Phe 


Val 






1 1 t: 
J. X J 










120 










125 








A "1 — , 
r\± a 


Tip 


Cys 


Arg 


Pro 


Leu 


His 


Tvr 


Ser 


Val 


He 


Met 


Asn 


His 


Gin 


Leu 




1 -an 










135 










140 












Tip 


His 


Met 


Thr 


Val 


Thr 


He 


Trr> 


Thr 


Leu 


Gly 


Phe 


Phe 


His 


Ala 


145 










150 










155 










160 


Leu. 


Leu 


His 


Ser 


Val 


Met 


Thr 


Ser 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly 


Pro 


Asn 










165 










170 










175 




His 


Val 


His 


His 


Phe 


Phe 


Cys 


Asp 


He 


Lys 


Pro 


Leu 


Leu 


Asp 


Leu 


Ala 








180 










185 










190 






Cys 


Gly 


Asn 


Thr 


Glu 


Leu 


Asn 


Leu 


Trp 


Leu 


Leu 


Asn 


Thr 


Val 


Thr 


Gly 




195 










200 










205 








Thr 


He 


Ala 


Leu 


Thr 


Pro 


Phe 


Phe 


Leu 


Thr 


Phe 


Leu 


Ser 


Tyr 


Phe 


Tyr 




210 










215 










220 










He 


He 


Thr 


Tyr 


Leu 


Phe 


Leu 


Lys 


Thr 


Arg 


Ser 


Cys 


Ser 


Met 


Leu 


His 


225 








230 










235 










240 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Phe 


Met 


Val 


Val 


He 


Leu 


Leu 








245 










250 










255 




Tyr 


Val 


Pro 


Val 


Leu 


Phe 


Thr 


Tyr 


He 


Arg 


Pro 


Ala 


Ser 


Gly 


Ser 


Ser 






260 










265 










270 






Leu 


Asp 


Gin 


Asp 


Arg 


He 


He 


Ala 


He 


Met 


Tyr 


Ser 


Val 


Val 


Thr 


Pro 






275 










280 










285 








Ala 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Arg 


Ser 




290 










295 










300 










Ala 


Leu 


Asn 


Arg 


Lys 


Val 


Arg 


Arg 


Trp 


Leu 


Xaa 


Phe 


Glu 


Glu 


He 


Xaa 


305 










310 










315 










320 


He 


Thr 


Leu 


Leu 


Trp 

























325 



<210> 2341 
<211> 177 
<212> PRT 

<213> Mus musculus (M63 8218295-1-78460-79066 2-526) 
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<220> 

<221> VARIANT 

<222> (1) . . . (177) 

<223> Xaa = Any Amino Acid 



<400> 2341 



vai 


Ser 


Ala 


His 


Val 


Cys 


Met 


Gly Cys 


Xaa 


Leu 


Ser 


Trp 


Pro 


Val 


Arg 


1 








5 










10 










15 




Cys 


Glu 


He 


He 
20 


Phe 


Gly 


Val 


Met 


His 
25 


Thr 


Thr 


Val 


Asn 


Phe 
30 


Ser 


He 


val 


Leu 


Cys 


Gly Thr 


Ser 


Val 


He 


His 


Xaa 


Phe 


Cys 


Asp 


Val 


Leu 


Leu 






35 










40 










45 








Val 


Leu 
50 


Lys 


Leu 


Ser 


Cys 


Leu 
55 


Tyr 


Asp 


His 


Val 


Ser 
60 


Glu 


He 


Ala 


He 


Ser 


Asp 


Phe 


Ser 


He 


Ser 


Leu 


Ala 


Phe 


Phe 


Cys 


Phe 


He 


Ser 


Pro 


Asn 


65 










70 










75 










80 


Phe 


Thr 


Tyr 


Val 


His 
85 


He 


Phe 


Ser 


Thr 


Glu 
90 


Leu 


Arg 


Met 


Pro 


Phe 
95 


Val 


Glu 


Gly Lys 


Thr 


Ser 


Val 


Phe 


Ser 


Thr 


Cys 


Leu 


Cys 


His 


Met 


Thr 


Ser 








100 










105 










110 






He 


Leu 


Phe 


He 


Pro 


Thr 


Gly 


He 


Phe 


Glu 


Phe 


Leu Arg 


Ser 


His 


Thr 






115 










120 










125 








Glu 


Ser 
130 


Ser 


Thr 


Ser 


Leu 


Asp 
135 


Phe 


He 


Leu 


Asn 


Phe 
140 


Ser 


Tyr 


Phe 


Ser 


Leu 


Ser 


Thr 


Leu 


Asn 


Pro 


Gly 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Glu 


Ala 


Val 


145 










150 










155 










160 


Asp 


Thr 


Val 


Gin 


Arg 
165 


Lys 


He 


Phe 


Phe 


Phe 
170 


Lys 


Glu 


Lys 


Tyr 


Leu 
175 


Phe 



Leu 



<210> 2342 
<211> 314 
<212> PRT 

<213> Mus musculus (M65 8218295-1-89089-90071 35-969) 
<220> 

<221> VARIANT 

<222> (1)...(314) 

<223> Xaa = Any Amino Acid 



<400> 2342 



Ser 


Leu 


Phe 


Tyr 


Ser 


Gin 


Arg 


Ser 


Arg 


Met 


Asn 


Val 


Ala 


Asn 


Phe Thr 


1 








5 










10 










15 


Ala 


Met 


Thr 


He 


Phe 


Leu 


Leu 


Leu 


Met 


Gly 


Phe 


Ser 


Arg 


Asn 


Ser Gin 








20 










25 










30 




Val 


Glu 


He 


He 


Phe 


Ser 


Thr 


Leu 


Ala 


Leu 


Val 


Val 


Leu 


He 


Gly Thr 






35 










40 










45 






He 


Ser 


He 


Val 


Ala 


Val 


Thr 


Ser 


Leu 


Ser 


He 


Arg 


Leu 


Cys 


Ser Leu 




50 










55 










60 








Met 


Pro 


Phe 


Leu 


Leu 


He 


His 


Leu 


Phe 


Cys 


Phe 


Asp 


Val 


Cys 


Tyr He 


65 










70 










75 








80 


Ser 


Val 


Met 


Met 


Pro 


Lys 


Ser 


Val 


Cys 


Ser 


Ser 


Phe 


Met 


Tyr 


Ser Ala 










85 










90 










95 


Tyr 


He 


Ser 


Leu 


He 


Glu 


Cys 


Thr 


Leu 


Gin 


Val 


Phe 


Tyr 


Ser 


Gin Ser 








100 










105 










110 




Ser 


Tyr 


Thr 


Ala 


Met 


Ala 


He 


Leu 


Thr 


Val 


Met 


Ser 


Tyr 


Asp 


Cys Tyr 






115 










120 










125 






Met 


Ala 


Val 


Trp 


His 


Lys 


Val 


He 


Thr 


Asn 


Val 


Ser 


Thr 


Cys 


He His 




130 










135 










140 








Gly 


Val 


Leu 


Ala 


Val 


Leu 


Val 


Asn Gly Cys 


Glu 


He 


He 


Phe 


Gly Val 
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145 150 155 160 

Met His Thr Thr Leu Thr Phe Ser He Tyr He Cys Gly Thr Ser Thr 

165 170 175 

He Arg Xaa Phe Cys Asp Val Leu Leu Val Leu Lys Leu Ser Phe Thr 

180 185 190 

Asn Asp His Val Asn Glu Leu Glu Ser Leu Ala Phe Ser Ser Val Glu 

195 200 205 

Gly Arg Thr Lys Ser Phe Ser Thr Cys Leu Gly His Val Ser Val Gly 

210 215 220 

Ser Leu Phe Asn Pro Pro Gly Val Phe Glu Phe Leu Asn Pro Tyr Ser 
225 230 235 240 

Glu Ser Pro Thr Ser Leu Asp He He Val Thr Val Phe He Leu Pro 

245 250 255 

Gin Thr Leu Ser Val Glu He Tyr Ser Leu Ser Asn Glu Ala He Asp 

260 265 270 

Thr Ala Xaa Arg Lys Phe Phe Phe Gin Arg Lys Thr Ser Leu Ser He 

275 280 285 

Leu His Tyr Phe Leu Leu Gly Ser His He Xaa Xaa Val Leu Arg Lys 

290 295 300 

Thr Thr Val Ser Met Asn Gin Leu Lys Leu 
305 310 



<210> 2343 
<211> 335 
<212> PRT 

<213> Mus musculus (M70 8439670-95-9581-11872 695-1697) 



<220> 

<221> VARIANT 

<222> (1) . . . (335) 

<223> Xaa = Any Amino Acid 



<400> 2343 



His 


Asp 


His 


Pro 


Ser 


Ala 


Glu 


Val 


Gly Gly Ala 


Met 


Ala 


Asn 


Ser 


Thr 


1 








5 










10 










15 




Thr 


Val 


Thr 


Glu 
20 


Phe 


He 


Leu 


Leu 


Gly 
25 


Leu 


Ser 


Asp 


Ala 


Cys 
30 


Glu 


Leu 


Gin 


Val 


Leu 
35 


He 


Phe 


Leu 


Gly 


Phe 
40 


Leu 


Leu 


Thr 


Tyr 


Phe 
45 


Leu 


He 


Leu 


Leu 


Gly Asn 


Phe 


Leu 


He 


He 


Phe 


He 


Thr 


Leu 


Val 


Asp 


Arg 


Arg 


Leu 




50 










55 










60 










Tyr 


Thr 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Arg 


Asn 


Phe 


Ala 


Met 


Leu 


Glu 


He 


65 










70 










75 










80 


Trp 


Phe 


Thr 


Ser 


Val 
85 


He 


Phe 


Pro 


Lys 


Met 
90 


Leu 


Thr 


Asn 


lie 


He 
95 


Thr 


Gly 


His 


Lys 


Thr 


He 


Ser 


Leu 


Leu 


Gly Cys 


Phe 


Leu 


Gin 


Ala 


Phe 


Leu 








100 










105 










110 






Tyr 


Phe 


Phe 


Leu Gly Thr 


Thr 


Glu 


Phe 


Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ser 






115 










120 










125 








Phe 


Asp 
130 


Arg 


Tyr 


Val 


Ala 


He 
135 


Cys 


Asn 


Pro 


Leu 


Arg 
140 


Tyr 


Ala 


Thr 


He 


Met 


Ser 


Lys 


Arg 


Val 


Cys 


Val 


Gin 


Leu 


Val 


Phe 


Cys 


Ser 


Trp 


Met 


Ser 


145 










150 










155 










160 


Gly 


Leu 


Leu 


Leu 


He 
165 


He 


Val 


Pro 


Ser 


Ser 
170 


He 


Val 


Phe 


Gin 


Gin 
175 


Pro 


Phe 


Cys 


Gly 


Pro 
180 


Asn 


He 


He 


Asn 


His 
185 


Phe 


Phe 


Cys 


Asp 


Asn 
190 


Phe 


Pro 


Leu 


Met 


Glu 
195 


Leu 


He 


Cys 


Ala 


Asp 
200 


Thr 


Ser 


Leu 


Val 


Glu 
205 


Phe 


Leu 


Gly 


Phe 


Val 


He 


Ala 


Asn 


Phe 


Ser 


Leu 


Leu Gly Thr 


Leu 


Ala 


Val 


Thr 


Ala 



210 215 220 
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inr 


Cys 


Tyr 


c*iy 


His lie 


Leu 


Tyr 


Thr 


Tift 

lie 


ljeu 


IT -I r> 

HIS 


Ti- 
ne 


Pro 


Ser 


Ala 


225 








230 










235 










240 


Lys 


Glu 


Arg 


Lys 


Lys Ala 


pne 


Ser 


rnr 


Cys 

OCA 


Ser 


C A V 

Ser 


His 


He 


lie 

1 c c 


Val 


val 


Sex* 


Leu 


Pne 
260 


Tyr Gly 


Ser 


Cys 


ixe 
265 


pne 


Met 


Tyr 


Val 


Arg 
270 


Ser 


Gly 


Lys 


Asn 


Gly 
275 


Gin 


Gly Glu 


Asp 


His 
280 


Asn 


Lys 


Val 


Val 


Ala 
285 


Leu 


Leu 


Asn 


Thr 


Val 
290 


Val 


Thr 


Pro Thr 


Leu 
295 


Asn 


Pro 


Phe 


lie 


Tyr 
300 


Thr 


Leu 


Arg 


Asn 


Lys 


Gin 


Val 


Lys 


Gin Val 


Phe 


Arg 


Glu 


His 


Val 


Ser 


Lys 


Phe 


Gin 


Lys 


305 








310 










315 










320 


Phe 


Ser 


Gin 


Thr 


Xaa Arg 
325 


Lys 


Ala 


Pro 


Leu 
330 


Gin 


Thr 


Cys 


Leu 


Thr 
335 





<210> 2344 
<211> 139 
<212> PRT 

<213> Mus musculus (M71 8439670-97-10488-11856 213-627) 



<220> 

<221> VARIANT 

<222> (1)...(139) 

<223> Xaa = Any Amino Acid 



<400> 2344 

Ser lie Val Cys Ser Leu Ser Leu Ser Phe Phe Leu Ser Phe Phe Leu 

15 10 15 

Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Ser Leu 

20 25 30 

Ser Leu Ser Leu Ser Leu Ser Leu Ser Phe Phe Leu Ser Phe Phe Leu 

35 40 45 

Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Leu Pro Thr Phe Pro Pro 

50 55 60 

Ser Leu Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu 
65 70 75 80 

Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu 

85 90 95 

Ser Phe Phe Leu Ser Ser Leu Ser Phe Leu Ser Phe Tyr lie Tyr Xaa 

100 105 110 

Trp Leu Val Cys Gly Pro Leu Pro Ser Xaa Gly Thr Val Gly Lys Gin 

115 120 125 

Ser Cys Val Met Met Leu lie Cys Ser Trp Leu 
1 130 135 

<210> 2345 
<211> 331 
<212> PRT 

<213> Mus musculus <M72 8439916-11-1-1677 434-1425) 



<220> 

<221> VARIANT 

<222> (1) . . . (331) 

<223> Xaa = Any Amino Acid 



<400> 2345 

Phe Leu Leu Ala Trp Val His Arg 

I- 5 
Glu Asn Gly Ser Ser Val Thr Glu 
20 

Glu Ser Asp Leu Gin Cys Pro Leu 



Phe Leu Xaa Arg Arg Met Gly Phe 

10 15 
Phe lie Leu Val Gly Leu Thr Lys 
25 30 
Phe lie Leu Phe Leu Met Met Tyr 
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35 40 45 

Val Val Thr Val Leu Gly Asn Gin Gly Leu lie Ser Leu lie Gly Leu 

50 55 60 

Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe Asn Leu Ser 
65 70 75 80 

Phe Val Asp Leu Trp Tyr Ser Ser Val Phe Thr Pro Lys Met Leu Glu 

85 90 95 

Ser Phe lie Ser Glu Lys Asn Thr lie Ser Tyr Arg Gly Cys Met Ala 

100 105 110 

Gin Leu Phe Phe Phe Cys Phe Phe Ser lie Ser Glu Cys Tyr lie Leu 

115 120 125 

Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn Pro Leu Leu 

130 135 140 

Tyr Asn lie Val Met Ser Pro Lys Gin Cys Leu lie Leu Met Phe Ser 
145 150 155 160 

Ser Tyr Met Met Ala Phe Ser Gly Ala Met Ala His Thr Gly Cys Met 

165 170 175 

Leu Arg Leu Thr Phe Cys Asp Ala Asn Thr lie Asn His Tyr Phe Cys 

180 185 190 

Asp He Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr Tyr Val Asn 

195 200 205 

Glu Leu Glu Val Phe Val Val Val Gly He Asn He He Val Pro Thr 

210 215 220 

He Thr He Phe He Ser Tyr Gly Phe He He Ala Ser He Phe Arg 
225 230 235 240 

He Ser Ser Lys Glu Asp Arg Ser Lys Ala Phe Ser Thr Cys Ser Ser 

245 250 255 

His He He Ala Val Ser Leu Phe Phe Gly Ser Gly Ala Phe Met Tyr 

260 265 270 

Leu Lys Pro Ser Ser Ala Glu Ser Met Asn Glu Gly Lys He Ser Ser 

275 280 285 

He Phe Tyr Thr Asn Thr Val Pro Leu Leu Asn Pro Leu He Tyr Ser 

290 295 300 

Leu Arg Asn Lys Asp Val Lys Asp Ala Leu He Lys Thr Leu Ser Lys 
305 310 315 320 

Arg Lys Arg Xaa Asn Glu Pro Ser Val Leu Pro 
325 330 

<210> 2346 
<211> 333 
<212> PRT 

<213> Mus musculus (M73 8439916-12-562-4356 2317-1320) 
<220> 

<221> VARIANT 

<222> (1) . . . (333) - 

<223> Xaa = Any Amino Acid 

<400> 2346 

He Ser Leu He Ser Phe He Ser Thr Asp Ser Thr Xaa Arg Arg Met 

15 10 15 

Val Val Thr Asn Gly Ser Leu Val Thr Glu Phe He Leu Leu Gly Leu 

20 25 30 

Thr Asp Asn Pro Asp Leu Gin He Pro Leu Phe Leu Val Phe Leu Val 

35 40 45 

Met Tyr Met He Thr Ala Phe Gly Asn Leu Thr Leu He Leu Leu Thr 

50 55 60 

Val Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe Asn 
65 70 75 80 

Leu Ser Phe He Asp Leu Cys Tyr" Ser Ser Val Val Thr Pro Lys Leu 
85 90 95 
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Leu Met Asn Phe Val Leu Lys Lys Asn lie lie Gly Phe Ala Gly Cys 

100 105 HO 

Met Thr Gin Leu Tyr Phe Phe Cys Phe Phe Val lie Ser Glu Cys Tyr 

115 120 125 

Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro 

130 135 140 

Leu Met Tyr Asn Val Thr Met Ser Pro Lys Val Cys Ser Tyr Leu Met 
145 150 155 160 

Leu Gly Ser Tyr Leu Met Gly Phe Ser Asp Ala Met He His Thr Gly 

165 170 175 

Cys He Leu Arg Leu Thr Phe Cys Asp Gly Asn Thr He Asn His Tyr 

180 185 190 

Phe Cys Asp Leu Leu Pro Leu Met Gin Leu Ser Cys Thr Ser Thr Tyr 

195 200 205 

He Asn Glu Val Glu He Phe He Val Gly Gly Lys Asp He Thr Val 

210 215 220 

Pro Ser He Val He He He Ser Tyr Gly Phe He Leu Ser Asn He 
225 230 235 240 

Leu Gin He Lys Ser Thr Gly Gly Arg Ser Lys Ala Phe Asn Thr Cys 

245 250 255 

Ser Ser His He He Ala Val Ser Leu Phe Phe Gly Ser Cys Ala Phe 

260 265 270 

Met Tyr Leu Lys Pro Pro Ser Ala Gly Ser Leu Asn Glu Gly Lys Val 

275 280 285 

Ser Ser Val Phe Tyr Thr He Val Val Pro Met Met Asn Pro Leu He 

290 295 300 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Leu Arg Lys Thr Leu 
305 310 315 320 

Ser Arg Arg Lys Phe Xaa Xaa Xaa He Tyr Tyr Leu Cys 
325 330 



<210> 2347 
<211> 343 
<212> PRT 

<213> Mus musculus (M74 8439916-15-1-3 070 860-1887) 



<220> 

<221> VARIANT 

<222> (I)... (343) 

<223> Xaa = Any Amino Acid 



<400> 2347 



Phe 


Ser 


Phe 


He 


Phe 


Phe 


Val 


Ser 


Thr 


Asp 


Ser 


Leu 


Arg 


Glu 


Asp 


Met 


1 








5 










10 










15 




Thr 


Phe 


Glu 


Asn 
20 


Ala 


Ser 


Met 


Val 


He 
25 


Glu 


Phe 


He 


Leu 


Leu 
30 


Gly 


He 


Thr 


Asp 


Gin 
35 


Pro 


Asp 


Leu 


Lys 


lie 
40 


Pro 


Phe 


Phe 


Leu 


Leu 
45 


Phe 


Phe 


Val 


Gly 


Tyr 


Met 


He 


Thr 


Val 


Leu 


Gly 


Asn 


Leu 


Thr 


Leu 


He 


He 


Leu 


He 


50 










55 










60 










Gly 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 


Phe 


Asn 


65 










70 










75 










80 


Leu 


Ser 


Phe 


He 


Asp 
85 


Leu 


Cys 


Tyr 


Ser 


Ser 
90 


Val 


He 


Thr 


Pro 


Lys 
95 


Met 


Leu 


Met 


Ser 


Phe 
100 


He 


Gin 


Lys 


Lys 


Asn 
105 


He 


He 


Ser 


Tyr 


Thr 
110 


Gly 


Cys 


Met 


lie 


Gin 
115 


Leu 


Tyr 


Phe 


Phe 


Cys 
120 


Phe 


Phe 


Val 


He 


Ser 
125 


Glu 


Cys 


Tyr 


Val 


Leu 
130 


Thr 


Ser 


Met 


Ala 


Tyr 
135 


Asp 


Arg 


Tyr 


Val 


Ala 
140 


He 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Asn 


Val 


Thr 


Leu 


Ser 


Ser 


Lys 


Val 


Cys 


Cys 


Tyr 


Leu 


Met 
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145 150 155 160 

Leu Gly Ser Tyr Phe Met Gly Phe Ser Gly Ala Met lie His Thr Gly 

165 170 175 

Cys lie Leu Arg Leu Thr Phe Cys Asp Gly Asn Thr lie Asn His Tyr 

180 185 190 

Phe Cys Asp Leu Leu Pro Leu Leu Gin lie Ser Cys Thr Ser Thr Tyr 

195 200 205 

lie Asn Glu lie Glu Leu Phe lie Val Ala Gly Lys Asp lie lie Val 

210 215 220 

Pro Thr lie He Tie Phe He Ser Tyr Gly Phe He Leu Phe Ser Val 
225 230 235 240 

Leu Lys He Lys Ser Thr Glu Ser Arg Ser Lys Ala Phe Ser Thr Cys 

245 250 255 

Ser Ser His Met Leu Ala Val Ser Leu Phe Phe Gly Ser Gly Ala Phe 

260 265 270 

Met Tyr Leu Lys Pro Thr Ser Ala Leu Ser He Asn Lys Gly Lys Phe 

275 280 285 

Ser Ser Leu Phe Tyr Thr He Val Val Pro Met Met Asn Pro Leu He 

290 295 300 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Ala Ala Leu Arg Lys Thr Leu 
305 310 315 320 

Asn Arg Arg He Phe Ser Ser Xaa Thr Gly Tyr Leu Xaa Ala Tyr Thr 

325 330 335 

Xaa Thr He Glu Arg Leu Cys 
340 



<210> 2348 
<211> 321 
<212> PRT 

<213> Mus musculus (M75 8439916-16-717-3 690 2556-1594) 
<220> 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa = Any Amino Acid 



<400> 2348 



Lys 


Lys 


Met 


Ala 


Ser 


Ala 


Asn 


Val 


Ser 


Leu 


Val 


Thr Glu 


Phe 


He 


Leu 


1 








5 










10 








15 




Val 


Gly 


Leu 


Thr 
20 


Asn 


Gin 


Pro 


Asp 


Leu 
25 


Gin 


He 


Pro Leu 


Phe 
30 


Phe 


Val 


Phe 


Leu 


He 
35 


Met 


Tyr 


He 


Val 


Thr 
40 


Ala 


Leu 


Gly 


Asn Leu 
45 


Cys 


Leu 


He 


He 


Leu 
50 


He 


Val 


Leu 


Asn 


Ser 
55 


His 


Leu 


His 


Thr 


Pro Met 
60 


Tyr 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


Leu 


Cys 


Tyr 


Ser Thr 


Val 


Phe 


Thr 


65 










70 










75 








80 


Pro 


Lys 


Met 


Leu 


Met 
85 


Asn 


Phe 


He 


Leu 


Ser 
90 


Lys 


Asn Ala 


He 


Ser 
95 


Tyr 


Met 


Gly 


Cys 


Leu 
100 


Thr 


Gin 


Leu 


Tyr 


Phe 
105 


Phe 


Cys 


Phe Phe 


Val 
110 


He 


Ser 


Glu 


Cys 


Tyr 
115 


Val 


Leu 


Thr 


Ser 


Met 
120 


Ala 


Tyr 


Asp 


Arg Tyr 
125 


Val 


Ala 


He 


Cys 


Asn 
130 


Pro 


Leu 


Leu 


Tyr 


Thr 
135 


Val 


Ala 


Met 


Ser 


Pro Lys 
140 


Leu 


Cys 


Leu 


Asn 


Leu 


Met 


Leu 


Gly 


Thr 


Tyr 


Ala 


Met 


Ala 


Phe 


Ser Gly Ala Met 


Ala 


145 










150 










155 








160 


His 


Thr 


Gly 


Cys 


Met 
165 


Leu 


Arg 


Leu 


Thr 


Phe 
170 


Cys 


Asp Ala 


Asn 


Thr 
175 


He 


Asn 


His 


Tyr 


Phe 
180 


Cys 


Asp 


He 


Leu 


Pro 
185 


Val 


Met 


Gin Leu 


Ser 
190 


Cys 


Thr 
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Ser Thr Tyr Val Asn Glu Leu Val Val Phe lie Val Val Gly lie Asn 

195 200 205 

lie lie Val Pro Ser lie Thr lie Phe lie Ser Tyr Gly Phe lie Leu 

210 215 220 

Ser Ser lie Phe His lie Lys Ser Asn Glu Gly Arg Ser Lys Ala Phe 
225 230 235 240 

Ser Thr Cys Ser Ser His lie lie Ala Val Cys Leu Phe Phe Gly Ser 

245 250 255 

Gly Ala Phe Met Tyr Leu Lys Pro Ser Ser Ser Ser Ser Met Asp Gin 

260 265 270 

Gly Lys Thr Ser Ser Val Phe Tyr Thr Asn Val Val Pro Met Met Asn 

275 280 285 

Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys He Ala Leu Arg 

290 295 300 

Lys Thr Leu Ser Arg Trp Lys Phe Xaa Lys Glu Thr Thr Cys Thr Cys 
305 310 315 320 

Leu 



<210> 2349 
<211> 217 
<212> PRT 

<213> Mus musculus (M76 8439916-16-8665-10443 1774-1125) 
<220> 

<221> VARIANT 

<222> (1) . . . (217) 

<223> Xaa = Any Amino Acid 

<400> 2349 

Phe Leu Thr Phe Leu Pro Leu Leu Pro Phe Leu Ser Phe Phe Leu Ser 

15 10 15 

Phe Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Ser Glu Cys 

20 25 30 

Cys Val Leu Thr Ser Met Ala Tyr Asp Ser lie Cys Asn Pro Leu Leu 

35 40 45 

Tyr Asn Leu Phe Met Ser Pro Lys Xaa Cys Leu Asn Leu lie Leu Gly 

50 55 60 

Ser Phe Phe He Ser Phe Ser Asp Ala Val Ala His Ser Thr Cys Arg 
65 70 75 80 

Leu Lys Leu Thr Phe Cys Asp Cys Asp He Pro Pro Leu Leu Gin Leu 

85 90 95 

Cys Cys Thr Ser Thr Tyr Val Asn Glu Leu Val He Phe Phe Val Val 

100 105 110 

Gly Cys He Asn He He Val Pro Ser Ser Thr He Leu He Ser Tyr 

115 120 125 

Asp Phe He Leu Ser Ser Met Phe Cys He Lys Ser Ser Glu Gly Arg 

130 135 140 

Ser Lys Ala Phe Ser Thr Tyr Ser Ser His Val He Ser Leu Ser Leu 
145 150 155 160 

Phe Phe Asp Ser Ser Ala Phe Val Tyr Phe Lys Ser Ser Ser Ala Gly 

165 170 175 

Ser Leu Gly Glu Glu Asn He Ser Ser Val Phe Tyr Ser Asn Val Val 

180 185 190 

Leu He Val Asn Pro Leu Leu Tyr Ser Leu Arg Asn Lys Asp Ser Leu 

195 200 205 

Arg Lys Thr Leu Thr Arg Lys Asn Phe 
210 215 

<210> 2350 
<211> 333 
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<212> PRT 

<213> Mus musculus (M77 8439916-17-1-2001 619-1618) 
<220> 

<221> VARIANT 

<222> (1)...(333) 

<223> Xaa = Any Amino Acid 



<400> 2350 



lie 


lie 


Leu 


Xaa 


Tyr 


Asn 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu 


Xaa 


He 


Pro 


Leu 


1 








5 










10 










15 




Lys 


Arg 


Met 


Asp 


Ser 


Val 


Asn 


Val 


Ser 


Leu 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 








20 










25 










30 






Val 


Gly Leu Thr 


His 


Gin 


Pro 


Asp 


Arg 


Gin 


He 


Pro 


Leu 


Phe 


Leu 


Leu 






35 










40 










45 








Phe 


Leu 


Ala 


Met 


Tyr 


Leu 


Val 


Thr 


Ala 


Leu 


Gly Asn 


Leu 


Gly 


Leu 


He 




50 










55 










60 










lie 


Leu 


Val 


Leu 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


65 










70 










75 










80 


Leu 


Phe 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


Phe Cys 


Tyr 


Ser 


Ser 


Val 


Phe 


Thr 










85 










90 










95 




Pro 


Lys 


Met 


Leu 


Met 


Asn 


Phe 


He 


Leu 


Arg 


Gin 


Asn 


Ala 


He 


Ser 


Tyr 








100 










105 










110 






Met 


Gin 


Cys 


Met 


Thr 


Gin 


Leu 


Tyr 


Phe 


Phe 


Cys 


Phe 


Phe 


Val 


Val 


Ser 






115 










120 










125 








Glu 


Cys 


Phe 


Val 


Leu 


Thr 


Ser 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 




130 










135 










140 










Cys 


Asn 


Pro 


Leu 


Leu 


Tyr Asn Val 


Met 


He 


Ser 


Pro 


Gin 


Val 


Cys 


Leu 


145 










150 










155 










160 


Asn 


Leu 


Met 


He 


Gly 


Ser 


Tyr 


Leu 


Met 


Ala 


Phe 


Ser 


Glu 


Ala 


Val 


Ala 










165 










170 










175 




Leu 


Thr 


Val 


Cys 


Met 


Leu 


Thr 


Leu 


Thr 


Phe 


Cys 


Asp 


Gly 


Asn 


He 


Asn 








180 










185 










190 






His 


Tyr 


Phe 


Cys 


Asp 


lie 


Leu 


Ala 


Leu 


Phe 


Gin 


Leu 


Ser 


Cys 


Ser 


Ser 






195 










200 










205 








Thr 


Tyr 


Val 


Asn 


Lys 


Leu 


Val 


Ala 


Tyr 


Val 


He 


Val 


Val 


He 


Asn 


He 




210 










215 










220 










Leu 


Phe 


Ser 


Thr 


Pro 


Thr 


He 


Phe 


He 


Ser 


Tyr 


Gly 


Phe 


He 


Leu 


Ser 


225 










230 










235 










240 


Ser 


lie 


Phe 


Arg 


He 


Ser 


Ser 


Ser 


Lys Gly Arg 


Ser 


Lys 


Ala 


Phe 


Ser 










245 










250 










255 




Thr 


Cys 


Ser 


Ser 


His 


He 


He 


Ala 


Val 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser 


Gly 








260 










265 










270 






Ala 


Phe 


Val 


Tyr 


Phe 


Lys 


Pro 


Ser 


Ser 


Pro 


Gly 


Ser 


Met 


Glu 


Trp 


Ala 






275 










280 










285 








Lys 


lie 


Ser 


Ser 


Val 


Phe 


Tyr 


Thr 


Asn 


Val 


Val 


Pro 


Met 


Met 


Asn 


Pro 




290 










295 










300 










Leu 


lie 


Tyr 


Ser 


Leu 


Lys 


Asn 


Lys 


Asp 


Val 


Lys 


He 


Ala 


Leu 


Arg 


Lys 


305 










310 










315 










320 


Ser 


Leu 


Ala 


Arg 


Xaa 


Arg 


Phe 


Asp 


Trp 


He 


His 


Met 


Tyr 









325 330 



<210> 2351 
<211> 299 
<212> PRT 

<213> Mus musculus (M78 8439916-17-6970-9135 1261-2156) 
<220> 

<221> VARIANT 

<222> (1)...(299) 

<223> Xaa = Any Amino Acid 
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<400> 2351 

Thr Asp Ser Pro Xaa Arg Arg Met Asp Xaa Val Asn lie Ser Leu Val 

15 10 15 

Thr Glu Phe He Val Val Gly Xaa Ala Glu Gin Pro Asp Leu Gin He 

20 25 30 

Pro Met Phe Phe Gly Phe Leu Ala Met Tyr Thr Val Thr Ala Leu Glu 

35 40 45 

Asn Leu Phe Leu He He Leu Thr Val Leu Asn Ser His Val His Thr 

50 55 60 

Thr Met Tyr Tyr Phe Leu Phe Asn Leu Ser Phe Val Val Leu Cys Tyr 
65 70 75 80 

Ser Ser Val Phe Thr Pro Gin Met Leu Met Asn Phe He He Arg Lys 

85 90 95 

Asn Thr lie Ser Tyr Met Glu Cys He Thr Xaa Leu Phe Phe Leu Ser 

100 105 110 

Phe Phe Leu He Phe Leu Cys Phe Phe Leu Ser Ser Phe Phe Leu Ser 

115 120 125 

Phe Phe Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe 

130 135 140 

Phe Leu Ser Ser Phe Leu Pro Ser Leu Leu Pro Ser Phe Leu Ser Phe 
145 150 155 160 

Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Ser Leu Ser Phe 

165 170 175 

Leu Ser Ala Ala Tyr Xaa Leu Gin Cys Ala Met He Ser He Cys Asn 

180 185 190 

Ser Leu Val Tyr Asn Leu Phe Met Arg Pro Xaa Val Leu Ser Glu Pro 

195 200 205 

Tyr Ser Trp Val He Leu Xaa Phe He Tyr Xaa Cys Val Asn Thr Leu 

210 215 220 

Ser Ser Gly He Glu Thr Asp Thr Val Arg Arg Glu Thr Ser Cys Leu 
225 230 235 240 

Arg Val Arg Pro Ala Ala Pro Gly His Met Ser Val Ser Leu Glu Phe 

245 250 255 

Phe Phe Cys Ser Gly Arg Val Tyr Leu Trp Gly Leu Pro Gin Thr Glu 

260 265 270 

Leu He Pro Tyr Ala Xaa Leu Pro Val Gin Arg Pro Pro Val Leu Glu 

275 280 285 

Glu Ser Leu Glu Gly Arg Arg Ala Arg Asn Val 
290 295 

<210> 2352 
<211> 339 
<212> PRT 

<213> Mus musculus (M80 8439916-20-13750-16634 2033-1016) 
<220> 

<221> VARIANT 

<222> (1)...(339) 

<223> Xaa = Any Amino Acid 

<400> 2352 

Cys His Ser Phe Phe Leu Leu Leu He His Arg Leu Phe Xaa Arg Arg 

15 10 15 

Met Gly Val Glu Asn Gly Ser Leu Val Thr Glu Phe He Leu Gin Gly 

20 25 30 

Leu Thr Ser Asp Pro Asp Leu Gin Leu Pro Leu Phe Leu Leu Phe Leu 

35 40 45 

Leu He Tyr Thr Thr Thr Ala Leu Gly Asn Leu Ser Leu He Thr Leu 

50 55 60 

He Ala Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Leu 
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65 










70 










75 










80 


Asn 


Leu 


Ser 


Phe 


He Asp 


Leu 


Cvs 


Tyr 


Ser 


Ser 


Val 


He 


Thr 


Pro 


Lys 










85 










90 










95 




Met 


Leu 


Met 


Asn 
100 


Phe 


Leu 


Val 


Ser 


Lys 
105 


Asn 


Phe 


He 


Ser 


Tyr 
110 


Val 


Glv 


Cys 


Met 


Thr 


Gin 


Leu Tyr 


Leu 


Phe 


Val 


Phe 


Phe 


Ala 


Val 


Ser 


Glu 


Cvs 






115 










120 










125 








Cys Val 


Leu 


Ser 


Ser 


Met 


Ala 


Tvr 


Asp Arg Tyr 


Val 


Ala 


He 


Cvs 


Asn 




130 










135 










140 










Pro 


Leu 


Leu 


Tvr 


Asn 


He 


Ala 


Met 


Ser 


Pro 


Gin 


Val 


Cys 


Ser 


Tvr 


Leu 


145 










150 










155 










160 


Met 


Leu 


Glv 


Ser 


TV3T 

165 


He 


Met 


Glv 


Phe 


Ser 
170 


Gly 


Ala 


Met 


He 


His 
175 


Thr 


Gly Trp 


Met 


Leu 




Leu 


Thr 


Phe 


Cys 


Asp Arg 


Ser 


He 


He 


Asn 


His 








180 










185 










190 






Tyr 


Phe 


Cys 
195 


Asp 


Leu 


Leu 


Pro 


Leu 
200 


Leu 


Gin 


Leu 


Ser 


Cvs 
205 


Thr 


Asn 


Thr 


Tyr 


Ala 
210 


Asn 


Glu 


He 


Glu 


He 
215 


He 


He 


Val 


Gly 


Glv 
220 


He 


Asp 


He 


He 


Val 


Pro 


Ser 


He 


He 


He 


Phe 


Thr 


Ser 


Tyr Gly 


Phe 


Val 


Leu 


Ser 


Asn 


225 










230 










235 










240 


He 


Phe 


Gin 


Met 


Arg 


Ser 


Thr 


Glu 


Gly Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 










245 










250 










255 




Cys 


Ser 


Ser 


His 


He 


Val 


Ala 


vox 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser 


Gly Ala 








260 










265 










270 






Phe 


Met 


Tyr 
275 


Leu 


Gin 


Pro 


Ser 


280 


Pro 


Glu 


Ser 


1*1 tr t» 


Asp 
285 


V3J.X1 


Gly 


Lys 


Arg 


Ser 
290 


Ser 


Val 


Phe 


Tyr 


Thr 

295 


He 


Leu 


Val 


Pro 


Met 
300 


Met 


Asn 


Pro 


Leu 


He Tyr 


Ser 


Leu 


Arg Asn 


Lys 


Asp 


Val 


Lys 


He 


Ala 


Leu 


Lys 


Lys 


Thr 


305 










310 










315 










320 


Phe 


Ser 


Thr 


Gin 


Ser 
325 


Val 


Xaa 


Xaa 


Glu 


He 
330 


Asn 


Val 


Tyr 


His 


Tyr 
335 


Thr 



Tyr Ala Asn 



<210> 2353 
<211> 336 
<212> PRT 

<213> Mus musculus (M82 8439916-21-1-3132 1296-290) 
<220> 

<221> VARIANT 

<222> (1) . . . (336) 

<223> Xaa = Any Amino Acid 



<400> 2353 



Asn 


Phe 


He 


Phe 


Phe 


Leu 


Pro 


He 


Asp 


Ser 


Leu Arg Glu 


Asp 


Met 


Ala 


1 








5 










10 










15 




Leu 


Glu 


Asn 


Ala 
20 


Ser 


Leu 


Val 


Thr 


Glu 
25 


Phe 


He 


Leu 


Met 


Gly 
30 


Leu 


Thr 


Asn 


Arg 


Pro 
35 


Asp 


Leu 


Gin 


He 


Pro 
40 


Leu 


Phe 


Leu 


Leu 


Phe 
45 


Leu 


Val 


Met 


Tyr 


Val 
50 


He 


Ala 


Thr 


Leu 


Gly 
55 


Asn 


Leu 


Ala 


Leu 


He 
60 


Met 


Leu 


He 


He 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu 


Asn 


Leu 


65 










70 










75 










80 


Ser 


Cys 


He 


Asp 


Leu 
85 


Phe 


Tyr 


Cys 


Ser 


Val 
90 


He 


Thr 


Pro 


Lys 


Met 
95 


Leu 


Met 


Asn 


Phe 


Val 
100 


Leu 


Lys 


Lys 


Asn 


Val 
105 


He 


Ser 


Tyr 


Glu 


Gly 
110 


Cys 


Met 
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Ala 


Gin 


Phe 
115 


Tyr 


Phe 


Phe 


Ala 


Phe 
120 


Phe 


Ala 


He 


Ser 


Glu 
125 


Cys 


Tyr 


Val 


Leu 


Thr 
130 


Thr 


Met 


Ala 


Tyr 


Asp 
135 


Arg 


Tyr 


Val 


Ala 


He 
140 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Asn 


He 


Val 


Met 


Ser 


Pro 


Lys 


Leu 


Cys. Ser 


Tyr 


Leu 


Met 


Met 


145 










150 










155 










160 


Gly Thr 


Tyr 


Leu 


Met 


Gly 


Phe 


Ser Gly 


Ala 


Met 


He 


His 


Thr 


Gly Cys 










165 










170 










175 




He 


Leu 


Arg 


Leu 
180 


Thr 


Phe 


Cys 


Asp 


Lys 
185 


Asn 


Thr 


He 


Asn 


His 
190 


Tyr 


Phe 


Cys 


Asp 


He 
195 


Leu 


Pro 


Leu 


Leu 


Gin 
200 


He 


Ser 


Cys 


Thr 


Ser 
205 


Thr 


Tyr 


Val 


Asn 


Glu 


He 


Glu 


Leu 


Phe 


He 


Val 


Ala 


Gly Lys 


Asp 


He 


He 


Val 


Pro 




210 










215 










220 










Thr 


Val 


He 


He 


Phe 


Thr 


Ser 


Tyr 


Gly 


Phe 


He 


Leu 


Ser 


Ser 


He 


Leu 


225 










230 










235 










240 


Lys 


He 


Ser 


Ser 


Thr 
245 


Ala 


Gly 


Met 


Ser 


Lys 
250 


Ala 


Phe 


Ser 


Thr 


Cys 
255 


Ser 


Ser 


His 


He 


He 
260 


Ala 


Leu 


Cys 


Leu 


Phe 
265 


Phe 


Gly 


Ser 


Cys 


Thr 
270 


Phe 


Met 


Tyr 


Leu 


Lys 


Pro 


Ser 


Ser 


Val 


Glu 


Ser 


Met 


Asp 


Gin 


Gly Lys 


He 


Ser 






275 










280 










285 








Ser 


Val 
290 


Phe 


Tyr 


Asn 


He 


Val 

295 


Val 


Pro 


Leu 


Met 


Asn 
300 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


He 


Ala 


He 


Lys 


Lys 


Thr 


He 


Thr 


305 










310 










315 










320 




Gly 


Lys 


Phe 


Xaa 
325 


Ser 


Glu 


Phe 


Val 


He 
330 


Leu 


Phe 


Thr 


Phe 


Ser 
335 


Tyr 



<210> 2354 
<211> 316 
<212> PRT 

<213> Mus musculus (M84 8439916-22-16651-22211 2487-1540) 



<400> 2354 




























Met Ala 


Leu 


Ala 


Asn 


Gly 


Ser 


Phe 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


1 






5 










10 










15 




Leu Thr 


Asp 


Gin 


Pro 


Asp 


Leu 


Gin 


Met 


Pro 


Leu 


Phe 


Leu 


He 


Phe 


Leu 






20 










25 










30 






He lie 


Tyr 


Leu 


He 


Thr 


Ala 


Phe 


Gly 


Asn 


Leu 


Thr 


Leu 


He 


He 


Leu 




35 










40 










45 








Ile^ Val 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Phe 


50 










55 










60 










Asn Leu 


Ser 


Phe 


He 


Asp 


Leu 


Cys 


Tyr 


Ser 


Ser 


Leu 


He 


Thr 


Pro 


Lys 


65 








70 










75 










80 


Met Leu 


Met 


Asn 


Phe 


Val 


Leu 


Glu 


Lys 


Asn 


He 


He 


Ser 


Tyr 


Met 


Gly 








85 










90 










95 




Cys Met 


Thr 


Gin 


Phe 


Tyr 


Phe 


Phe 


Gly 


Phe 


Phe 


Ala 


He 


Ser 


Glu 


Cys 






100 










105 










110 






Tyr Val 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 




115 








• 


120 










125 








Pro Leu 


Leu 


Tyr 


Ser 


Val 


Ala 


Met 


Ser 


Pro 


Lys 


Met 


Cys 


Ser 


Tyr 


Phe 


130 










135 










140 










He Leu Gly 


Ser 


Tyr 


Phe 


Met 


Gly 


Phe 


Ser 


Gly 


Ala 


Met 


He 


His 


Thr 


145 








150 










155 










160 


Gly Cys 


Val 


Met 


Arg 


Leu 


Thr 


Phe 


Cys 


Asp 


Gly 


Asn 


Thr 


He 


Asn 


His 








165 










170 










175 




Tyr Phe 


Cys 


Asp 


Leu 


Leu 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Thr 


Ser 


Thr 






180 










185 










190 






Tyr Val 


Asn 


Glu 


He 


Glu 


Leu 


Phe 


He 


Val 


Thr 


Gly Lys 


Asp 


He 


He 




195 










200 










205 
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Val Pro Thr 


Val 


He He 


Phe 


Ala 


Ser 


TVr 


Glv 


Phe 


He 


Leu 


Ser 


Asn 


210 






215 










220 










lie Leu Lys 


He 


Arg Ser 


Thr 


Ser 


Glv 


■rvx y 


Ser 


Lys 


Ala 


Phe 


Ser 


Tlrr 

J- Hi 


225 




230 










235 










240 


Cys Ser Ser 


His 


He He 


Ala 


Val 


Ser 


Met 


Phe 


Phe 


Gly 




Coy 
OCX 


nla 






245 








250 










OCC 

Z J J 




Phe Met Tyr 


Leu 


Lys Pro 


Ser 


Ser 


Ala 


Val 


Ser 


Met 


Asn 


Glu 


Ala 


Lys 




260 








265 










270 




Pho Cpr <Jpr 

* *»C OCX. OCl 


Tl 

X X 




Ser 


Tl « 

lie 


vai 


vai 


Fro 


Met 


Met 


Asn 


Pro 


Leu 


275 


















285 








He Tvr Spr 


Leu 


nx y nail 


jjy s 


Asp 


vai 


Lys 


val 


Gly Leu 


Lys 


Lys 


inr 


290 






295 










300 










Leu Ser Arg 


Met 


Phe Ser 


His 


Asn 


Leu 


He 


Ser 


Leu 










305 




310 










315 












<210> 2355 


























<211> 239 


























<212> PRT 


























<213> Mus musculus (M90 


8567804- 


15-6071- 


7402 


605 


-1319) 







<220> 

<221> VARIANT 

<222> (1)...(239) 

<223> Xaa = Any Amino Acid 

<400> 2355 

Asn Thr Glu Gly His Ser Leu He Leu Thr Tyr Asn Val Ser Asn Thr 

15 10 15 

Gin He Asn Cys Phe Cys Leu He Tyr Thr Xaa Tyr Asn Leu Leu Xaa 

20 25 30 

Phe Leu Glu He Tyr Phe Cys Pro Leu Leu He Pro Cys Val Ala Glu 

35 40 45 

Trp Ser Arg Gly Asp Cys He Glu He Leu Glu Tyr Asn He Cys He 

50 55 60 

Phe He Lys Leu Met Val Pro Thr Met Ser Ser Leu His Tyr Leu Met 
65 70 75 80 

Asn Ser Ser Val Xaa Tyr Leu Lys He Phe His Val Ser Lys Glu Leu 

85 90 95 

Tyr Gly Ser Phe Leu Gly Gly He Phe Phe Leu Ala Asn His Cys Arg 

100 105 110 

Glu He Glu He Ser Asn Arg Thr Thr Glu Met Arg He Lys Ala Leu 

115 120 125. 

Gin Lys Gly Leu Arg Asp He Ser Phe He Thr Asn Ser Val Gly He 

130 135 140 

Val He Leu He He He Tyr Ala Arg Leu Gin Lys Ser Thr Glu Gly 
145 150 - 155 160 

Thr Val Lys Thr Ser Ser Asn Cys Gly Tyr His He He Ser He Tyr 

165 170 175 

Leu Phe Phe Leu Lys Phe Ala Phe Leu Tyr He Phe Lys Tyr Val Ser 

180 185 190 

Arg Met His Gin Gly Ser Val Ser Ser Val Phe Tyr Thr Asn Val Val 

195 200 205 

Pro He Cys Asn Thr Leu He Tyr Ser Leu Xaa Asn Asp Val Thr He 

210 215 220 

Ala Trp Met Asn Val Leu Met Lys Phe Gin Arg His Leu Phe Tyr 
225 230 235 

<210> 2356 
<211> 202 
<212> PRT 

<213> Mus musculus (M96 8567804-8-3023-3783 759-153) 
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<220> 

<221> VARIANT 

<222> (1) . . . (202) 

<223> Xaa = Any Amino Acid 



<400> 2356 



He 


Leu 


Leu 


Gly 


Leu 


Thr 


Gin 


Gin 


Pro 


Glu 


Leu 


Gin 


Leu 


Pro 


Leu 


Phe 


X 








c 

D 




















15 




Phe 


Gin 


Phe 


Leu 


Gly 


He 


Tyr 


Val 


Val 


Ser 


He 


Val 


Gly Asn Leu 


Gly 


















Z D 










30 






Lieu 


lie 


val 

Jb 


Leu 


lie 


val 


Leu 


Asn 


Pro 


ill S 


Leu 


LI A c 

nio 


rnr 
45 


Pro 


Met 


Tyr 


Tyr 


Phe 
50 


Leu 


Phe 


Asn 


Leu 


Ser 
55 


Phe 


Thr 


Asp 


Leu 


Cys 


Tyr 


Ser 


Ser 


Ala 


He 


Thr 


Pro 


Lys 


Met 


Leu 


Val 


Gly 


Phe 


Val 


Asn 


Gin 


Asn 


He 


He 


Ala 


65 










70 










7b 










Q f\ 


HIS 


Ala 


CjIU 


Cys 


Leu 
85 


l nr 


Lrin 


Leu 


fne 


90 


r*ne 


Cys 


Phe 


Phe 


Val 
95 


Leu 


Asp 


Glu 


Cys 


Tyr 
100 


He 


Cys 


Thr 


Glu 


Met 
105 


Ala 


Tyr 


Asp 


Arg 


Tyr 
110 


Ala 


Ala 


He 


Cys 


Lys 
115 


Thr 


Leu 


Leu 


Asn 


Gin 
120 


Val 


Thr 


Met 


Ser 


His 
125 


Gin 


Val 


Cys 


Leu 


Glu 
130 


He 


Thr 


Lys 


Gly 


Trp 
135 


He 


He 


Leu 


Tyr 


Ser 
140 


Glu 


Met 


Glu 


Lys 


Ser 


Lys 


Lys 


Ser 


Phe 


Xaa 


Met 


Tyr 


He 


Ser 


He 


Leu 


Leu 


Phe 


Phe 


Ser 


145 










150 










155 










160 


Leu 


Phe 


Gly 


Asp 


He 
165 


He 


Ser 


Leu 


Lys 


Ser 
170 


Phe 


Met 


Leu 


Ser 


Lys 
175 


Cys 


Leu 


Thr 


Thr 


Asp 
180 


Leu 


His 


Leu 


Lys 


Ser 
185 


Arg 


His 


He 


Cys 


Lys 
190 


Phe 


Cys 


Val 


Ala 


Val 


Ser 


Asp 


Asn 


Val 


Leu 


Leu 


Leu 















195 200 

<210> 2357 
<211> 123 
<212> PRT 

<213> Mus musculus (M98 8570471-14-891-2711 1429-1795) 
<220> 

<221> VARIANT 

<222> (1)...(123) 

<223> Xaa = Any Amino Acid 

<400> 2357 



Leu 


Cys 


Gly 


Ser 


Gly 


Thr 


Leu 


He 


Phe 


Ser 


Ser 


Glu 


Met 


Leu 


Phe 


He 


1 








5 










10 










15 




Phe 


Leu 


Gly 


Lys 


Xaa 


Phe 


Phe 


Gly Xaa 


Xaa 


Asp 


Leu 


He 


Val 


Ala 


He 








20 










25 










30 






Phe 


Cys 


He 
35 


Phe 


Asn 


Phe 


Leu 


Lys 
40 


Leu 


Ser 


Leu 


Leu 


Thr 
45 


Lys 


Val 


Pro 


Glu 


Cys 
50 


Asp 


Phe 


Xaa 


Asn 


Lys 
55 


Leu 


Ser 


Xaa 


Xaa 


Asn 
60 


Glu 


Tyr 


He 


Xaa 


Asn 


He 


Val 


Pro 


Asp 


Ser 


Tyr 


Xaa 


Tyr 


Arg 


Asn 


Leu 


Tyr 


Trp Gly 


Asn 


65 










70 










75 










80 


Gly 


Asn 


Met 


Ser 


Ser 
85 


Thr 


Gly 


Cys 


Met 


Leu 
90 


Arg 


Leu 


Thr 


Ser 


Trp 
95 


Asp 


Gly 


Asn 


Thr 


He 
100 


Asn 


His 


Tyr 


Phe 


Cys 
105 


Asp 


Leu 


Leu 


Pro 


Phe 
110 


Leu 


Gin 


Leu 


Ser 


Cys 
115 


Thr 


Ser 


Thr 


Tyr 


Val 
120 


His 


Tyr 


Thr 
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<210> 2358 
<211> 179 
<212> PRT 

<213> Mus musculus (M99 8570471-17-1-2939 17-553) 
<220> 

<221> VARIANT 

<222> (1)...(179) 

<223> Xaa = Any Amino Acid 



<400> 2358 



lie 


Cvs 


Leu 


Asn 


Leu 


Met 


Leu 


Val 


Ser 




Phe 


He 


Ala 


Phe 


Ser 


V31U 


1 








5 










10 










15 




Ser 


Val 


Ala 


His 
20 


Thr 


Ala 


Cvs 
vy o 


Met 


Leu 
25 




Leu 


Thr 


nicr 


Cys 
30 


Asp 


AXa 


Asn 


Thr 


He 
35 


Asn 


Tyr 


Tyr 


Phe 


Cys 
40 


Asp 


He 


Pro 


Pro 


Leu 
45 


Leu 


Gin 


Leu 


Ser 


Cys 


Thr 


Thr 


Thr 


Arg 


Val 


Asn 


Glu 


Val 


Val 


He 


Phe 


Val 


Val 


Gly 




50 










55 










60 








Ser 


He 


Asn 


He 


He 


He 


Pro 


Thr 


Ser 


Thr 


He 


Phe 


Val 


Ser 


Tyr 


Gly 


65 










70 










75 








80 


Phe 


He 


Leu 


Ser 


Ser 


He 


Phe 


Leu 


He 


Thr 


Ala 


Ser 


Glu 


Gly Arg 


Ser 










85 










90 










95 




Lys 


Ala 


Phe 


Ser 
100 


Thr 


Cys 


Ser 


Ser 


His 
105 


He 


He 


Ala 


Ala 


Phe 
110 


Leu 


Phe 


Phe 


Gly 


Ser Gly 


Ala 


He 


Arg 


Tyr 


Phe 


Lys 


Pro 


Ser 


Ser 


Asp Gly 


Ser 






115 










120 










125 








Met 


Asp 
130 


Glu 


Gly 


Lys 


He 


Ser 
135 


Ser 


Val 


Phe 


Tyr 


Thr 
140 


Asn 


Val 


He 


Pro 


Met 


He 


Asn 


Pro 


Leu 


Leu 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


He 


Lys 


Val 


145 










150 










155 










160 


Ala 


Leu 


Arg 


Arg 


Thr 
165 


Leu 


Arg 


Lys 


Arg 


Asn 
170 


Phe 


Xaa 


Leu 


Ser 


Ser 
175 


Val 



Val Cys Val 



<210> 2359 
<211> 324 
<212> PRT 

<213> Mus musculus (M100 8570471-17-6599-8104 424-1396) 
<220> 

<221> VARIANT 
<222> (1)...(324) 
<223> Xaa = Any Amino Acid 

<400> 2359 

He Phe Cys Val Tyr Arg Phe 

1 5 
He Ser Leu Val Thr Glu Phe 
20 

Tyr Leu Gin He Pro Leu Phe 
35 

Thr Ala Leu Gly Asn Leu Ser 

50 55 
His Leu His Thr Pro Met Tyr 
65 70 
Asp Phe Cys Tyr Ser Ser Val 
85 

He Thr Arg Lys Asn Thr He 
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Ser Gin Arg Arg Met Asp Ser Val Asn 

10 15 
He Leu Val Gly Leu Thr Asp Lys Pro 

25 30 
Phe He Phe Leu Ala Met Tyr Leu Val 
40 45 
Leu He He Leu Thr Val Leu Asn Ser 
60 

Phe Phe Leu Phe Asn Leu Ser Phe Val 

75 80 
Phe Thr Pro Gin Met Leu Met Asn Phe 

90 95 
Ser Tyr Met Glu Cys Met Ser Gin Leu 
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100 105 110 



Tvr 


Phe 


Phe 


Cys 


Phe 


Phe 


Val 


He 


Ser 


Glu 


Cys 


Tyr 


Val 


Leu 


Thr 


Ser 






115 










120 










125 








Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Asn 




130 










135 










140 










Leu 


Val 


Met 


Ser 


Ser 


Lys 


Leu 


Cys 


Leu 


Asn 


Leu 


Met 


Leu 


Val 


Ser 


Tyr 


145 










150 










155 










160 


Phe 


He 


Ala 


Phe 


Ser 


Glu 


Ser 


Val 


Ala 


His 


Thr 


Val 


Cys 


He 


Met 


Arg 










165 










170 










175 




Leu 


Asn 


Phe 


Cvs 


Asp 


Ala 


Ser 


Lys 


He 


Asn 


His 


Tyr 


Phe 


Cys 


Asp 


He 








180 










185 










190 






Pro 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Thr 


Thr 


Thr 


Tyr 


He 


Asn 


Lys 


Leu 






195 










200 










205 








Val 


Val 


Phe 


Val 


Ala 


Ser 


Ser 


He 


Asn 


He 


He 


Val 


Pro 


He 


Ser 


Thr 




210 










215 










220 










lie 


Phe 


He 


Ser 


Tvr 


Gly 


Phe 


He 


Leu 


Ser 


Ser 


He 


Phe 


His 


He 


His 


225 










230 










235 










240 


Ser 


Ser 


Glu 


Gly 


Aro 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


He 










245 










250 










255 




He 


Ala 


Ala 


Phe 


Leu 


Phe 


Phe 


Gly 


Ser 


Gly 


Ala 


Phe 


Met 


Tyr 


Phe 


Gin 








260 










265 










270 






Pro 


Ser 


Ser 


Ala 


Glu 


Ser 


Met 


Asp 


Glu 


Gly 


Lys 


He 


Ser 


Ser 


Val 


Phe 






275 










280 










285 








Tyr 


Thr 


Asn 


Val 


He 


Pro 


Met 


Met 


Asn 


Pro 


Leu 


Leu 


Tyr 


Ser 


Leu 


Arg 




290 










295 










300 










Asn 


Lys 


Asp 


He 


Lys 


Val 


Ala 


Leu 


Arg 


Lys 


Thr 


Leu 


Ser 


Lys 


Arg 


Asn 


305 










310 










315 










320 


He 


Xaa 


Leu 


Tyr 



























<210> 2360 
<211> 327 
<212> PRT 

<213> Mus musculus (M101 8570471-19-17517-20152 1114-134) 
<220> 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 



<400> 2360 



Leu 


Phe 


He 


Phe His 


Lys 


He 


Ser 


Tyr 


Arg Ser 


Met 


Ala 


Leu 


He 


Asn 


1 






5 










10 








15 




Gly 


Ser 


Val 


Val Thr 


Glu 


Phe 


He 


Leu 


Leu Gly 


Leu 


Thr 


Asp 


Gin 


Pro 








20 








25 








30 






Asp 


Leu 


Gin 


Val Pro 


Leu 


Phe 


Leu 


Val 


Phe Leu 


Leu 


Met 


Tyr 


Met 


lie 






35 








40 








45 








Thr 


Ala 


Leu Gly Asn 


Leu 


Thr 


Leu 


He 


He Leu 


He 


Val 


Leu 


Asn 


Ser 




50 








55 








60 










His 


Leu 


His 


Thr Pro 


Met 


Tyr 


Phe 


Phe 


Leu Phe 


Asn 


Leu 


Ser 


Phe 


Val 


65 








70 








75 










80 


Asp 


Phe 


Cys 


Tyr Ser 


Ser 


Val 


He 


He 


Pro Lys 


Met 


Leu 


Met 


Asn 


Phe 








85 










90 








95 




He 


Leu 


Lys 


Lys Asn 


Phe 


He 


Ser Tyr 


Val Gly 


Cys 


Met 


Thr 


Gin 


Phe 








100 








105 








110 






Tyr 


Leu 


Phe 


Gly Phe 


Cys 


Val 


He 


Leu 


Glu Cys 


Tyr 


He 


Leu 


Thr 


Ser 






115 








120 








125 








Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys Asn 


Pro 


Leu 


Leu 


Tyr 


Asn 




130 








135 








140 










He 


Val 


Met 


Ser Pro 


Lys 


Met 


Cys 


Ser 


Tyr Leu 


Met 


Leu 


Gly 


Ser 


Tyr 


145 








150 








155 










160 
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Leu 


Met 


Gly 


Phe 


Ser 


Gly 


Ala 


Met 


He 


His 


Thr 


Gly 


Cys 


Val 


Leu 


Arg 








165 










170 










175 




Leu 


Ser 


Phe Cys 


Asp 


Glv 


Asn 


He 


He 


Asn 


His 


Tyr 


Phe 


Cys 


Asp 


Leu 








i ft n 

-LOW 










185 










190 










Leu 


Leu 


Gin 


Leu 


Ser 


Cys 
200 


Thr 


Ser 


Thr 


Tyr 


Val 
205 


Asn 


Glu 


He 




Vdi. 

210 


Leu 


He 


Val 


Ala 


Glv 
215 


Lys 


Aso 


He 


He 


Val 
220 


Pro 


Thr 


Val 


He 


He 


Phe 


Tip 


OCX 




Glv 


Phe 


He 


Leu 


Ser 


Ser 


He 


Phe 


Gin 


Met 


Lys 


225 










230 










235 










240 


Ser 


Thr 

X XXX 


L*ys 


Gly 


Met 
245 


Ser 


Lys 


Ala 


Phe 


Ser 
250 


Thr 


Cys 


Ser 


Ser 


His 
255 


He 


He 


Ala 


Val 


Ser 
260 


Leu 


Phe 


Phe 


Glv 


Ser 
265 


Gly 


Ala 


Phe 


Met 


Tyr 
270 


Leu 


Lys 


Pro 


Asn 


Ser 
275 


Thr 


Gly 


Thr 


Met 


Asn 
280 


Asn 


Gly 


Lys 


He 


Pro 
285 


Ser 


He 


He 


Tyr 


Thr 
290 


He 


Leu 


He 


Pro 


Met 
295 


Met 


Asn 


Pro 


Leu 


He 
300 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Val 


Ala 


Leu 


Arg 


Lys 


Thr 


Leu 


Arg 


Lys 


Lys 


He 


305 










310 










315 










320 


Leu 


Xaa 


Ser 


Glu 


Thr 


Val 


He 





















325 



<210> 2361 
<211> 341 
<212> PRT 

<213> Mus musculus (M104 8570471-3-1-2271 2172-1151) 
<220> 

<221> VARIANT 

<222> (1)...(341) 

<223> Xaa = Any Amino Acid 



<400> 2361 



Asn 


Phe 


Ala 


He 


Phe 


Phe 


Ser 


Val 


His 


Arg 


Phe 


Ser 


Xaa 


Arg 


Arg 


Met 


1 








5 










10 










15 




Ala 


Leu 


Val 


Asn 


Gly 


Ser 


Thr 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly Leu 








20 










25 










30 






Thr 


Asp 


Gin 
35 


Pro 


Gly 


Leu 


Gin 


Met 
40 


Pro 


Leu 


Phe 


Leu 


Leu 
45 


Phe 


Leu 


Leu 


Met 


Tyr 
50 


Met 


He 


Thr 


Val 


Phe 
55 


Gly 


Asn 


Leu 


Thr 


Leu 
60 


He 


Phe 


Leu 


He 


Leu 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu 


Asn 


65 










70 










75 










80 


Leu 


Ser 


Phe 


Val 


Asp 
85 


Leu 


Cys 


Tyr 


Ser 


Ser 
90 


Val 


He 


Thr 


Pro 


Lys 
95 


Met 


Leu 


Met 


Asn 


Phe 


He 


Leu 


Lys 


Lys 


Asn 


Leu 


He 


Ser 


Tyr 


Met 


Gly Cys 








100 










105 










110 






Met 


Ser 


Gin 
115 


Leu 


Tyr 


Phe 


Phe 


Cys 
120 


Phe 


Phe 


He 


He 


Ser 
125 


Glu 


Cys 


Tyr 


Val 


Leu 
130 


Val 


Ser 


Met 


Ala 


Tyr 
135 


Asp 


Arg 


Tyr 


Val 


Ala 
140 


He 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Asn 


Thr 


Ala 


Met 


Ser 


Pro 


Arg 


Val 


Cys 


Ser 


Tyr 


Leu 


Met 


145 










150 










155 










160 


Leu 


Gly 


Thr 


Tyr 


Leu 


Met 


Gly 


Phe 


Phe 


Asp 


Ala 


Met 


He 


His 


Thr Gly 










165 










170 










175 




Cys 


Met 


Leu 


Arg 


Leu 


Ser 


Phe 


Cys 


Asp 


Gly 


Asn 


He 


He 


Asn 


His 


Tyr 






180 










185 










190 






Phe 


Cys 


Asp 
195 


Val 


Leu 


Pro 


Leu 


Leu 
200 


Gin 


Leu 


Ser 


Cys 


Thr 
205 


Ser 


Thr 


Tyr 


Val 


Asn 


Glu 


Thr 


Glu 


He 


Phe 


He 


Val 


Gly 


Gly 


Lys 


Asp 


He 


He 


Leu 
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210 










215 








220 










Pro 


Ser 


Ala 


He 


He 


Phe 


Phe 


Ser 


Tyr 


Gly 


Phe He 


Leu 


Ser 


Asn 


He 


225 










230 










235 








240 


Phe 


Gin 


He 


Arg 


Ser 


Thr Leu Gly Arg Ser 


Lys Ala 


Phe 


Ser 


Thr 


Cys 










245 










250 








255 




Ser 


Ser 


His 


He 
260 


He 


Ala 


Val 


Ser 


Leu 
265 


Phe 


Phe Gly 


Ser 


Cys 
270 


Gly 


Phe 


Met 


Tyr 


Leu 


Lys 


Pro 


Ser 


Ser 


Ala 


Val 


Ser 


He Asp Gin Gly 


Lys 


He 






275 










280 








285 








Ser 


Ser 
290 


He 


Phe 


Tyr 


Thr 


He 
295 


Val 


Val 


Pro 


Met Met 
300 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Val 


Ala Leu 


Arg 


Lys 


Thr 


Leu 


305 










310 










315 








320 


Ser 


Arg 


Arg 


Lys 


Phe 
325 


Leu 


Lys 


Val 


Xaa 


Leu 
330 


Gin Ser 


Arg 


His 


Phe 
335 


Leu 


Cys 


Xaa 


Cys 


Thr 
340 


Tyr 























<210> 2362 
<211> 337 
<212> PRT 

<213> Mus musculus (M106 8570471-9-3672-5945 1670-660) 



<220> 

<221> VARIANT 

<222> (1)...(337) 

<223> Xaa = Any Amino Acid 



<400> 2362 



He 


Asn 


He 


Phe 


Phe 


Leu 


Leu 


Pro 


Thr 


Xaa 


Asn 


Met 


Gin 


Val 


Gin 


Met 


1 








5 










10 










15 




Ala 


Asp 


Thr 


Asn 
20 


His 


Ser 


Thr 


Val 


Thr 
25 


Glu 


Phe 


He 


Leu 


Ala 
30 


Gly 


Leu 


Thr 


Asp 


Lys 
35 


Pro 


Glu 


Leu 


Gin 


Leu 
40 


Pro 


Leu 


Phe 


Leu 


Leu 
45 


Phe 


Leu 


Gly 


He 


Tyr 


Leu 


Leu 


Thr 


Val 


Leu 


Gly Asn Leu 


Gly Met 


He 


He 


Leu 


He 




50 










55 










60 










Leu 


Leu 


Ser 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Ser 


65 










70 










75 










80 


Leu 


Ser 


Phe 


He 


Asp 
85 


Leu 


Cys 


Tyr 


Ser 


Thr 
90 


Val 


He 


Thr 


Pro 


Lys 
95 


Met 


Leu 


Val 


Asn 


Phe 
100 


Val 


Ala 


Lys 


Lys 


Asn 
105 


Val 


He 


Ser 


Tyr 


Glu 
110 


Glu 


Cys 


Met 


Thr 


Gin 
115 


Leu 


Tyr 


Phe 


Phe 


Leu 
120 


Ala 


Phe 


Val 


He 


Ser 
125 


Glu 


Cys 


His 


Met 


Leu 
130 


Ala 


Ala 


Met 


Ala 


Tyr 
135 


Asp 


Arg 


Tyr 


Val 


Ala 
140 


He 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Asn 


Val 


Thr 


Met 


Ser 


Tyr 


Gin 


He 


Cys 


Ser 


Trp Met 


Val 


145 










150 










155 










160 


Gly 


Gly 


Val 


Tyr Gly 


Met 


Gly 


Leu 


He Gly Ala Ala Val 


His 


Thr 


Leu 










165 










170 










175 




Cys 


Met 


Leu 


Arg 
180 


Val 


Val 


Phe 


Cys 


Lys 
185 


Ala 


Asn 


He 


He 


Asn 
190 


His 


Tyr 


Phe 


Cys 


Asp 
195 


Leu 


Phe 


Pro 


Leu 


Met 
200 


Glu 


Leu 


Ala 


Cys 


Ser 
205 


Ser 


Thr 


Tyr 


Val 


Asn 
210 


Glu 


Val 


Val 


Leu 


Leu 
215 


Cys 


Leu 


Ser 


Ala 


Phe 
220 


Asn 


He 


Phe 


He 


Pro 


Thr 


Leu 


Thr 


He 


Leu 


Gly 


Ser 


Tyr 


He 


Phe 


He 


He 


He 


Ser 


He 


225 










230 










235 










240 


Leu 


Arg 


He 


Lys 


Ser 


Thr 


Glu 


Gly Arg 


Phe 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 










245 










250 










255 
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Ser 


Ser 


His 


Phe 


Ser 


Ala 


Val 


Ser 


Val 


Phe 


Phe Gly Ser 


ilCU 


Ala 










260 










265 










270 






Met 


Tvr 


Leu 
97c 

Z. 1 D 


Gin 


Pro 


Phe 


Ser 


Val 
280 






Lys 


Asp 


Lys 
285 




Lys 


vax 


Ser 


Ser 
290 


Val 


Phe 


Tyr 


Thr 


Thr 
295 


He 


Val 


Pro 


Met 


Leu 
300 


Asn 


Pro 


Met 


He 


Tyr 


Ser 


Leu 


Arg Asn Arg Asp Val 


Lys 


Leu 


Ala 


Leu 


Asn 


Lys 


Leu 


Phe 


305 










310 










315 










320 


Gin 


Lys 


Lys 


Phe 


His 
325 


Val 


Xaa 


Arg 


Ser 


He 
330 


Tyr 


Leu 


Arg 


Lys 


Thr 

335 


He 


Gin 

































<210> 2363 
<211> 256 
<212> PRT 

<213> Mus musculus (M107 8571727-11-1262-2044 781-16) 
<220> 

<221> VARIANT 

<222> (1)...(256) 

<223> Xaa = Any Amino Acid 

<400> 2363 

He Leu Leu Gly Leu Thr Gin Gin Pro Glu Leu Gin Leu Pro Leu Phe 

15 10 15 

Phe Gin Phe Leu Gly He Tyr Val Val Ser He Val Gly Asn Leu Gly 

20 25 3 0 

Leu He Val Leu He Val Leu Asn Pro His Leu His Thr Pro Met Tyr 

35 40 45 

Tyr Phe Leu Phe Asn Leu Ser Phe Thr Asp Leu Cys Tyr Ser Ser Ala 

50 55 60 

He Thr Pro Lys Met Leu Val Gly Phe Val Asn Gin Asn He He Ala 
65 70 75 80 

His Ala Glu Cys Leu Thr Gin Leu Phe Phe Phe Cys Phe Phe Val Leu 

85 90 95 

Asp Glu Cys Tyr He Cys Thr Glu Met Ala Tyr Asp Arg Tyr Ala Ala 

100 105 110 

He Cys Lys Thr Leu Leu Asn Gin Val Thr Met Ser His Gin Val Cys 

115 120 125 

Leu Gly Asn His Lys Arg Leu Asp Tyr He He Phe Arg Asn Gly Lys 

130 135 140 

He Lys Lys He Phe Leu Asn Val His He Tyr Phe He lie Phe Xaa 
145 150 155 160 

Phe Val Cys Gly Thr Ser Tyr Pro Xaa Ser Leu Ser Cys Xaa Ala Ser 

165 170 175 

Val Xaa Pro Leu Thr Tyr He Leu Arg Val Gly Thr Phe Val Ser Phe 

180 185 190 

Val Trp Leu Ser Gin Thr Met Ser Tyr Tyr Phe He He Ala Asn Leu 

195 200 205 

Trp Asp Asn Leu Xaa Glu Ser Ser Phe Xaa Arg Leu He Cys Cys Ser 

210 215 220 

Lys Gly Xaa Ser Lys Glu Gly Lys Xaa Lys Leu Leu Ser Phe Trp Ser 
225 230 235 240 

Phe Phe He Val Leu Lys Gin Phe Arg Lys Glu Gly Leu Thr Ser Tyr 
245 250 255 

<210> 2364 
<211> 333 
<212> PRT 

<213> Mus musculus (Mill 8571727-21-4956-7261 1151-153) 
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<220> 

<221> VARIANT 

<222> (1)...(333) 

<223> Xaa = Any Amino Acid 



<400> 2364 



lie 


Leu 


Met 


Leu 


Xaa 


Leu 


Leu 


Leu 


Phe 


Leu 


Gin 


Glu 


Arg 


Met 


Val 


Leu 


1 








5 










10 










15 




Glu 


Asn 


Ser 


Ser 
20 


Ser 


Val 


Lys 


Glu 


Phe 
25 


He 


Leu 


Leu 


Gly 


Leu 
30 


Thr 


Gin 


Gin 


Pro 


Glu 
35 


Leu 


Gin 


Met 


Pro 


Leu 
40 


Phe 


Phe 


Leu 


Phe 


Leu 
45 


Gly 


He 


Tyr 


He 


Val 
50 


Ser 


Met 


Val 


Gly 


Asn 
55 


Leu 


Gly 


Leu 


Thr 


Val 
60 


Leu 


He 


Val 


Leu 


Asn 


Pro 


His 


Leu 


His 


Asn 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


65 










70 










75 










80 


Phe 


Thr 


Asp 


Leu 


Cys 


Tyr 


Ser 


Thr 


Val 


He 


Thr 


Pro 


Arg 


Met 


Leu 


Val 








85 










90 










95 




Gly 


Phe 


Val 


Lys 


Gin 


Asn 


Thr 


He 


Ser 


His 


Ala 


Glu 


Cys 


Met 


Thr 


Gin 






100 










105 










110 






His 


Phe 


Phe 
115 


Phe 


Cys 


Phe 


Phe 


Val 
120 


He 


Asp 


Glu 


Cys 


Tyr 
125 


He 


Leu 


Thr 


Ala 


Val 
130 


Ala 


Tyr 


Asp 


Arg 


Tyr 
135 


Ala 


Ala 


He 


Cys 


Lys 
140 


Pro 


Leu 


Leu 


Tyr 


Gin 


Val 


Thr 


Met 


Ser 


His 


Gin 


Val 


Cys 


Leu 


Leu 


Met 


Thr 


Val 


Gly Val 


145 










150 










155 










160 


Tyr 


Val 


Met 


Gly 


Phe 


Leu 


Glu 


Ala 


He 


Ala 


His 


Thr 


Gly 


Ser 


Met 


Val 






165 










170 










175 




Ser 


Leu 


Thr 


Phe 


Cys 


Asp 


Gly Asn 


He 


He 


Asn 


His 


Tyr 


Ala 


Cys 


Asp 








180 










185 










190 






He 


Leu 


Pro 
195 


Leu 


Leu 


Lys 


Leu 


Ser 
200 


Cys 


Thr 


Ser 


Thr 


Thr 
205 


He 


Asn 


Glu 


Leu 


Val 


Val 


Phe 


He 


Val 


Val 


Gly Val 


Asn 


Val 


He 


Val 


Pro 


Thr 


Leu 




210 










215 










220 










Thr 


He 


Phe 


He 


Ser 


Tyr 


Thr 


Leu 


He 


Leu 


Ser 


Asn 


He 


Leu 


Ser 


He 


225 










230 










235 










240 


His 


Ser 


Ala 


Glu 


Gly 
245 


Arg 


Ser 


Lys 


Ala 


Phe 
250 


Ser 


Thr 


Cys 


Gly 


Ser 
255 


His 


Val 


He 


Ala 


Val 


Ser 


Leu 


Phe 


Phe 


Gly Ala 


Ala 


Ala 


Phe 


Met 


Tyr 


Leu 








260 










265 










270 






Lys 


Pro 


Ser 


Ser 


Ala 


Ser 


Glu 


Asp 


Asp 


Asp 


Lys 


Val 


Ser 


Thr 


He 


Phe 




275 










280 










285 








Tyr 


Thr 


He 


Val 


Gly 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


290 










295 










300 










Asn 


Lys 


Asp Val 


Tyr 


Leu 


Ala 


Leu 


Arg 


Lys 


Thr 


Leu 


Met 


Lys 


Arg 


Ser 


305 








310 










315 










320 


Phe 


Thr 


Xaa 


Val 


Glu 
325 


Ser 


He 


Phe 


Val 


Met 
330 


Glu 


Leu 


Lys 









<210> 2365 
<211> 344 
<212> PRT 

<213> Mus musculus (M112 8571727-22-3043-8090 3092-2061) 
<220> 

<221> VARIANT 

<222> (1) . . . (344) 

<223> Xaa = Any Amino Acid 

<400> 2365 
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He Val Cys Phe He Ser Leu Phe Xaa Val Met Ser Gin Lys Arg Met 

1 5 10 15 

Ala Pro Arg Asn Ser Ser Ser Val Thr Glu Phe He Leu Val Gly Phe 

20 25 30 

Ser Asn Gin Pro Ala Leu Gin Leu Pro Leu Phe Phe Val Phe Leu Gly 

35 40 45 

He Tyr Val Leu Thr Val He Gly Asn Leu Gly Leu He Thr Leu He 

50 55 60 

Gly Leu Asn Ser Ser Leu His Thr Pro Met Tyr Phe Phe Leu Phe Asn 
65 70 75 80 

Leu Ser Phe He Asp Phe Cys Tyr Ser Cys Val Phe Thr Pro Lys Met 

85 90 95 

Leu Ser Asp Phe Val Ser Glu Asn He He Ser Tyr Met Gly Cys Met 

100 105 110 

Thr Gin Leu Phe Phe Phe Cys Phe Phe Val Asn Ser Glu Cys Tyr Val 

115 120 125 

Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro Leu 

130 135 140 

Leu Tyr Thr Val Thr Met Ser Pro Gin Val Cys Thr Leu Leu Met Phe 
14 5 150 155 160 

Cys Ser Tyr Val He Gly Phe Ala Gly Ala Met Ala His Thr Gly Ser 

165 170 175 

Met Leu Thr Leu Thr Phe Cys Asp Ser Asn Met He His His Tyr Leu 

180 185 190 

Cys Glu Val Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr Tyr Ala 

195 200 205 

Asn Glu Leu Val Phe Phe He Val Val Gly Val Val He Thr Ala Ser 

210 215 220 

Ser He Ser He Phe He Ser Tyr Ala Leu He Leu Ser Asn He Leu 
22 5 230 235 240 

Lys He Pro Ser Ala Glu Gly Arg Ser Lys Ala Phe Gly Thr Trp Gly 

245 250 255 

Ser His Val Val Ala Val Ala Leu Phe Phe Gly Ser Gly Ala Phe Thr 

260 265 270 

Tyr Leu Thr Thr Ser Phe Pro Gly Ser Met Glu Glu Gly Arg Phe Ala 

275 280 285 

Ser Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro Leu He Tyr 

290 295 300 

Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Leu Asn Lys Thr Leu Lys 
305 310 315 320 

Arg Val Leu Phe Xaa Xaa Val Trp Cys Tyr His Trp Asn Xaa He Leu 

325 330 335 

Gly Lys His Thr Gin He His Phe 
340 

<210> 2366 
<211> 157 
<212> PRT 

<213> Mus musculus (M113 8571727-23-1650-2708 1059-589) 
<220> 

<221> VARIANT 

<222> (1)...(157) 

<223> Xaa = Any Amino Acid 

<400>2366 

He Arg Phe Ala Gly Ser Ser Val His Thr Gly Cys Val Phe Leu Xaa 

1 5 10 15 

Gly His Ala He Asn His Xaa Leu Phe Asn He Leu Thr Leu Leu Gin 

20 25 30 

Leu Ser Xaa Ala Thr Thr Tyr Val Asn Val Val He Leu He Gly Val 
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35 










40 










45 








Tyr 


He 


Thr 


Val 


Pro 


Ser 


Phe 


Thr 


He 


Leu 


He 


Ser 


Tyr 


Val 


Phe 


He 


50 










55 










60 










Phe 


He 


Asn 


He 


Leu 


Asn 


He 


Lys 


Ser 


Met 


Gin Arg 


He 


Ser 


Lys 


Asp 


65 










70 










75 










80 


Phe 


Ser 


He 


Cys 


Arg 
85 


Phe 


His 


He 


Ala 


Ser 
90 


He 


Tyr 


Val 


Phe 


He 
95 


Glu 


Phe 


Thr 


Ala 


Phe 
100 


Lys 


Cys 


Phe 


Lys 


Tyr 
105 


Ser 


Tyr 


Gly 


Ser 


He 
110 


Asp 


Gin 


Gly 


Phe 


Tyr 


Ser 


Ser 


Val 


Phe 


Tyr 


Thr 


Asp 


Val 


He 


Leu 


He 


Leu 


Asn 




115 










120 










125 








He 


He 
130 


He 


Tyr 


Ser 


Met 


Cys 
135 


He 


Met 


Asp 


Val 


Glu 
140 


Met 


Ala 


Leu 


Met 


Asp 


Ala 


Leu 


Met 


Lys 


Phe 


Gin Arg Asn 


Val 


Phe 


His 


Leu 








145 










150 










155 













<210> 2367 
<211> 127 
<212> PRT 

<213> Mus musculus (M114 8571727-23-3 031-3453 387-9) 



<220> 

<221> VARIANT 

<222> (1) . . . (127) 

<223> Xaa = Any Amino Acid 



<400>2367 

His Ser He Gin Tyr 

1 5 
Cys Tyr Ser Ser Val 
20 

Glu Lys Asn Ala He 
35 

Leu Val Pro Phe Leu 
50 

Leu Ser Phe Phe Leu 
65 

Xaa Tyr Tyr Thr Leu 
85 

Cys Ser Ser Leu Val 
100 

Phe Ser Phe Leu Leu 
115 



Leu Asn Leu lie Asn 
10 

Pro Arg Ser Lys Met 
25 

Ser Phe Val Gly Cys 
40 

Ser Phe Phe Leu Ser 
55 

Ser Phe Phe Leu Ser 
70 

Thr Ser Met Ala Tyr 
90 

His Xaa Val Thr Pro 
105 

Leu Phe Phe Phe Cys 
120 



Leu Ser Tyr He Asp Leu 
15 

Leu Met Asn Phe Val Phe 
30 

Asp Ser He Gin Phe Ser 
45 

Phe Phe Leu Ser Phe Phe 
60 

Phe Phe Leu Val He Phe 
75 80 
Asp Phe Tyr Val Ala He 
95 

Leu Leu Gin Val Cys Phe 
110 

Pro Leu Phe Pro Met 
125 



<210> 2368 
<211> 133 
<212> PRT 

<213> Mus musculus (M115 8571727-24-1-1404 400-2) 
<400>2368 

Cys Asn Val He Thr Phe Thr Val Leu Thr Asp Met Asn Trp Gly Arg 

15 10 15 

Met Ala Leu Gly Asn Asp Ser Ser Val Lys Glu Phe He Leu Leu Gly 

20 25 30 

Leu Thr Gin Gin Pro Glu Leu Gin Leu Pro Leu Phe Phe Phe Phe Leu 

35 40 45 

Gly Val Tyr He Phe Ser Val Val Gly Asn Leu Gly Leu He Val Leu 

50 55 60 

He Val Leu Asn Pro His Leu Gin Thr Pro Met Tyr Tyr Phe Leu Phe 
65 70 75 80 

Asn Leu Ser Phe Thr Asp Leu Cys Tyr Ser Ser Val He Thr Pro Lys 



1427 



BNSDOCID: <WO 01271 58A2_I_> 



WO 01/27158 



PCT/USOO/27582 



85 90 95 

Met Leu Val Ser Phe Val Lys Gin Asn He He Ser His Ala Glu Cys 

100 105 110 

Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Val He Asp Glu Cys Tyr 

115 120 125 

He Leu Thr Ala Met 
130 

<210> 2369 
<211> 262 
<212> PRT 

<213> Mus musculus (M117 8571727-26-4808-6724 1497-715) 
<22G> 

<221> VARIANT 

<222> (1) . . . (262) 

<223> Xaa = Any Amino Acid 

<400>2369 

Ser Ser Leu His Ala Ser His Ser His Glu Leu Xaa Lys Gly He Val 

15 10 15 

Gly Leu Phe Xaa Ala Ala Ser Tyr Ser Thr Val Lys Leu Pro Lys Met 

20 25 30 

Leu Val Ser Phe Val Lys Gin Asn Thr He Ser Tyr Ala Glu Cys Met 

35 40 45 

Thr Gin Leu Phe Phe Phe Cys Phe Phe Val He Asp Glu Cys Tyr He 

50 55 60 

Leu Thr Ala Met Ala Tyr Asp Met Phe Ala Ala He Ser Lys Pro Leu 
65 70 75 80 

Leu Tyr Gin Val Thr Met Ser His Trp Val Cys Leu Leu Met He Val 

85 90 95 

Gly Val Tyr Val He Gly Phe Ser Gly Ser His Tyr Thr Ser Met Pro 

100 105 110 

Asp Leu Xaa Trp Gin Arg His Tyr Met Cys Asp He Leu Leu Leu Leu 

115 120 125 

Gin Leu Ser Cys Glu Ser Thr Ser He Asn Glu Leu Val He Tyr Arg 

130 135 140 

Val Gly Phe Asn Val Thr Val Pro Ser Leu Thr He Phe He Ser Tyr 
145 150 155 160 

Thr Leu He Leu Ser Asn He Pro Ser He His Ser Thr Glu Gly Arg 

165 170 175 

Asn Cys Gly Ser His Val He Ala Leu Ser Leu Leu Tyr Gly He Val 

180 185 190 

Ala Phe Thr Tyr Leu Lys Pro Ser Ser Val Ser Val Asp Asp Ala Asn 

195 200 205 

Val Ser Thr He Phe Phe Tyr Thr Val Val Gly Pro Met Leu Asn Pro 

210 215 220 

Phe Leu His Ser He Arg Asn Lys Asp Val His Thr Ala Leu Arg Lys 
225 230 235 240 

Thr Leu Asn Lys Ser Ser Phe Thr Xaa Val Xaa Val Cys He Cys Tyr 

245 250 255 

Glu Ser Lys He Leu Gly 
260 

<210> 2370 
<211> 329 
<212> PRT 

<213> Mus musculus (M119 8573058-17-2172-5249 1514-528) 
<220> 

<221> VARIANT 
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<222> (1)...(329) 

<223> Xaa = Any Amino Acid 

<400>2370 



Val 


Met 


Leu 


Leu 


Ala 


Phe 


Leu 


Leu 


Pro 


Thr Asp Asp 


Thr 


He 


Met 


His 


1 








5 










10 










15 




Met 


Ala 


Met 


Glu 
20 


Asn 


Asp 


Ser 


Ser 


Val 
25 


Thr 


Glu 


Phe 


Val 


Phe 
30 


Met 


Gly 


Leu 


Thr 


Glu 

35 


Gin 


Pro 


Glu 


Leu 


Arg 
40 


Leu 


Pro 


Leu 


Phe 


Phe 
45 


Val 


Phe 


Leu 


Leu 


Asn 


Tyr 


Thr 


Ala 


Thr 


Val 


Met 


Gly Asn 


Leu 


Ser 


Leu 


Met 


Val 


Leu 




50 










55 










60 










He 


Cys 


Leu 


Asn 


Ser 


His 


Leu 


His 


Asn 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Phe 


65 








70 










75 










80 


Asn 


Leu 


Ser 


Leu 


Val 
85 


Asp 


Phe 


Cys 


Tyr 


Ser 
90 


Phe 


Val 


Cys 


Thr 


Pro 
95 


Lys 


Met 


Leu 


Met 


Gly 
100 


Phe 


Val 


Ser 


Glu 


Lys 
105 


Ser 


He 


He 


Ser 


Tyr 
110 


Thr 


Gly 


Cys 


Met 


Thr 


Gin 


Leu 


Phe 


Phe 


Phe 


Cys 


Phe 


Phe 


Val 


Asn 


Ser 


Glu 


Cys 




115 










120 










125 








Tyr 


Val 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 




13 0 










135 










140 










Pro 


Leu 


Val 


Tyr 


Ala 


He 


Leu 


Met 


Ser 


Pro 


Arg 


Met 


Cys 


Ser 


Leu 


Leu 


145 








150 










155 










160 


Met 


He 


Gly 


Ser 


Tyr 
165 


Leu 


Met 


Gly 


Phe 


Ala 
170 


Ser 


Ala 


Met 


Ala 


His 
175 


Thr 


Gly 


Cys 


Met 


He 
180 


Arg 


Leu 


Lys 


Phe 


Cys 
185 


Asp 


Ser 


Asn 


He 


He 
190 


Asn 


His 


Tyr 


Met 


Cys 


Glu 


He 


Phe 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Ser 


Ser 


Thr 




195 










200 










205 








Tyr 


Ala 


Asn 


Glu 


Leu 


Val 


Ser 


Ser 


Leu 


He 


Ala 


Cys 


He 


Val 


Val 


He 


210 










215 










220 










Val 


Ser 


Gly 


Leu 


Val 


He 


Leu 


Met 


Ser 


Tyr 


Ala 


Ser 


He 


Leu 


Leu 


Asn 


225 








230 










235 










240 


Val 


Val 


Gin 


Met 


Ser 


Ser 


Ala 


Thr 


Gly Trp 


Ser 


Lys 


Ala 


Met 


Gly Thr 










245 










250 










255 




Cys 


Gly 


Ser 


His 


He 


He 


Thr 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Ser 


Gly 


Leu 




260 










265 










270 






Leu 


Thr 


Tyr 


Val 


Lys 


Pro 


Ala 


Ser 


Ala 


Glu 


Ser 


Val 


Asp Gin Gly Lys 






275 










280 










285 








Phe 


Phe 
290 


Ser 


Val 


Phe 


Tyr 


Thr 
295 


Leu 


Met 


Val 


Pro 


Met 
300 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Leu 


Ala 


Ala 


Lys 


Arg 


Thr 


305 








310 










315 










320 


Met 


Asn 


Arg 


He 


Thr 
325 


He 


Xaa 


Gly 


Lys 

















<210> 2371 
<211> 335 
<212> PRT 

<213> Mus musculus (M122 8573058-3-1-3007 1710-2714) 
<220> 

<221> VARIANT 

<222> (1) . . . (335) 

<223> Xaa = Any Amino Acid 

<400>2371 

Val Leu He Leu Pro Leu His Leu Phe Leu Gin Met Ser Leu Asn Ala 

15 10 15 

Gin Lys Thr Met Glu Asn Asp Ser Ser Val Ser Glu Phe He Leu Met 
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20 25 30 

Gly Leu Thr Asp Gin Pro Glu Leu Gin Leu Pro Leu Phe Val Leu Phe 

35 40 45 

Leu Val Asn Tyr Thr Val Thr Val Met Gly Asn Leu Ser Leu Met Asn 

50 55 60 

Leu lie Cys Leu Asn Ser Asn Leu His Thr Pro Met Tyr Phe Phe lie 
65 70 75 80 

Phe Asn Leu Ser Phe lie Asp Phe Cys Tyr Ser Met Val Phe Thr Pro 

85 90 95 

Lys Met Leu Met Gly Phe Val Val Glu Lys Asn He He Ser Phe Arg 

100 105 HO 

Gly Cys Met Thr Gin Leu Phe Phe Phe Leu Phe Phe Val Asn Ser Glu 

115 120 125 

Ser Tyr Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

130 135 140 

Gin Pro Leu Leu Tyr Lys Ala Val Met Ser Pro Gly He Cys Phe Leu 
14 5 150 155 160 

Leu He Phe Cys Thr Tyr Leu Met Gly Leu Val Ser Ala Leu Phe His 

165 170 175 

Thr Gly Phe Met He Arg Leu Asn Phe Cys Asp Ser Asn Val He Asn 

180 185 190 

His Tyr Met Cys Asp He Phe Pro Leu Phe Arg Leu Ser Cys Ser Ser 

195 200 205 

Thr Tyr Leu Thr Glu Leu Val Ser Ser Ala Val Val Gly Thr Ala He 

210 215 220 

He Leu Cys Cys Leu He He Leu He Ser Tyr Gly Met He Leu Tyr 
225 230 235 240 

Asn He He His Met Ser Ser Gly Lys Gly Trp Ser Lys Ala Leu Gly 

245 250 255 

Thr Cys Gly Ser His He He Thr Val Ser Leu Phe Tyr Val Thr Gly 

260 265 270 

Met Leu Ala Tyr Val Lys Pro Ser Ser Ala Glu Thr Val Gly Gin Gly 
4* 275 280 285 

Lys He Phe Ser Val Phe Tyr Thr Phe Leu Val Pro Met Leu Asn Pro 

290 295 300 

Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Val Lys Lys 
305 310 315 320 

Thr Trp Lys Arg Leu Thr Cys Xaa He Thr His Ser Asn Val Pro 
325 330 335 

<210> 2372 
<211> 131 
<212> PRT 

<213> Mus musculus (M123 8573058-5-4486-4920 411-18) 
<220> 

<221> VARIANT 

<222> (1)...<131) 

<223> Xaa = Any Amino Acid 

<400>2372 

Leu Gly Gly Glu Asp Arg Phe Ser Leu Asn Asn Glu Ser Leu He Asn 

1 5 10 15 

Asn Ser Gly Leu Val Pro Cys Thr Phe His He Leu Thr Ser Phe Cys 

20 25 30 

Lys Ser Arg Ser Xaa Thr Phe Arg Thr Cys Gly Ser His Phe He Ala 

35 40 45 

Val Ser Leu Phe Tyr Gly Ala Ser Ala Phe Met Tyr Leu Lys Pro Ser 

50 55 60 

Ser Ala Ser Val Asp Asp Asp Lys He Ser Thr He Phe Tyr Thr He 
65 70 75 80 



1430 



BNSDOCID: <WO 0127158A2J_> 



WO 01/27158 



PCT/US00/27582 



Val Gly Pro Met Leu Asn Pro Phe 
85 

Val His lie Ala Leu Arg Lys Tyr 
100 

Glu Glu Leu Xaa Leu lie Xaa Met 
115 120 
Tyr Asn Phe 
130 



lie Tyr Ser Leu Arg Asn Lys Asp 

90 95 
Phe Glu Glu Lys Ser Phe lie Xaa 
105 110 
Glu Asn Leu Met Val Cys Gin lie 
125 



<210> 2373 
<211> 167 
<212> PRT 

<213> Mus musculus (M124 8573058-8-1-894 16-516) 



<400>2373 

Leu Thr His Gly Ser Thr Pro Thr Gly Pro lie Thr Ala Pro Ala Leu 

15 10 15 

Thr Val Cys Met Val Trp Leu Gin Phe Leu Asp Ser Pro Leu Thr Thr 

20 25 30 

Pro Tyr Met Cys His lie Phe Pro Leu Leu Gin Val Ser Cys Ser Ser 

35 40 45 

Pro Tyr Val Asn Gin Leu Met Ser Tyr lie Ala Val Gly Thr Ala lie 

50 55 60 

lie Leu Cys Ser Leu lie lie Leu Val Ser Tyr Ala Met lie Leu Phe 
65 70 75 80 

Asn lie lie His lie Ser Ser Gly Lys Gly Trp Ser Lys Ala Leu Gly 

85 90 95 

Thr Cys Gly Ser His lie He Thr Val Ser Leu Phe Tyr Gly Ser Gly 

100 105 HO 

Leu Leu Ala Tyr Val Asn Pro Ser Ser Ala Glu Thr Val Gly Gin Ala 

115 120 125 

Lys Phe Phe Ser Val Phe Tyr Thr Leu Leu Val Pro Met Leu Asn Pro 

130 135 140 

Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Met Lys Lys 
145 150 155 160 

Ser Trp Lys Arg He Thr Ser 
165 



<210> 2374 
<211> 337 
<212> PRT 

<213> Mus musculus (M126 8574266-10-448-5833 4192-5202) 



<220> 

<221> VARIANT 

<222> (1) . . . (337) 

<223> Xaa = Any Amino Acid 



<400>2374 



Leu 


Phe 


Ser 


Ser 


Cys 


Tyr 


His 


Lys 


Phe 


He 


Cys 


Lys 


Met 


Thr 


Ala 


Arg 


1 








5 










10 










15 




Asn 


Met 


Thr 


Thr 


Met 


Ser 


Gly 


Phe 


Leu 


Leu 


Met 


Gly 


Phe 


Ser 


Asp 


Asn 








20 










25 










30 






His 


Glu 


Leu 


Gin 


He 


Leu 


Gin 


Ala 


Leu 


Leu 


Phe 


Leu 


Leu 


Thr 


Tyr 


Leu 






35 










40 










45 








Leu 


Gly 


Ser 


Ala 


Gly Asn 


Phe 


He 


He 


He 


Thr 


He 


Thr 


Thr 


Leu 


Asp 




50 










55 










60 










Pro 


Gin 


Leu 


Gin 


Ser 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Lys 


Gin 


Leu 


Ser 


Thr 


65 










70 










75 










80 


Leu 


Asp 


Leu 


Ser 


Ser 


Leu 


Ser 


Val 


Thr 


Val 


Pro 


Gin Tyr Val 


Ala 


Ser 










85 










90 










95 
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Ser Leu Ala Arg Ser Gly Tyr lie Ser Tyr Gly Gin Cys Met Leu Gin 

100 105 110 

lie Phe Phe Phe Thr Gly Leu Ala Trp Ser Glu Met Ala Thr Leu Thr 

115 120 125 

Val Met Ser Tyr Asp Arg Tyr Val Ala lie Cys Leu Pro Leu His Tyr 

130 135 140 

Glu Val lie Met Ser Pro Arg Lys Cys Thr Trp Ala Val Ala Ala Val 
145 150 155 160 

Trp Leu Ser Gly Gly lie Ser Gly Thr Leu Phe Thr Ala Ser Thr Leu 

165 170 175 

Ser lie Arg Phe Cys Gly Asp Lys lie lie His Gin Phe Phe Cys Asp 

180 185 190 

lie Pro Gin Leu Leu Lys Leu Ser Cys Ser Asn Asp Tyr Phe Gly Val 

195 200 205 

Leu Glu Val Ser Thr Phe Met Ser Val Met Ala Phe Ala Cys Phe Val 

210 215 220 

Gly lie Ala Phe Ser Tyr Gly Gin lie Phe Ser Thr Val Leu Arg Met 
225 230 235 240 

Pro Ser Ala Glu Gly Arg Ser Lys Val Phe Ser Thr Cys Leu Pro His 

245 250 255 

Leu Phe Val Val Ser Phe Phe Leu Ser Thr Gly lie Cys Ala Tyr Leu 

260 265 ** 270 

Lys Pro Thr Ser Asp Ser Pro Thr Ala Leu Asp Leu Met Leu Ser lie 

275 280 285 

Phe Tyr Thr Leu Leu Pro Pro Thr Leu Asn Pro Val lie Tyr Ser Leu 

290 295 300 

Arg Asn Glu Ser Leu Lys Arg Ala Leu Lys Lys Leu Leu Leu Ser Glu 
305 310 315 320 

Glu Phe lie Arg Lys Lys Cys Leu Phe Tyr Phe Xaa Cys Leu Leu Thr 
325 330 335 

Leu 



<210> 2375 
<211> 333 
<212> PRT 

<213> Mus musculus (M127 8574266-13-1078-2817 1563-564) 
<220> 

<221> VARIANT 

<222> (1)...(333) 

<223> Xaa = Any Amino Acid 



<400>2375 



Leu 


Ser 


Phe 


Leu 


Ser 


Gly 


Asp 


Glu 


Tyr 


Gin 


Leu 


Leu 


Ser 


Val 


Gin 


Glu 


1 








5 










10 










15 




Asn 


Ser 


Leu 


Ser 
20 


Val 


Lys 


Arg 


Phe 


Ala 
25 


Phe 


Ser 


Lys 


Phe 


Ser 
30 


Glu 


Val 


Pro 


Gly 


Glu 
35 


Cys 


Phe 


Leu 


Leu 


Phe 
40 


Thr 


Leu 


He 


Leu 


Leu 
45 


Met 


Phe 


Leu 


Val 


Ser 


Leu 


Thr 


Gly 


Asn 


Glu 


Leu 


He 


Val 


He 


Ala 


He 


Cys 


Thr 


Ser 




50 










55 










60 








Pro 


Ala 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Leu 


65 










70 










75 










80 


Leu 


Glu 


lie Gly Tyr 


Thr 


Cys 


Ser 


Val 


He 


Pro 


Lys 


Met 


Leu 


Gin 


Ser 










85 










90 










95 




Leu 


Val 


Ser 


Glu 
100 


Ala 


Arg 


Glu 


He 


Ser 
105 


Arg 


Glu 


Gly 


Cys 


Ala 
110 


Thr 


Gin 


Met 


Phe 


Phe 
115 


Phe 


Thr 


Phe 


Phe 


Gly 
120 


He 


Thr 


Glu 


Cys 


Cys 
125 


Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Cys 


Met 


Ala 


He 


Cys 


Ser 


Pro 


Leu 


His 


Tyr 
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130 135 140 

Ala Thr Arg Met Ser His Gly Val Cys Ala His Leu Ala lie Val Ser 
145 150 155 160 

Trp Gly Met Gly Cys lie Val Gly Leu Gly Gin Thr Asn Phe lie Phe 

165 170 175 

Ser Leu Asn Phe Cys Gly Pro Cys Glu lie Asp His Phe Phe Cys Asp 

180 185 190 

Leu Pro Pro Val Leu Ala Leu Ala Cys Gly Asp Thr Ser Gin Asn Glu 

195 200 205 

Ala Ala lie Phe Val Ala Ala lie Leu Cys lie Ser Ser Pro Phe Leu 

210 215 220 

Leu He He Tyr Ser Tyr Val Arg He Leu Val Ala Val Leu Val Met 
225 230 235 240 

Pro Ser Pro Glu Gly Arg His Lys Ala Leu Ser Thr Cys Ser Ser His 

245 250 255 

Leu Leu Val Val Thr Leu Phe Phe Gly Ser Gly Ser He Thr Tyr Leu 

260 265 270 

Arg Pro Lys Ser Ser His Leu Pro Gly Met Asp Lys Leu Leu Ala Leu 

275 280 285 

Phe Tyr Thr Ala Val Thr Ser Met Leu Asn Pro He He Tyr Ser Leu 

290 295 300 

Arg Asn Lys Glu Val Lys Thr Ala Leu Arg Lys Thr Leu Ser Leu Lys 
305 310 315 320 

Thr Ser Arg Ala He Asn Arg Xaa Gin Asn Leu Ala Glu 
325 330 

<210> 2376 
<211> 356 
<212> PRT 

<213> Mus musculus (M129 8574266-7-9797-11994 2006-942) 
<220> 

<221> VARIANT 

<222> (1) . . . (356) 

<223> Xaa = Any Amino Acid 

<400>2376 

Asn Phe Phe Leu Gin He Xaa Ser Gin Asn Tyr Gin Xaa Gly Xaa Leu 

15 10 15 

Lys Glu He Met Thr Lys Ser Asn Phe Ser Ser Pro He Cys Phe Arg 

20 25 30 

Leu Pro Gly Phe Ser Asp His Leu Xaa Leu Asp Xaa Thr Leu Phe Leu 

35 40 45 

Ala Thr Ser Val He Asp He Val Met Leu Thr Gin Asn Thr Met He 

50 55 60 

He Leu Val Ser Phe Leu Asn Ser Arg Leu Gin Thr Pro Met Tyr Phe 
65 70 75 80 

Phe Leu Ser Asn Phe Phe Phe Leu Asp Leu Cys Phe Met Thr Asn Val 

85 90 95 

Leu Xaa He Val Xaa Thr Ser Lys Gly Pro Glu Lys He He Ser Cys 

100 105 110 

Cys Ala He His Val Tyr He Val Leu Xaa Leu Asp Phe Thr Lys Cys 

115 120 125 

Val Leu Leu Thr Met Met Ala Tyr Asn Pro Val Thr Pro He Cys Trp 

130 135 140 

Pro Leu Xaa Tyr Pro Thr Thr His Pro Lys Phe Val Asp He His Pro 
145 150 155 160 

Lys Phe Pro Xaa Lys Pro Ala Ala Leu Ala Trp He Cys Ser Phe Met 

165 170 175 

Val Phe Thr He Gin Thr Thr Leu Val Phe Gin Leu Ser Leu Cys Ser 
180 185 190 



1433 



BNSDOCID: <WO 0127158A2_I_> 



WO 01/27158 



PCT/US00/27582 



His His 


Ara 


Met 


Asn 


Asp 


Phe 


Leu Cys 


Val 


Arg 


Asn 


Pro 


Pro 


Leu 


Val 




195 




















205 








Lys lie 


Thr 


Phe 


Met 


Asp 


Thr 


Thr 


Ser 


Leu 


Glu 


Lys 


nj. b 


lit; 


Ser 


Val 


210 










215 










220 










Phe Thr 


Phe 


Leu 


Xaa 


Ala 


Val 


lie 


Prn 

lr X. KJ 




Gly 


Glu 


iyx 


OCl 


He 


He 


225 








230 










235 










240 


Tyr Leu 


Leu 


Val 


Leu 


Leu 


Lys 


Vul 


xrp 


Leu 


Lys 


lie 


T.tte 


rile 


Thr Gly 








245 










250 










255 




Arg Met 


Lys 


Thr 
260 


Phe 


Glv 


Ser 


Cys 


Gly 


Phe 


His 


Leu 


Met 


nlct 

270 


He 


Val 


Leu Phe 


Phe 
275 


Glv 


Asn 


Glu 


Ser 


Qor 
ici 


val 


TVr 
xyx 


Met 


Val 


Tyr 
285 


lit? 1* 


Tyr 


Pro 


Arg Ala 


Asn 


Ala 




Gin 


TS/t* 

i y i 


Arg 


Lys 


x lltr 




Val 


Phe 


Tyr 


Met 


He 


290 










295 










300 










V» 1 TVi -r* 
v a x 1 1 IX 


Pro 


Ser 


lie 


Asn 


Pro 


Leu 


He 


Tyr 


Leu 


Arg Asn 


Lys 


Glu 


Phe 


305 








310 










315 










320 


Arg Trp 


Ala 


Val 


Gin 
325 


Arg 


Leu 


Val 


Thr 


Arg 
330 


Asp 


Pro 


Ser 


Xaa 


Gly 
335 


Lys 


lie Arg 


Gin 


Ser 


Leu 


Thr 


He 


Phe 


Gin 


Ala 


Phe 


Gly 


He Gly Arg 


His 






340 










345 










350 






Tyr He 


Tyr 
355 


Cys 



























<210> 2377 
<211> 323 
<212> PRT 

<213> Mus musculus (M130 8574266-9-11171-19240 5578-6546) 
<400>2377 

Val Arg He Leu Thr Val Asn Thr Asn Met Trp He Asn Asn Gin Ser 

15 10 15 

Ser Val Asp Asp Phe He Leu Leu Gly Phe Ser Asp Arg Pro Trp Leu 

20 25 30 

Glu Thr Pro Leu Phe Val He Phe Leu Val Ala Tyr He Phe Ala Leu 

35 40 45 

Phe Gly Asn He Ser He He Leu Val Ser Arg Leu Asp Pro Gin Leu 

50 55 60 

Asp Ser Pro Met Tyr Phe Phe Val Ser Asn Leu Ser Leu Leu Asp Leu 
65 70 75 80 

Cys Tyr Thr Thr Ser Thr Val Pro Gin Met Leu Val Asn Leu Arg Gly 

85 90 95 

Pro Glu Lys Thr lie Ser Tyr Gly Gly Cys Val Ala Gin Leu Tyr He 

100 105 110 

Phe Leu Ala Leu Gly Ser Thr Glu Cys He Leu Leu Ala He Met Ala 

115 120 125 

Phe Asp Arg Phe Ala Ala lie Cys Arg Pro Leu His Tyr Pro He He 

130 135 140 

Met Asn Gin Lys Arg Cys He His Met Ala Thr Gly Thr Trp He Ser 
145 150 155 160 

Gly Phe Ala Asn Ser Leu Val Gin Ser Thr Leu Thr Val Val Ala Pro 

165 170 175 

Arg Cys Gly Gin Arg Val He Asp His Phe Phe Cys Glu Val Pro Ala 

180 185 190 

Leu Leu Lys Leu Ala Cys Thr Asp Thr Ser Val Asn Glu Ala Glu Leu 

195 200 205 

Asn Val Leu Gly Ala Leu Leu Leu Leu Val Pro Leu Ser Leu He Leu 

210 215 220 

Gly Thr Tyr Val Phe He Ala Gin Ala Val Leu Lys Leu Arg Ser Ala 
225 230 235 240 

Glu Ser Arg Arg Lys Ala Phe Asn Thr Cys Ala Ser His Leu Leu Val 
245 250 255 
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Val Ser Leu Phe Tyr Phe Thr Ala He Ser Met Tyr Val Gin Pro Pro 

260 265 270 

Ser Ser Tyr Ser His Glu Arg Gly Lys He Met Ala Leu Phe Tyr Gly 

275 280 285 

He Val Thr Pro Thr Leu Asn Pro Phe He Tyr Thr Leu Arg Asn Lys 

290 295 300 

Asp Val Lys Ala Ala Leu Arg Arg Ala Leu Thr Lys Glu Phe Trp Val 
305 310 315 320 

Lys Ala Arg 

<210> 2378 
<211> 329 
<212> PRT 

<213> Mus musculus (M131 8574266-9-3 0686-36974 2322-3308) 
<220> 

<221> VARIANT 

<222> (1)...(329) 

<223> Xaa = Any Amino Acid 



<400>2378 



Leu 


Leu 


Ser 


Val 


Val 


Phe 


Phe 


Xaa 


Leu 


Phe 


Leu 


Asn 


Arg 


Val 


Ser 


Arg 


1 








5 










10 










15 




Val 


He 


He 


Met 


Asn 


Val 


Ser 


Phe 


Lys 


Thr 


Gly 


Phe 


Leu 


Leu 


Met 


Gly 








20 










25 










30 






Phe 


Ser 


Asp 


Glu 


Arg 


Asn 


Leu 


Gin 


He 


Leu 


His 


Ala 


Val 


Leu 


Phe 


Leu 






35 










40 










45 








He 


Thr 


Tyr 


Leu 


Leu 


Ala 


He 


Met 


Gly 


Asn 


Leu 


Leu 


He 


He 


Thr 


He 




50 










55 










60 










He 


Thr 


Leu 


Asp 


Gin 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Lys 


65 










70 










75 










80 


His 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


He 


Ser 


Val 


Thr 


Val 


Pro 


Gin 










85 










90 










95 




Ser 


He 


Ala 


Asn 


Ser 


Leu 


Met 


Asn 


Asn 


Gly 


Phe 


He 


Ser 


Leu 


Gly 


Gin 








100 










105 










110 






Cys 


Met 


Leu 


Gin 


Val 


Phe 


Phe 


Phe 


He 


Ala 


Leu 


Ala 


Ser 


Ser 


Glu 


Val 




115 










120 










125 








Ala 


He 


Leu 


Thr 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Arg 




130 










135 










140 










Pro 


Leu 


Gin 


Tyr 


Glu 


Thr 


He 


Met 


Asp 


Pro 


His 


Ala 


Cys 


Lys 


Cys 


Ala 


145 








150 










155 










160 


Val 


He 


Ala 


Val 


Trp 


Met 


Ala 


Gly 


Gly 


Leu 


Ser 


Gly 


Leu 


Leu 


His 


Thr 










165 










170 










175 




Gly 


Val 


Asn 


Phe 


Ser 


He 


Pro 


Leu 


Cys 


Gly 


Lys 


Arg 


He 


He 


His 


Gin 






180 










185 










190 






Phe 


Phe 


Cys 


Asp 


He 


Pro 


Gin 


Met 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Tyr 


Glu 






195 










200 










205 








Phe 


He 


Asn 


Glu 


He 


Ala 


Val 


Ala 


Ala 


Phe 


Thr 


Thr 


Ser 


Thr 


Ala 


Phe 




210 










215 










220 










Val 


Cys 


Leu 


He 


Ala 


He 


Val 


Phe 


Ser 


Tyr 


Thr 


Gin 


He 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Val 


Met 


Arg 


He 


Pro 


Ser 


Ala 


Asp 


Ser 


Arg 


Thr 


Lys 


Val 


Phe 


Ser 


Thr 










245 










250 










255 




Cys 


Leu 


Pro 


His 


Leu 


Phe 


Val 


Val 


Met 


Phe 


Phe 


Leu 


Ser 


Ala 


Ala 


Gly 






260 










265 










270 






Phe 


Glu 


Phe 


Leu 


Arg 


Pro 


Pro 


Ser 


Asp 


Ser 


Leu 


Ser 


Ala 


Met 


Asp 


Leu 






275 










280 










285 








Val 


Phe 


Ser 


He 


Phe 


Tyr 


Thr 


Val 


He 


Pro 


Pro 


Thr 


Leu 


Asn 


Pro 


Leu 




290 










295 










300 










He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Glu 


Ala 


Met 


Lys 


Ala 


Ala 


Leu 


Arg 


Lys 


Val 
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305 310 315 320 

Leu Ser Lys Glu Glu Phe Ser Arg Arg 
325 

<210> 2379 
<211> 324 
<212> PRT 

<213> Mus musculus (M132 8574266-9-4118-8767 2921-3891) 
<220> 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 

<400>2379 

Cys Asn lie Phe Leu Leu Val Leu His Gin Val Thr Gly Met lie Asn 

15 10 15 

Ser Ser Val Ser Ser Asp Phe lie Leu Val Gly Phe Ser Asp Gin Pro 

20 25 30 

Gin Leu Glu Arg Arg Leu Phe He Val Val Leu He Ser Tyr Leu Leu 

35 40 45 

Thr Leu Val Gly Asn Thr lie He He Leu He Ser Ser He Asp Ser 

50 55 60 

Lys Leu Lys Thr Pro Met Tyr Phe Phe Leu Thr His Leu Ser Phe Val 
65 70 75 80 

Asp He Cys Phe Thr Thr Ser He Val Pro Gin Leu Leu Trp Asn Leu 

85 90 95 

Lys Gly Pro Ala Lys Thr He Thr Ala Val Gly Cys Ala Val Gin Leu 

100 105 HO 

Tyr Val Ser Leu Thr Leu Gly Ser Thr Glu Cys He Leu Leu Ala Val 

115 120 125 

Met Ala Phe Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu His Tyr Val 

130 135 140 

Ala Val Met Asn Pro Gin Leu Cys Arg Ala Leu Ala Gly He Ser Trp 
i45 150 155 160 

Leu Ser Gly He Gly Asn Ala Leu He Gin Gly Thr He Thr Leu Trp 

165 170 175 

Leu Pro Arg Cys Gly His Leu Trp Leu His His Phe Phe Cys Glu Val 

180 185 190 

Pro Ser Met He Lys Leu Ala Cys Val Asp He His Ala Asn Glu Val 

195 200 205 

Gin Leu Phe Val Ala Ser Leu Val Leu Leu Leu Leu Pro Leu Ala Leu 

210 215 220 

He Leu Thr Ser Tyr Gly His He Ala Lys Ala Val He Arg He Lys 
225 230 235 " 240 

Ser Ser Gin Ala Trp Arg Arg Ala Leu Gly Thr Cys Gly Ser His Leu 

245 250 255 

Met Val Val Ser Leu Phe Tyr Gly Ser He Thr Ala He Tyr He Gin 

260 265 270 

Pro Asn Ser Ser Tyr Ala His Thr His Gly Lys Phe He Ser Leu Phe 

275 280 285 

Tyr Thr Val Met Thr Pro Thr Leu Asn Pro Leu He Tyr Thr Leu Arg 

290 295 300 

Asn Lys Glu Val Lys Gly Ala Leu Gly Arg Leu Phe Asn Arg Ala Ser 
3 °5 310 315 320 

Gly Val Xaa Gin 

<210> 2380 
<211> 341 
<212> PRT 
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<213> Mus musculus (M133 8574277-10-1-1870 1597-577) 
<220> 

<221> VARIANT 

<222> (1)...(341) 

<223> Xaa = Any Amino Acid 

<400>2380 

Val Leu Leu Asn His Thr Phe lie Thr Glu Phe Leu Leu Leu Gly Val 

15 10 15 

Thr Asp lie Gin Glu Leu Asn Pro lie Leu Phe Val Met Val Leu Ala 

20 25 30 

Met Tyr Phe lie Asn Val Phe Gly Asn Gly Ala lie Met Met lie Val 

35 40 45 

lie Leu Asp Ser Arg Leu Tyr Ser Pro Met Tyr Phe Phe Leu Gly Asn 

50 55 60 

Leu Ala Cys Leu Asp lie Cys Phe Ser Thr Val Thr Val Pro Lys Met 
65 70 75 80 

Leu Glu Asn Phe Phe Ser Thr Ser Lys Ala lie Ser Phe Leu Gly Cys 

85 90 95 

lie Thr Gin Leu His Phe Phe His Phe Leu Gly Cys Thr Asp Ala Leu 

100 105 110 

Leu Leu Thr Val Met Ala Phe Asp Arg Phe Val Ala lie Cys Arg Pro 

115 120 125 

Leu His Tyr Pro Ser lie Met Asn Arg Gin Val Cys He Gin Val Ala 

130 135 140 

Ala Thr He Trp Ala He Pro Phe Leu His Ala Leu Val His Ser He 
145 150 155 160 

Leu Thr Ser Gin Leu Asn Phe Cys Gly Ser Asn Arg He His His Phe 

165 170 175 

Phe Cys Asp Val Lys Pro Leu Leu Glu Leu Ala Cys Gly Asn Thr Glu 

180 185 190 

Leu Asn Arg Trp Leu Leu Asn Thr Leu Ala Gly Thr He Gly He Gly 

195 200 205 

Leu Phe Phe Leu Thr Phe Leu Ser Tyr Phe Tyr He Val Thr Tyr Leu 

210 215 220 

Phe Leu Lys Thr His Ser Cys Ser Met Leu His Lys Ala Leu Ser Thr 
225 230 235 240 

Cys Ala Ser His Phe Met Val Val Met He Phe Tyr Ala Pro Val Leu 

245 250 255 

Phe He Tyr He Asn Pro Asp Ser Gly Ser Ser Leu Glu Lys Asp Arg 

260 265 270 

He He Ala Val Met Tyr Thr Val Val Thr Pro Ala Leu Asn Pro Leu 

275 280 285 

He Tyr Ala Leu Arg Asn Lys Glu Val Arg Cys Ala Leu Asn Arg Lys 

290 295 300. 

Leu Arg He Leu He Xaa Leu Gly Arg Asn Leu Val Ser Tyr Phe Val 
305 310 315 320 

He Ser Gin His Lys Gin Leu Leu Xaa Lys Ser Met Cys Glu He Ser 

325 330 335 

Xaa Phe Xaa He Cys 
340 

<210> 2381 
<211> 284 
<212> PRT 

<213> Mus musculus (M136 8574277-13-1-992 974-124) 
<220> 

<221> VARIANT 
<222> (1) . . . (284) 
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<223> Xaa = Any Amino Acid 
<400>2381 

Cys lie Tyr lie Cys Val Cys Val Cys Val Cys Val Cys Val Cys Val 

15 10 15 

Cys lie Ser lie Cys Thr Tyr Leu His lie Xaa lie His Met Cys Val 

20 25 30 

Gin Val Val lie Lys Leu Lys Val Lys Xaa Val Thr Trp Lys Glu Val 

35 40 45 

Xaa Lys Met Ser Val Glu Lys Arg Thr Gin Ser Arg Gin Lys Ser Gly 

50 55 60 

Tyr Leu Ala Asn Cys Phe Leu Gin Ser Phe lie Leu Gly Ser Val Asp 
65 70 75 80 

Arg Asn lie Cys Leu Leu lie Val Met Val Tyr Asp His Tyr Leu Thr 

85 90 95 

lie Cys His His Leu Xaa Tyr Pro Phe Leu Met Gly Pro Leu Trp Gly 

100 105 110 

Leu Gly Phe Gly Leu Thr Thr Ser Phe Val Val Asp Glu Leu lie Val 

115 120 125 

Ala Leu Met Ala Gin Leu Arg Phe Cys Val Pro Lys Gin lie Asp His 

130 135 140 

Phe Tyr Tyr Asp Phe Ser Pro Leu Val Val Leu Ala Tyr Thr Asp Thr 
145 150 155 160 

Gly Leu Val Gin Val Thr Thr Phe Val Leu Phe Val Val Phe Leu Thr 

165 170 175 

Val Pro Phe Gly Leu Val Leu lie Ser Cys Ala Gin lie Ala Val Thr 

180 185 190 

Val Leu Arg Val Pro Ser Arg Thr Arg Arg Asn Lys Ala Phe Ser Thr 

195 200 205 

Cys Ser Ser His Leu Asp Glu Val Ser Thr Phe Tyr Gly Ser Leu Met 

210 215 220 

Val Trp Tyr Thr Glu Pro Ser Ala Val His Ser Gin lie Leu Ser Lys 
225 230 235 240 

Val lie Ala Leu Leu Tyr Thr Val Val Thr Thr lie Phe Asp Pro Gly 

245 250 255 

lie Tyr Thr Leu Arg Asn Gin Glu Val Gin Gin Ser Leu Arg Arg His 

260 265 270 

Leu Tyr Cys Lys Pro Thr Glu Met Xaa Pro Lys Arg 
275 280 

<210> 2382 
<211> 314 
<212> PRT 

<213> Mus musculus (M143 8574277-22-875-4053 855-1796) 
<400>2382 

Tyr Pro Met Gly lie Leu Ser Thr Gly Asn Gin Thr Val Thr Glu Phe 

15 10 15 

Val Leu Leu Gly Phe His Glu Val Pro Gly Leu His Leu Leu Phe Phe 

20 25 30 

Ser Val Phe Thr lie Leu Tyr Ala Ser lie lie Thr Gly Asn Met Leu 

35 40 45 

lie Ala Val Val Val Val Ser Ser Gin Arg Leu His Thr Pro Met Tyr 

50 55 60 

Phe Phe Leu Val Asn Leu Ser Phe lie Glu lie Val Tyr Thr Ser Thr 
65 70 75 80 

Val Val Pro Lys Met Leu Glu Gly Phe Leu Gin Glu Ala Thr lie Ser 

85 90 95 

Val Ala Gly Cys Leu Leu Gin Phe Phe Val Phe Gly Ser Leu Ala Thr 

100 105 110 

Asp Glu Cys Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Leu Ala 
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115 120 125 

lie Cys His Pro Leu Arg Tyr Pro His Leu Met Gly Pro Gin Trp Cys 

130 135 140 

Leu Gly Leu Val Leu Thr Val Trp Leu Ser Gly Phe Met Val Asp Gly 
145 150 155 160 

Leu Val Val Ala Leu Met Ala Gin Leu Arg Phe Cys Gly Pro Asn Leu 

165 170 " 175 

Val Asp His Phe Tyr Cys Asp Phe Ser Pro Leu Met Val Leu Ala Cys 

180 185 190 

Ser Asp Thr Gin Val Ala Gin Val Thr Thr Phe Val Leu Ser Val Val 

195 200 205 

Phe Leu Thr Val Pro Phe Gly Leu Val Leu lie Ser Tyr Ala Gin lie 

210 215 220 

Val Val Thr Val Leu Arg Val Pro Ser Gly Thr Arg Arg Thr Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Ala Val Val Ser Thr Phe Tyr Gly 

245 250 255 

Thr Leu Met Val Leu Tyr He Val Pro Ser Ala Val His Ser Gin Leu 

260 265 270 

Leu Ser Lys Val He Ala Leu Leu Tyr Thr Val Val Thr Pro He Phe 

275 280 285 

Asn Pro Val He Tyr Thr Leu Arg Asn Gin Glu Val Gin Gin Ala Leu 

290 295 300 

Arg Arg Leu Leu Tyr Cys Lys Pro Thr Glu 
305 310 

<210> 2383 
<211> 107 
<212> PRT 

<213> Mus musculus (M144 8574277-30-676-1123 424-104) 
<220> 

<221> VARIANT 

<222> (1) . . . (107) 

<223> Xaa = Any Amino Acid 

<400>2383 

Ser Gly Val Leu Gly Asn Lys Leu Ser Leu Cys Leu Xaa Val Xaa Arg 

15 10 15 

Val Phe Phe Ser Cys Gly Xaa Val Pro Ser Ala Gin Gly Lys Arg Lys 

20 25 30 

Ser Leu Ala Thr Cys Ser Ser His Leu Ser Val Val Leu Leu Phe Tyr 

35 40 45 

Ser Thr Val Phe Ala Thr Tyr Leu Lys Pro Pro Ser Thr Ser His Ser 

50 55 60 

Ser Ala Glu Val Val Ala Ala Val Met Tyr Thr Leu Val Thr Pro Thr 
65 70 75 80 

Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Val Lys Ser Ser 

85 90 95 

Leu Arg Lys He Leu Asn Met Asp Lys Phe Gin 
100 105 

<210> 2384 
<211> 232 
<212> PRT 

<213> Mus musculus (M148 8574277-5-2944-4486 2-698) 
<220> 

<221> VARIANT 

<222> (1) . . . (232) 

<223> Xaa = Any Amino Acid 
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<400>2384 



Lys 


Ser 


Leu 


Ala 


Thr 


Leu 


Ala 


Gly 


Cys 


Leu 


Leu 


Gin 


Pne 


Leu 


Thr 


Pne 


1 








5 










1U 










1 c 
13 




Thr 


Ser 


Leu 


Asp 


Ala 


Asp 


Glu 


Tyr 


Phe 


Leu 


Leu 


Thr 


Leu 


Met 


TV T _ 

Ala 


HXS 








20 










25 
















Asp 


His 


Cys 


Leu 


Ala 


lie 


Phe 


Tyr 


Ser 


Leu 


Xaa 


Tyr 


Pro 


Arg 


Leu 


Met 






35 










40 










45 








Arg 


Pro 


Gin Trp 


Cys 


Leu 


Gly 


Leu 


Val 


He 


He 


Val 


Trp 


Leu 


Ser 


Gly 




50 










55 










60 










Phe 


Met 


Glu 


Ala 


Gly 


Leu 


Val 


Val 


Ala 


Leu 


Thr 


Ala 


Gin 


Leu 


Arg 


Pne 


65 










70 










75 










80 


Cys 


Gly 


Pro 


Asn 


Leu 


lie 


Asp 


His 


Phe 


Tyr 


Cys 


Asp 


Phe 


Ser 


Pro 


Leu 










85 










90 










95 




Met 


lie 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Xaa 


Val 


Ala 


Gin 


Met 


Thr 


Thr 


Phe 








100 










105 










110 






Val 


Leu 


Phe 


Val 


Val 


Phe 


Leu 


Pro 


Val 


Leu 


Ser 


Gly 


Leu 


He 


Leu 


Met 






115 










120 










125 








Ser 


Tyr 


Ala 


Gin 


Phe 


Val 


Val 


He 


Val 


Leu 


Arg 


He 


Pro 


Ser 


Gly 


Ala 




130 










135 










140 










Arg 


Arg 


Thr 


Lys 


Ala 


Phe 


Phe 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Ala 


Met 


Met 


145 










150 










155 










160 


Phe 


Thr 


Phe 


Tyr 


Gly 


Ser 


Leu 


Met 


Val 


Trp 


Tyr 


Thr 


Ala 


Pro 


Ser 


Ala 










165 










170 










175 




Val 


Leu 


Ser 


Leu 


Gin 


Leu 


Leu 


Ser 


Lys 


Val 


He 


Ala 


Leu 


Leu 


Tyr 


Thr 








180 










185 










190 






Val 


Phe 


Ala 


Pro 


lie 


Phe 


Asn 


Ser 


Val 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Leu 






195 










200 










205 








Asp 


Met 


Gin 


Lys 


Ala 


Leu 


Arg 


Arg 


Leu 


Leu 


Tyr 


Cys 


Lys 


Ser 


Thr 


Glu 




210 










215 










220 










Met 


Xaa 


Pro 


Lys 


Lys 


Glu 


Gly 


Ser 



















225 230 



<210> 2385 
<211> 326 
<212> PRT 

<213> Mus musculus (M149 8574277-6-4252-5644 1059-82) 
<220> 

<221> VARIANT 

<222> (1)...(326) 

<223> Xaa = Any Amino Acid 



<400>2385 



Tyr 


He 


Val 


Phe 


Thr 


Pro 


He 


Ser 


Ser 


Xaa 


Asn 


Thr 


Arg 


Pro 


Thr 


Met 


1 








5 










10 










15 




Asn 


Cys 


Ser 


Gin 


Ala 


Pro 


Thr 


Phe 


He 


Leu 


Leu 


Gly 


Leu 


Ser 


Ser 


Asp 








20 










25 










30 






Ala 


Glu 


Lys 


Trp 


Gin 


Pro 


Leu 


Phe 


Ser 


He 


Phe 


Leu 


Val 


Leu 


Tyr 


Leu 






35 










40 










45 








Leu 


Gly 


Leu 


Leu 


Gly 


Asn 


Leu 


Leu 


Leu 


Leu 


Leu 


Ala 


He 


Gly 


Thr 


Asp 




50 










55 










60 










Val 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Gin 


Leu 


Ser 


Leu 


65 










70 










75 










80 


Val 


Asp 


Leu 


Cys 


Phe 


He 


Thr 


Thr 


Thr 


Ala 


Pro 


Lys 


Met 


Leu 


Glu 


Ala 










85 










90 










95 




Leu 


Trp 


Thr 


Gly 


Asp 


Gly 


Ser 


He 


Ser 


Phe 


Ser 


Gly 


Cys 


Leu 


Thr 


Gin 








100 










105 










110 






Leu 


Tyr 


Phe 


Phe 


Ala 


Val 


Phe 


Ala 


Asp 


Met 


Asp 


Asn 


Leu 


Leu 


Leu 


Ala 






115 










120 










125 








Val 


Met 


Ala 


He 


Asp 


Arg 


Tyr 


Ala 


Ala 


He 


Cys 


His 


Pro 


Leu 


Leu 


Tyr 
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130 135 140 

Pro Leu Leu Met Thr Pro Cys Arg Cys Arg Val Leu Val Ser Gly Ser 
145 150 155 160 

Trp Gly Val Ala His Cys Val Ser Leu Thr His Thr Leu Leu Phe Ser 

165 170 175 

Lys Leu Tyr Phe His Asn Asn Gin Glu He Pro His Phe Phe Cys Asp 

180 185 190 

Phe Gly Pro Leu Leu Leu Leu Ser Cys Ser Asp Thr Tyr Leu Asn Glu 

195 200 205 

Ser Leu Met Met Ala Leu Ser Gly Leu Leu Ala He Ser Ala Phe Leu 

210 215 220 

Cys He Val Ser Ser Tyr Gly Cys He Phe Tyr Ala Val Ala Lys Val 
225 230 235 240 

Pro Ser Ala Gin Gly Lys Arg Lys Ala Leu Ala Thr Cys Ser Ser His 

245 250 255 

Leu Ser Val Val Leu Leu Phe Tyr Ser Thr Val Phe Ala Thr Tyr Leu 

260 265 270 

Lys Pro Pro Ser Ser Ser His Ser Ser Gin Glu Val Val Ala Ala Val 

275 280 285 

Met Tyr Thr Leu Val Thr Pro Thr Leu Asn Pro Phe He Tyr Ser Leu 

290 295 300 

Arg Asn Lys Asp Val Lys Ser Ser Leu Arg Arg He Leu Asn Met Val 
305 310 315 320 

Lys Ser Gin Asp Xaa Gly 
325 



<210> 2386 
<211> 321 
<212> PRT 

<213> Mus musculus (M152 8574277-7-18987-20418 1032-73) 



<220> 

<221> VARIANT 

<222> (I)... (321) 

<223> Xaa = Any Amino Acid 



<400>2386 



Cys 


Gly 


Leu 


Ser 


Cys 


Ser 


Gin 


Arg 


Ser 


Arg 


Arg 


Asn 


Val 


Leu 


He 


Ser 


1 








5 










10 










15 




Leu 


Xaa 


Xaa 


Leu 
20 


Asn 


Phe 


Phe 


Leu 


Met 
25 


Gly 


Phe 


Ser 


Arg 


Lys 
30 


Leu 


Glu 


Val 


Glu 


His 
35 


Asn 


Phe 


He 


Leu 


Ala 
40 


Leu 


Gly 


Leu 


Val 


He 
45 


Leu 


He 


Ala 


Asn 


Val 
50 


Phe 


He 


He 


Ala 


Ala 
55 


He 


Ser 


Leu 


Glu 


Tyr 
60 


His 


Leu 


Cys 


Ser 


Leu 


Arg 


His 


Phe 


Leu 


Leu 


Glu 


Gin 


Leu 


Phe 


Cys 


Leu Asp 


Leu 


Cys 


Tyr 


65 










70 










75 










80 


He 


Ser 


Met 


He 


Val 
85 


Leu 


Ser 


Thr 


He 


Lys 
90 


Ser 


He 


Cys 


Arg 


Ser 
95 


Phe 


Met 


Tyr 


Ser 


Ala 
100 


Tyr 


He 


Ser 


Leu 


He 
105 


Glu 


Cys 


Thr 


Leu 


Gin 
110 


Gly 


Phe 


Ala 


Phe 


Thr 
115 


Leu 


Cys 


Ser 


Tyr 


Thr 
120 


Ser 


Met 


Ala 


He 


Leu 
125 


Thr 


Val 


Met 


Ser 


Cys 
130 


His 


Cys 


Tyr 


Val 


He 
135 


Met 


Cys 


Tyr 


Lys 


Val 
140 


He 


He 


Ser 


Val 


Ser 


Leu 


Cys 


Met 


His 


Lys 


Val 


Leu 


Ala 


Val 


Trp Ala 


Ser 


Gly 


Cys 


Gly 


145 










150 










155 










160 


He 


Asn 


Phe 


Gly 


Val 
165 


Met 


His 


Thr 


Ala 


Val 
170 


Asn 


Phe 


Ser 


He 


Ser 
175 


Leu 


Cys 


Gly 


Ala 


Ser 
180 


Val 


He 


His 


Xaa 


Phe 
185 


Cys 


Asn 


Val 


Leu 


Leu 
190 


Val 


Leu 
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Leu 


Cor 


Cys 


Cor 


Asn 


Asp 


cys 


IT- 1 

val 


Ser 


vjlU 


Leu 


Ser 


He 


He 


Gly 






195 










ZUu 










205 










p-ro 


Thr 


Cys 


Arg 


nib 




lie 


Ser 


ne 


Ser 


rfie 


Ala 


Tyr 


Glu 


His 




91 n 






























Tl o 


L©u 


Ser 


Pro 




Leu 


Arg 


M6t 


Pro 


Ser 


val 


Lys 


Gly Arg 


Thr 


Arg 


6^ j 










o "\ n 

ZjU 




















240 


VOX 


DVi a 

Jrile 


Ser 


Thr 


Cys 


Leu 


Cys 


HIS 


lie 


Ser 


Val 


Val 


He 


Leu 


Phe 


He 










245 










250 










255 




Pro 


Thr 


Gly Val 


Phe 


Glu 


Phe 


Leu 


Asn 


Pro 


His 


Ser 


Lys 


Ser 


Pro 


Thr 








260 










265 










270 






Xaa 


He 


Leu 


His 


Xaa 


Thr 


Leu 


Phe 


Leu 


Val 


Phe 


His 


Thr 


Phe 


Leu 


Ser 






275 










280 










285 








Ser 


Thr 


Leu 


Asn 


Pro 


Glu 


He 


Asn 


Ser 


Leu 


Arg 


Asn 


Glu 


Ala 


Thr 


Glu 




290 










295 










300 










His 


His 


Ser 


Lys 


Glu 


Asn 


Val 


Ser 


Leu 


Phe 


He 


Ser 


Thr 


He 


Ser 


Ser 



305 310 315 320 

Leu 



<210> 2387 
<211> 327 
<212> PRT 

<213> Mus musculus (M154 8575572-1-103679-105172 492-1471) 
<220> 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 



<400>2387 



His 


Xaa 


Met 


Gly 


Ala 


Leu 


Asn 


Gin 


Thr 


Arg 


Val 


Thr 


Glu 


Phe 


He 


Phe 


1 








5 










10 










15 




Leu 


Gly Leu 


Thr 


Asp 


Asn 


Trp Val 


Leu 


Glu 


He 


Leu 


Phe 


Phe 


Val 


Pro 








20 










25 










30 






Phe 


Thr 


Val 


Thr 


Tyr 


Met 


Leu 


Thr 


Leu 


Leu 


Gly Asn 


Phe 


Leu 


He 


Val 






35 










40 










45 








Val 


Thr 


He 


Val 


Phe 


Thr 


Pro 


Arg 


Leu 


His 


Asn 


Pro 


Met 


Tyr 


Phe 


Phe 




50 










55 










60 










Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


He 


Cys 


His 


Ser 


Ser 


Val 


Thr 


Val 


65 










70 










75 










80 


Pro 


Lys 


Met 


Leu 


Glu 


Gly 


Leu 


Leu 


Leu 


Glu 


Arg 


Lys 


Thr 


He 


Ser 


Phe 










85 










90 










95 




Asp 


Asn 


Cys 


He 


Ala 


Gin 


Leu 


Phe 


Phe 


Leu 


His 


Leu 


Phe 


Ala 


Cys 


Ser 








100 










105 










110 






Glu 


He 


Phe 


Leu 


Leu 


Thr 


He 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 






115 










120 










125 








Cys 


He 


Pro 


Leu 


His 


Tyr 


Ser 


Asn 


Val 


Met 


Asn 


Met 


Lys 


Val 


Cys 


Val 




130 










135 










140 










Gin 


Leu 


Val 


Phe 


Ala 


Leu 


Trp Leu Gly Gly Thr 


He 


His 


Ser 


Leu 


Val 


145 










150 










155 










160 


Gin 


Thr 


Phe 


Leu 


Thr 


He Arg Leu 


Pro Tyr 


Cys 


Gly 


Pro 


Asn 


He 


He 










165 










170 










175 




Asp 


Ser 


Tyr 


Phe 


Cys 


Asp Val 


Pro 


Pro 


Val 


He 


Lys 


Leu 


Ala 


Cys 


Thr 








180 










185 










190 






Asp 


Thr 


Tyr 


Leu 


Thr 


Gly 


He 


Leu 


He 


Val 


Ser 


Asn 


Ser 


Gly 


Thr 


He 






195 










200 










205 








Ser 


Leu 


Val 


Cys 


Phe 


Leu 


Ala 


Leu 


Val 


Thr 


Ser 


Tyr 


Thr 


Val 


He 


Leu 




210 










215 










220 










Phe 


Ser 


Leu 


Arg 


Lys 


Lys 


Ser 


Ala Glu Gly Arg Arg 


Lys 


Ala 


Leu 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ser 


Ala 


His 


Phe 


Met 


Val 


Val 


Thr 


Leu 


Phe 


Phe Gly 


Pro 


Cys 
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245 










lie 


Phe 


Leu 


Tyr 
260 


Thr 


Arg 


Pro 


Asp 


Ser 
265 


Val 


Ser 


Val 
275 


Phe 


Tyr 


Thr 


Val 


Val 
280 


Thr 


Tyr 


Thr 
290 


Leu 


Arg 


Asn 


Glu 


Glu 
295 


Val 


Lys 


Gin 


Arg 


Arg 


lie 


Cys 


Ser 


Xaa 


Asn 


His 


305 










310 








Cys 


Cys 


Asp 


Asn 


Ser 
325 


His 


Gly 







PCT/US00/27582 

250 255 
Ser Phe Ser lie Asp Lys Val 
270 

Pro Leu Leu Asn Pro Leu lie 
285 

Thr Ala Met Lys His Leu Arg 
300 

Val Cys Val Trp Leu Val Xaa 
315 320 



<210> 2388 
<211> 330 
<212> PRT 

<213> Mus musculus (M157 8575572-1-144835-147600 2426-1439) 



<220> 

<221> VARIANT 

<222> (1) . . . (330) 

<223> Xaa = Any Amino Acid 



<400>2388 



Met 


Glu 


Lys 


Ala 


Val 


Leu 


He 


Asn 


Gin 


Thr 


Ser 


Val 


Met 


Ser 


Phe 


Arg 


1 








5 










10 










15 




Leu 


Thr 


Gly 


Leu 


Ser 


Thr 


Asn 


Pro 


Lys 


Val 


Gin 


Met 


Ala 


He 


Phe 


Phe 








20 










25 










30 






He 


Phe 


Leu 


He 


Phe 


Tyr 


Val 


Leu 


Thr 


Leu 


Val 


Gly 


Asn 


He 


Leu 


He 






35 










40 










45 








Val 


Val 


Thr 


He 


He 


His 


Asp 


His 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 




50 










55 










60 










Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


Val 


Cys 


His 


Ser 


Thr 


Val 


Thr 


65 










70 










75 










80 


Val 


Pro 


Lys 


Met 


Leu 


Ser 


Asp 


Thr 


Phe 


Ser 


Glu 


Glu 


Lys 


Leu 


He 


Ser 










85 










90 










95 




Phe 


Asp 


Asp 


Cys 


Val 


Val 


Gin 


He 


Phe 


Phe 


Leu 


His 


Leu 


Phe 


Ala 


Cys 








100 










105 










110 






Thr 


Glu 


He 


Phe 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 






115 










120 










125 








He 


Cys 


Lys 


Pro 


Leu 


Arg 


Tyr 


Met 


Thr 


He 


Met 


Asn 


Trp 


Lys 


Val 


Cys 




130 










135 










140 










Met 


Val 


Leu 


Gly Gly Ala 


Met 


Trp 


Thr 


Ala 


Gly 


Thr 


He 


His 


Ser 


He 


145 










150 










155 










160 


Ser 


Phe 


Thr 


Ser 


Leu 


Thr 


He 


Lys 


Leu 


Pro 


Tyr 


Cys 


Gly 


Pro 


Asn 


Glu 










165 










170 










175 




Leu 


Asp 


Ser 


Phe 


Phe 


Cys 


Asp 


Val 


Pro 


Gin 


Val 


He 


Glu 


Leu 


Ala 


Cys 








180 










185 










190 






Thr 


Asp 


Thr 


Arg 


He 


Thr 


Glu 


He 


Leu 


Val 


Val 


Ser 


Asn 


Ser 


Gly 


Met 






195 










200 










205 








He 


Ser 


Met 


Val 


Cys 


Phe 


Val 


He 


He 


Val 


Val 


Ser 


Tyr 


Ala 


Val 


He 




210 










215 










220 










Leu 


Val 


Ser 


Leu 


Arg 


Gin 


Gin 


He 


Ser 


Asp 


Gly 


Lys 


Arg 


Lys 


Ala 


Leu 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Ala 


Ala 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Phe 


Leu 


Gly 


His 










245 










250 










255 




Cys 


He 


Phe 


He 


Tyr 


Ser 


Arg 


Pro 


Ala 


He 


Ser 


Leu 


Pro 


Glu 


Asp 


Lys 








260 










265 










270 






He 


Val 


Ser 


Ala 


Phe 


Phe 


Thr 


Ala 


He 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


He 






275 










280 










285 








He 


Tyr 


Thr 


Phe 


Arg Asn 


Glu 


Asp 


Met 


Lys 


Ser 


Ala 


Leu 


Lys 


Lys 


Leu 




290 










295 










300 
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He Arg Arg Lys Glu Gly Lys Glu Lys Xaa Lys Cys He Ser Ser Leu 
305 310 315 320 

Gly Phe Leu Val He Xaa He Lys Glu Ala 
325 330 

<210> 2389 
<211> 331 
<212> PRT 

<213> Mus musculus (M158 8575572-1-18114-22131 1498-507) 
<220> 

<221> VARIANT 

<222> <1)...(331) 

<223> Xaa = Any Amino Acid 

<400>2389 

Cys Leu Ser Ala Ser Leu Asp He Ser Lys Met Glu Arg He Asn Tyr 

15 10 15 

Thr Val Leu Thr Glu Phe He Leu Thr Gly Val Pro His Pro Pro Arg 

20 25 30 

Leu Arg Thr Phe Leu Phe Val Phe Phe Leu Leu He Tyr He Leu Thr 

35 40 45 

Gin Leu Gly Asn Ala Leu He Leu He Thr Val Cys Ala Asp Thr Gin 

50 55 60 

Leu His Ala Arg Pro Met Tyr He Phe Leu Gly Ala Leu Ser Val He 
65 70 75 80 

Asp Met Gly He Ser Thr He He Val Pro Arg Leu Met Met Asn Phe 

85 90 95 

Thr Pro Gly He Lys Pro He Pro Phe Gly Gly Cys Val Ala Gin Leu 

100 105 110 

Tyr Phe Tyr His Phe Leu Gly Ser Ser Gin Cys Phe Leu Tyr Thr Thr 

115 120 125 

Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Gin Pro Leu Arg Tyr Pro 

130 135 140 

Val Leu Met Ser Ala Lys Leu Ser He Leu Leu Val Ala Gly Ala Trp 
145 150 155 160 

Val Ala Gly Ser He His Gly Ala He Gin Ala He Leu Thr Phe Arg 

165 170 175 

Leu Pro Tyr Cys Gly Pro Asn Gin Val Asp Tyr Phe Phe Cys Asp He 

180 185 190 

Pro Ala Val Leu Lys Leu Ala Cys Ala Asp Thr Thr Val Asn Glu Leu 

195 200 205 

Val Thr Phe Val Asp He Gly Val Val Val Ala Ser Cys Phe Ser Leu 

210 215 220 

He Leu Leu Ser Tyr He Tyr He He Arg Ala He Leu Arg He Arg 
225 230 235 240 

Thr Ala Asp Gly Arg Arg Arg Ala Phe Ser Thr Cys Gly Ala His Val 

245 250 255 

Thr He Val Thr Val Tyr Tyr Val Pro Cys Ala Phe He Tyr Leu Arg 

260 265 270 

Pro Asp Ser His Ser He Leu Asp Gly Ala Ala Ala Leu Phe Pro Thr 

275 280 285 

Ala He Thr Pro Phe Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Gin 

290 295 300 

Glu Val Lys Leu Ala Leu Arg Arg Met Val Gly Ser Gin Ser Thr Lys 
305 310 315 320 

Ser Glu Val Xaa Ala Pro Leu Leu Phe Xaa Gly 
325 330 

<210> 2390 
<211> 324 



1444 



BNSOOCIDr <WO 0127158A2_I_> 
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<212> PRT 

<213> Mus musculus (M160 8575572-1-54180-57203 1450-479) 
<220> 

<221> VARIANT 

<222> (1)...(324) 

<223> Xaa = Any Amino Acid 

<400>2390 

lie Leu Thr Asp Xaa Asp Met Arg Arg Thr Arg Asn Thr Ser Leu Asp 

15 10 15 

Ala Val Val Thr Asp Phe Leu Leu Leu Gly Leu Ala His Pro Pro Asn 

20 25 30 

Leu Arg Ala Phe Leu Phe Leu Val Phe Phe Leu lie Tyr lie Leu Thr 

35 40 45 

Gin Leu Gly Asn Leu Leu lie Leu Leu Thr Val Trp Ala Asp Pro Lys 

50 55 60 

Leu His Ala Arg Pro Met Tyr lie Leu Leu Gly Val Leu Ser Phe Leu 
65 70 75 80 

Asp Met Trp Leu Ser Ser Val lie Val Pro Arg Leu lie Leu Asn Phe 

85 90 95 

Thr Pro Ala Ser Lys Ala lie Pro Phe Gly Gly Cys Val Ala Gin Leu 

100 105 HO 

Tyr Phe Phe His Phe Leu Gly Ser Thr Gin Cys Phe Leu Tyr Thr Leu 

115 120 125 

Met Ala Tyr Asp Arg Tyr Leu Ala lie Cys Gin Pro Leu Arg Tyr Pro 

130 135 140 

Val Leu Met Asn Gly Lys Leu Cys Thr He Leu Val Ser Gly Ala Trp 
145 150 155 160 

Val Ala Gly Ser He His Gly Ser He Gin Thr Thr Leu Thr Phe Arg 

165 170 175 

Leu Pro Tyr Cys Gly Pro Asn Gin He Asp Tyr Phe He Cys Asp He 

180 185 190 

Pro Ala Val Leu Arg Leu Ala Cys Ala Asp Thr Thr Val Asn Glu Leu 

195 200 205 

Val Thr Phe Val Asp He Gly Val Val Ala Ala Ser Cys Phe Met Leu 

210 215 220 

He Leu Leu Ser Tyr Ala Asn He Val His Ala He Leu Lys He Arg 
225 230 235 240 

Thr Ala Asp Gly Arg Lys Arg Ala Phe Ser Thr Cys Gly Ser His Leu 

245 250 255 

Thr Val Val Thr Val Tyr Tyr Val Pro Cys He Phe He Tyr Leu Arg 

260 265 270 

Ala Gly Ser Lys Ser Pro Phe Asp Gly Ala Val Ala Val Phe Tyr Thr 

275 280 285 

Val Val Thr Pro Leu Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Gin 

290 295 300 

Glu Val Lys Ser Ala Leu Lys Arg Leu Thr Ala Gly Arg Arg Asp Val 
305 " 310 315 320 

Gly Gly Glu Lys 

<210> 2391 
<211> 329 
<212> PRT 

<213> Mus musculus (M162 8576192-11-46369-50310 3151-2165) 
<220> 

<221> VARIANT 

<222> (1)...(329) 

<223> Xaa = Any Amino Acid 
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<400>2391 

Phe Ser Xaa Ser His Tyr Arg Gin Asn Met Thr Gly Asn Asn Gin Thr 

15 10 15 

Leu lie Ser Lys Phe Leu Leu Leu Gly Leu Pro lie Leu Ser Glu Tyr 

20 25 30 

His Phe Leu Phe Tyr Ala Leu Phe Leu Ala Met Tyr Leu Thr Thr lie 

35 40 45 

Leu Gly Asn Leu Leu lie lie Ala Leu Val Arg Leu Asp Ser His Leu 

50 55 60 

His Thr Pro Met Tyr Leu Phe Leu Ser Asn Leu Ser Phe Ser Asp Leu 
65 70 75 80 

Cys Phe Ser Ser Val Thr lie Pro Lys Leu Leu Gin Asn Met Gin Ser 

85 90 95 

Gin Val Pro Ser lie Ser Tyr Val Gly Cys Leu Thr Gin Leu Tyr Phe 

100 105 110 

Phe Met Val Phe Gly Asp Met Glu Ser Phe Leu Leu Val Val Met Ala 

115 120 125 

Tyr Asp Arg Tyr Val Ala lie Cys Phe Pro Leu His Tyr Thr Ser lie 

130 135 140 

Met Ser Thr Lys Phe Cy s Tnr Ser Leu Val Leu Leu Leu Trp Met Leu 
145 150 155 160 

Thr Thr Ser Asn Ala Leu Met His Thr Leu Leu Met Ala Arg Leu Ser 

165 170 175 

Phe Cys Glu Lys Asn Val lie Leu Arg Phe Phe Cys Asp lie Ser Ala 

180 185 190 

Leu Leu Lys Leu Ser Cys Ser Asp Thr Phe Val Asn Glu Leu Met lie 

195 200 205 

Phe lie Met Gly Gly lie lie lie lie He Pro Phe Leu Leu He Val 

210 215 220 

Met Ser Tyr Val Arg He Phe Phe Ser He Leu Lys Val Pro Ser Thr 
225 230 235 240 

Gin Gly He His Lys Val Phe Ser Thr Cys Gly Ser His Leu Ser Val 

245 250 255 

Val Ser Leu Phe Tyr Gly Thr He He Gly Leu Tyr Leu Cys Pro Ser 

260 265 270 

Ser Asn Asn Ser Thr Val Lys Glu Ser Ala Met Ala Met Met Tyr Thr 

275 280 285 

Val Val Thr Pro Met Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Arg 

290 295 300 

Asp Met Lys Arg Ala Leu He Arg Val He Cys Ser Lys Lys He Ser 
305 310 315 320 

Leu Xaa Trp Lys Tyr Phe Arg Met He 
325 

<210> 2392 
<211> 275 
<212> PRT 

<213> Mus musculus (M163 8576192-5-7971-9031 1060-236) 
<220> 

<221> VARIANT 

<222> (1)...(275) 

<223> Xaa = Any Amino Acid 

<400>2392 

He He He Leu He He Leu Asp Phe His Leu His Thr Pro He Tyr 

15 10 15 

Leu Phe Leu Ser Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val 

20 25 30 

Thr Met Pro Lys Leu Leu Gin Asn Met Gin Ser Gin Asp Thr Thr He 
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35 










40 










45 








Ser 


Tyr 


Val 


Gly Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Pro 


Asn 


Val 


Phe 


Ala 




50 










55 










60 










Asn 


Leu 


Glu 


Asn 


Phe 


Leu 


Leu 


Met 


Phe 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


65 










70 










75 










80 


Ala 


He 


Cys 


Tyr 


Pro 
85 


Leu 


Arg 


Tyr 


Thr 


Ser 
90 


He 


Met 


Ser 


Pro 


He 
95 


Leu 


Cys 


Val 


Cys 


Met 
100 


Val 


Phe 


Met 


Ser 


Trp 
105 


Leu 


Leu 


Thr 


Met 


Leu 
110 


Asn 


Ser 


Thr 


Leu 


His 
115 


Thr 


Val 


Leu 


He 


Val 
120 


Lys 


Leu 


Ser 


Phe 


Cys 
125 


Glu 


Asp 


Asn 


Val 


He 
130 


Pro 


His 


Phe 


Phe 


Cys 
135 


Asp 


He 


Ser 


Ala 


Val 
140 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


He 


Tyr 


He 


Asn 


Glu 


Leu 


Thr 


He 


Phe 


He 


Thr 


Gly Ala 


145 










150 










155 










160 


Phe 


He 


He 


Val 


He 
165 


Pro 


Phe 


Leu 


Leu 


He 
170 


Val 


Val 


Ser 


Tyr 


Val 
175 


Gin 


He 


Val 


Cys 


Ser 


He 


Leu 


Lys 


Phe 


Ser 


Ser Thr Arg 


Gly 


He 


Ala 


Lys 








180 










185 










190 






He 


Phe 


Ser 
195 


Thr 


Cys 


Gly 


Ser 


His 
200 


Leu 


Ser 


Val 


Val 


Ser 
205 


Leu 


Phe 


Tyr 


Gly 


Thr 
210 


He 


He 


Gly 


Leu 


Tyr 
215 


Leu 


Cys 


Pro 


Ser 


Thr 
220 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Asp 


Thr 


Ala 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


225 










230 










235 










240 


Leu 


Asn 


Pro 


Phe 


He 
245 


Tyr 


Ser 


Leu 


Arg 


Asn 
250 


Lys 


Asp 


Met 


Lys 


Glu 
255 


Ala 


Leu 


He 


Arg 


Val 
260 


Leu 


Cys 


Lys 


Lys 


Glu 
265 


He 


Ser 


Leu 


Xaa 


Trp 
270 


Gin 


Tyr 



Leu His Leu 
275 

<210> 2393 
<211> 327 
<212> PRT 

<213> Mus musculus (M165 8576192-7-12279-14147 678-1658) 



<220> 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 



<400>2393 



Trp 


Arg 


He 


Arg 


Met 


He 


He 


Asn 


Asn 


Gin 


Thr 


Ala 


He 


Pro 


Gin 


Phe 


1 








5 










10 










15 




He 


Leu 


Leu 


Gly Leu 


Pro 


He 


Leu 


Pro 


Glu 


Gin 


Gin 


Gin 


Met 


Phe 


Tyr 








20 










25 










30 






Ala 


Leu 


Phe 
35 


Leu 


Ala 


Met 


Tyr 


Leu 
40 


Thr 


Thr 


Val 


Leu 


Gly 
45 


Asn 


Leu 


He 


He 


He 
50 


He 


Leu 


He 


Arg 


Leu 
55 


Asp 


Ser 


His 


Leu 


His 
60 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


65 










70 










75 










80 


Thr 


Met 


Pro 


Lys 


Leu 
85 


Leu 


Gin 


Asn 


He 


Gin 
90 


Ser 


Gin 


Asp 


Pro 


Ser 
95 


He 


Ser 


Tyr 


Ala Gly Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Met 


Val 


Phe 


Ala 








100 










105 










110 






Asn 


Thr 


Glu 
115 


Asn 


Val 


Leu 


Leu 


Val 
120 


Val 


Met 


Ala 


Tyr 


Asp 
125 


Arg 


Tyr 


Val 


Ala 


He 
130 


Cys 


Phe 


Pro 


Leu 


His 
135 


Tyr 


Thr 


Ser 


He 


Met 
140 


Ser 


Pro 


Lys 


Leu 
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Cvs 


Val 


Ser 


Leu 


Val 


Val 


Leu 


Thr 


Trp Val 


rjic 


X I IX 


Val 


Leu 


Tyr 


Ser 


145 










150 










155 










160 


Met 


Leu 


His 


Thr 


Leu 
165 


Leu 


Leu 


Ala 


Arg 


Leu 

X / \f 


OCX 


rile 




ulU 


Asp 
17c 

X / Zj 


Asn 


Val 


He 


Thr 


His 
180 


Phe 


Phe 




Asp 


He 

X O J 


Ser 


Ala 


x»t;u 




Lys 
190 


Leu 


TV 1 

Ala 


Cvs 


Ser 


Asp 
195 


Thr 


Tvr 


He 


Asn 


Glu 


Leu 




lit; 


rue 


Tip 
11c 

one 

•o W J 


Leu 


uiy 


1 nr 


Leu 


Asp 
210 


Thr 


Val 


Val 


Pro 


Phe 
215 


Leu 


Leu 


He 


v ax 


vdx 

220 


Car 
Del 


iyr 


Val 


bin 


He 


Val 


Cvs 


Ser 


He 


Leu 


Lys 


Phe 


Ser 


Thr 


Lys 


V3XI1 


uiy 


Tip 

lie 


nld 


Lys 


225 










230 










235 










240 


Val 


Phe 


Ser 


Thr 


245 






nib 


Leu 


OCX 


V dx 


val 


Ser 


Leu 


fne 

Z D O 


Tyr 


Gly Thr 


He 


He 


Glvr 


Val 


±yr 


LGU 


vys 


Pro 


Ser 


r\A.a 


Asn 


Asn 


Ser 


inr 








260 










265 










OTA 
/ U 






Val 


Lys 


\j 111 

275 


Tl « 

ixe 


val 


Mec 


Ala 


Leu 
280 


Met 


Tyr 


Thr 


Val 


Val 
285 


Thr 


Pro 


Met 


Leu 


Asn 
290 


Pro 


Phe 


He 


Tyr 


Ser 
295 


Leu 


Arg 


Asn 


Arg 


Asp 
300 


He 


Lys 


Glu 


Ala 


Leu 


He 


Arg 


Val 


Leu 


Cys 


Lys 


Lys 


Gin 


He 


Pro 


Leu 


Xaa 


Cys 


Leu 


Tyr 


305 










310 










315 










320 


Trp Asn 


Phe 


Xaa 


He 


Xaa 


He 




























325 

























<210> 2394 
<211> 316 
<212> PRT 

<213> Mus musculus (M166 8576192-8-1-1469 247-1198) 
<400>2394 

Arg Gly Arg Met Val Met Asn Asn Gin Thr Val He Ser Gin Leu Leu 

15 10 15 

Leu Val Gly Leu His He Pro Pro Asp His Gin Gin Gly Phe Tyr Thr 

20 25 30 

Leu Phe Leu Ala Met Tyr Leu Thr Thr He Leu Gly Asn Leu He He 

35 40 45 

He Pro Leu He He Met Asp Ser Pro Phe Pro Thr His Pro Met Tyr 

50 55 60 

Leu Phe Leu He Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val 
65 70 75 80 

Thr Val Pro Lys Leu Leu Gin Asn Met Gin Ser Gin Asp Thr Ser He 

85 90 95 

Ser Tyr Ala Gly Cys Leu Thr Gin Met Tyr Phe Leu Met Val Phe Gly 

100 105 110 

Asp Met Glu Ser Phe Leu Leu Val Val Met Ala Tyr Asp Arg Tyr Val 

115 120 125 

Ala He Cys Phe Pro Leu His Tyr Thr Ser Thr Met Ser Pro Lys Phe 

130 135 140 

Cys Val Cys Val Gly Ala Leu Ser Trp Val Phe Thr He Met Tyr Ser 
145 150 155 160 

Met Val His Thr Leu Leu Leu Ser Arg Leu Ser Phe Cys Glu Asp Asn 

165 170 175 

Val He Pro His Phe Phe Cys Asp Leu Ser Ala Leu Leu Lys Leu Ala 

180 185 190 

Cys Ser Asp He Phe He Asn Glu Leu Met He Phe He Leu Gly Gly 

195 200 205 

Pro Val Val Ala He Pro Phe Leu Leu He Val Val Ser Tyr Val Arg 

210 215 220 

He Val Ser Ser He Leu Lys Val Ser Ser Ser Gin Gly He His Lys 
225 230 235 ~ 240 
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lie Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr 

245 250 255 

Gly Thr lie lie Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr 

260 265 270 

Val Lys Lys lie Ala Met Ala Met Met Tyr Thr Val Val Thr Pro Met 

275 280 285 

Leu Asn Pro Phe lie Tyr Ser Leu Arg Ser Arg Asp Met Lys Glu Ala 

290 295 300 

Leu lie Arg Val Leu Cys Lys Lys Lys lie Ser Leu 
305 310 315 

<210> 2395 
<211> 244 
<212> PRT 

<213> Mus musculus (M167 8576192-8-6530-9303 730-2) 
<220> 

<221> VARIANT 

<222> (1)...(244) 

<223> Xaa - Any Amino Acid 

<400>2395 

Tyr Leu Ser Arg Gly Leu Pro Ser Phe Glu Gly Leu Thr Gin Ala Xaa 

15 10 15 

Leu Asn Thr Xaa Ser Asn His His He Pro Thr He Val His Arg Thr 

20 25 30 

He Asp Asp He Cys Asn Ser Phe Xaa Cys Leu Phe Phe Ala Leu Gly 

35 40 45 

Ser Asn Pro Leu Phe Gin Met Ser Gin Lys Tyr Cys He Xaa Xaa Tyr 

50 55 60 

He Gly Asn Leu His Ser Lys Gly He Tyr He Phe Asn Gly Leu Thr 
65 70 75 80 

Ser He Arg Leu Leu Gin He He Leu Thr Phe Leu Ser Met Lys Ala 

85 90 95 

Leu Cys Ser Ser Pro Lys Phe Ser Asn He Leu Ser Cys Ser Ser Ala 

100 105 110 

Leu Leu Leu He Lys Ser Lys Ser Phe Val Ser Asn Xaa Tyr His Leu 

115 120 125 

Thr His He Glu Cys Xaa Leu Tyr Ser Leu Asn Ser He Leu His Arg 

130 135 140 

Tyr Tyr Ala Leu Val Met Lys Cys Ser Gin Asn Ser Tyr He Glu Ser 
145 150 155 160 

Leu Val Leu Asp Ala Met Phe Arg Gly Gly Ser Gly Arg His Gly Gly 

165 170 175 

Val Phe Lys Thr Leu Thr His Gin Leu Ser Pro Leu He Pro Lys Val 

180 185 190 

Xaa Ser Ser Met Gly He His Lys Ala Phe Ser Thr Ser Gly Ser Asp 

195 200 205 

Arg Asp Leu Ser Met Val Ser Val Tyr Tyr Gly Lys Val He Asp Leu 

210 215 220 

Phe Leu Ser Pro Ser Ser Asn Met Asn Thr Met Lys Glu Thr He He 
225 230 235 240 

Ser Val Met Tyr 

<210> 2396 
<211> 338 
<212> PRT 

<213> Mus musculus (M168 8576195-11-1440-4165 2456-1443) 
<220> 
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<221> VARIANT 

<222> (1)...(338) 

<223> Xaa = Any Amino Acid 



<400>2396 



Cys 




Xaa 


His 


r\Tie 


1 le 


Leu 


Ser 


Leu 


Leu 


Gin 


Met 


T,\7Q 


Val 


Met 


Lys 


l 








b 










10 










15 






Met 


Val 


Thr 


pi „ 

blU 


Ser 


Asn 


Ser 


Ser Val 


Thr 


V7l U 


Php 
rlic 


He 












20 




























Leu 


Thr 


Val 




Lys 


m ii 

\j ± XJL 


Leu 


Gin 


Leu 


Pro 


Leu 


Phe 


He 


Leu 


Phe 






35 




















*± j 








Leu 


Leu 


Asn 


Tyr 


inr 


Ala 


xnr 


val 


val 


Gly Asn 


Leu 


OCX 


Leu 


Met 


Asn 




bU 










bb 










fin 










Leu 


lie 


Cys 


Leu 


Asn 


O ^ -w- 

ser 


HIS 


Leu 


His 


Thr 


Pro 


Met 


Tyr 




xr ilfcr 


Tip 
lie 


ob 










•7 A 
/0 










75 












Pne 


Asn 


Leu 


Ser 


cys 


He 


ASp 


pne 


Cys 


Tyr 


Ser 


Phe 


Val 


Ser 


Asn 


Pro 










ob 










90 














Thr 


Met 


Leu Arg 


Ser 


Pne 


val 


Thr 


Glu 


Gin 


Asn 


Thr 


He 


Ser 


Tyr 


Cl ii 








100 










105 










11U 






Gly 


Cys 


Met 


Ser 


Gin 


Leu 


Phe 


Phe 


Phe 


Cys 


Phe 


Phe 


Val 


Asn 


Ser 


VjlU 






115 










120 










125 








Cys 


Tyr 


Val 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 




130 










135 










140 










His 


Pro 


Leu 


Lys 


Tyr 


Thr 


Thr 


Val 


Met 


Ser 


Pro 


Lys 


He 


Cys 


Cys 


Leu 


145 










150 










155 










loU 


Leu 


Val 


Phe 


Gly 


Ser 


Tyr 


Leu 


Met 


Gly 


Phe 


Ala 


Gly Ala 


Leu 


Thr 


HIS 










165 










170 










1 / b 




Thr 


Gly 


Phe 


Met 


He 


Arg 


Leu 


Ser 


Phe 


Cys 


Asn 


Ser 


Asn 


He 


He 


Asn 








180 










185 










190 






His 


Tyr 


Met 


Cys 


Asp 


He 


Phe 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


\lnr 


O -w- 

ber 






195 










200 










205 








Thr 


Tyr 


Val 


Asn 


Glu 


Leu 


1 T _ "1 

Val 


Ser 


Ser 


Ala 


Val 


Val 


Gly Thr 


ne 


lie 




210 










215 










220 










lie 


Leu 


Ser 


Ser 


He 


He 


He 


Leu 


Val 


Ser 


Tyr 


Ala 


Met 


He 


Lieu 


Ser 


1 o c 

zzb 










230 










235 










Z fi u 


Asn 


He 


Leu 


His 


Met 


Ser 


Ser 


Ser 


Lys 


Gly 


Trp 


Ser 


Lys 


Ala 


Leu 


r*l \r 

uiy 










245 










250 










255 




Thr 


Cys 


Gly 


Ser 


His 


He 


He 


Thr 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Ser 


Gly 








260 










265 










270 






Leu 


Leu 


Ala 


Tyr 


He 


Lys 


Pro 


Thr 


Ser 


Ala 


Glu 


Thr 


Val 


Asp 


Gin 


Gly 






275 










280 










285 








Lys 


Phe 


Leu 


Ser 


He 


Phe 


Tyr 


Thr 


Leu 


Val 


Val 


Pro 


Met 


Leu 


Asn 


Pro 




290 










295 










300 










Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Leu 


Ala 


Leu 


Lys 


Arg 


305 










310 










315 










320 


Thr 


Met 


Lys 


Arg 


Val 


Thr Thr 


Xaa 


Met 


Asn 


Ser 


Cys 


Ala 


Phe 


lie 


Val 










325 










330 










335 




Leu 


Pro 































<210> 2397 
<211> 340 
<212> PRT 

<213> Mus musculus (M169 8576195-13-2329-4897 1250-2268) 
<220> 

<221> VARIANT 

<222> (1)...(340) 

<223> Xaa = Any Amino Acid 

<400>2397 
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lie Ser Cys Leu Val Val Ser Pro Ser He Leu Gin Thr Ser His Thr 

15 10 15 

Lys Gin He Thr Met Glu Asn Asp Ser Phe Val Ser Glu Phe He Leu 

20 25 30 

Met Gly Leu Thr Asp His Pro Glu Leu Gin Leu Ser Leu Phe Val Leu 

35 40 45 

Phe Leu Met Asn Tyr Thr Ala He Val Met Gly Asn Leu Ser Leu Met 

50 55 60 

He Leu He Phe Leu Asn Ser Asn Leu His Thr Pro Met Tyr Phe Phe 
65 70 75 80 

He Phe Asn Leu Ser Phe He Asp Phe Cys Tyr Ser Phe Val Phe Thr 

85 90 95 

Pro Lys Met Leu Met Ser Phe Phe Leu Glu Lys Asn Thr He Ser Phe 

100 105 HO 

Arg Gly Cys Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Val Asn Ser 

115 120 125 

Glu Ser Tyr Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He 

130 135 140 

Cys Lys Pro Leu Leu Tyr Lys Thr He Met Val Pro Arg He Cys Cys 
145 150 155 160 

Leu Leu Met Phe Val Ser Tyr Leu He Gly Phe Thr Ser Ala Met He 

165 170 175 

Leu Thr Gly Leu Met Phe Arg Leu Asn Phe Cys Asn Asn His He He 

180 185 190 

Asn His Tyr Met Cys Asp He Phe Pro Val He Gin He Ser Cys Ser 

195 200 205 

Asp Thr Tyr Leu Asn Glu Leu Val Ser Thr Ala Val Val Gly Thr Gly 

210 215 220 

He He Leu Cys Ser Leu Leu He Leu Met Ser Tyr Ala Leu He Leu 
225 230 235 240 

Phe Asn He Leu Asn Met Ser Ser Gly Lys Gly Trp Ser Lys Ala Met 

245 250 255 

Gly Thr Cys Gly Ser His He He Thr Val Ser Leu Phe Tyr Gly Ser 
-j 260 265 270 

Gly Leu Leu Ala Tyr Val Lys Pro Ser Ser Ala Glu Thr Val Gly Gin 

275 280 285 

Gly Lys Phe Phe Ser Leu Phe Tyr Thr Phe Leu Val Pro Met Leu Asn 

290 295 300 

Pro Leu He Tyr Ser Leu Gin Asn Lys Asp Val Lys Val Ala Val Lys 
305 310 315 320 

Lys Thr Leu Lys Arg He Ser Asn Xaa Leu Glu Pro Leu Ala Leu His 
325 330 335 

Arg Thr Leu Ser 
340 

<210> 2398 
<211> 336 
<212> PRT 

<213> Mus musculus (M171 8576195-15-1361-3546 1172-2177) 
<220> 

<221> VARIANT 

<222> (1) . . . (336) 

<223> Xaa = Any Amino Acid 

<400>2398 

Phe Xaa Leu Met Leu Leu Gin Met Gin His Met Lys Gin Met He Met 

1.5 10 15 

Glu Asn Asp Ser Ser Val Ser Glu Phe He Leu Met Gly Leu Thr Tyr 

20 25 30 

Gin Pro Glu Leu Trp Trp Pro Leu Phe Val Leu Phe Leu Val Asn Tyr 
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35 40 45 

Thr Ala Thr Val Met Gly Asn Leu Ser Leu Met Thr Leu lie Cys Leu 

50 55 60 

Asn Ser His Leu His Thr Pro Met Tyr Phe Phe lie Leu Asn Leu Ser 
65 70 75 80 

Phe lie Asp Phe Cys Tyr Ser Phe Val Phe Thr Pro Lys Met Leu Met 

85 90 95 

Gly Phe Val Ser Glu His Asn Thr lie Ser Phe Thr Gly Cys Met Thr 

100 105 110 

Gin Leu Phe Phe Phe Cys Leu Phe Val Asn Ser Glu Cys Tyr Val Leu 

115 120 125 

Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Arg Pro Leu Leu 

130 135 140 

Tyr Thr Val Val Met Ser Pro Arg Ala Cys Ser Leu Leu Met Leu Ala 
145 150 155 160 

Ala His Leu Met Gly Val Ser Ser Ala Val Val His Thr Gly Cys lie 

165 170 175 

He Gin Leu Arg Phe Cys Gly Ser Lys Val He Asn His Tyr Met Cys 

180 185 190 

Asp Thr Phe Pro Leu Leu Glu Leu Ser Cys Gly Ser Ser His Val Asn 

195 200 205 

Glu Leu Val Ser Ser Val Ser Val Ala Val Val Val Val He Ser Ser 

210 215 220 

Leu He He Val Ser Ser Tyr Ala Leu He Leu Val Asn Val He His 
225 230 235 240 

Leu Ser Ser Ser Lys Gly Trp Ser Lys Ala Val Ser Thr Cys Ser Ser 

245 250 255 

His He He Thr Val Ala Leu Phe Tyr Gly Phe Gly Leu Leu Ala His 

260 265 270 

He Lys Pro Ser Ser Ala Glu Ser Val Val Gin Arg Lys Phe Phe Ser 

275 280 285 

Val Val Tyr Thr Phe Val Leu Pro Leu Leu Asn Pro Leu He Tyr Ser 

290 295 300 

Ser Gly Asn Lys Asp Phe Lys Leu Leu Gly Thr He Asp Arg Leu Ala 
305 310 315 320 

Gly Ser Asn Leu Ala Ser Phe Phe Phe Leu Ser Pro Leu Leu Ser Lys 
325 330 335 

<210> 2399 
<211> 326 
<212> PRT 

<213> Mus musculus {M172 8576195-20-3387-5132 199-1176) 
<220> 

<221> VARIANT 

<222> (1) . . . (326) 

<223> Xaa = Any Amino Acid 

<400>2399 

He Leu Thr Asp Met Thr Xaa Glu Gly Met Ala Ser Gly Asn Asp Ser 

15 10 15 

Thr Thr Val Lys Glu Phe He Leu Leu Gly Leu Thr Gin Gin Pro Glu 

20 25 30 

Leu Gin Leu Pro Phe Phe Phe Leu Phe Leu Gly He Tyr Val Val Ser 

35 40 45 

He Val Gly Asn Leu Gly Leu He Val Leu He Val Leu Asn Pro His 

50 55 60 

Leu His Thr Pro Met Tyr Tyr Phe Leu Phe Asn Leu Ser Phe He Asp 
65 70 75 80 

Phe Cys Tyr Ser Ser Val He Thr Pro Lys Met Leu Val Gly Phe Val 
85 90 95 
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Lys Gin Asn lie lie Ser His Ala Glu Cys Met Thr Gin Leu Phe Phe 

100 105 110 

Phe Ala Phe Phe Val lie Asp Glu Cys Cys lie Leu Thr Ala Met Ser 

115 120 125 

Tyr Asp Arg Tyr Val Ala lie Cys Lys Pro Leu Leu Tyr Lys Val Thr 

130 135 140 

Met Ser Tyr Gin Val Cys Phe Met Met Thr Val Ser Val Tyr Met Met 
145 150 155 160 

Gly Phe Val Gly Ala lie Ala His Thr lie Cys Met Leu Arg Leu Thr 

165 170 175 

Phe Cys Asp Gly Asn lie lie Asn His Tyr Met Cys Asp lie Pro Pro 

180 185 190 

Leu Leu Lys Leu Ser Cys Thr Asn Thr Ser Val Asn Glu Leu Val Val 

195 200 205 

Phe lie Val Val Gly Val Asn Val lie Gly Pro Thr Leu lie lie Phe 

210 215 220 

Thr Ser Tyr Thr Leu lie lie Phe Asn He Ser His He Arg Ser Thr 
225 230 235 240 

Glu Gly Arg Ser Lys Ala He Ser Thr Cys Ser Ser His He He Ala 

245 250 255 

Val Ser He Phe Phe Gly Ala Ser Ala Phe Met Tyr Leu Lys Pro Ser 

260 265 270 

Pro Val Gly Ser Val Gly Glu Asp Lys Val Ser Thr Val Phe Tyr Thr 

275 280 285 

He Val Gly Pro Met Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Lys 

290 295 300 

Asp Val His He Ala Leu His Lys Thr Leu Lys Lys Ser Met Leu He 
305 310 315 320 

Xaa He Glu Thr Phe Phe 
325 

<210> 2400 
<211> 337 
<212> PRT 

<213> Mus musculus (M174 8576195-24-446-3721 1969-959) 
<220> 

<221> VARIANT 

<222> (1)...(337) 

<223> Xaa = Any Amino Acid 

<400>2400 

Leu Leu Phe Leu Gin Arg Pro Ser Met Lys Gin Met Ala Thr Lys Asn 

15 10 15 

Asp Ser Ser Val Ser Glu Phe He Leu Met Gly Leu Thr Asp Gin Pro 

20 25 30 

Glu Leu Gin Leu Pro Leu Phe Phe Leu Phe Leu Leu Asn His Thr Val 

35 40 45 

He Val Val Gly Asn Leu Ser Leu Met Ser Leu He He Leu Asn Ser 

50 55 60 

Asn Leu His Thr Pro Met Tyr Phe Phe Leu Phe Asn Leu Ser Phe He 
65 70 75 80 

Asp Phe Cys Tyr Ser Phe Val Phe Thr Pro Lys Met Leu Met Ser Phe 

85 90 95 

Val Ser Glu Lys Asn He He Pro Phe Thr Gly Cys Met Thr Gin Leu 

100 105 HO 

Phe Phe Phe Cys Phe Phe Ala His Ser Glu Ser Trp Val Leu Thr Val 

115 120 125 

Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu Leu Tyr Lys 

130 135 140 

Ala He Met Leu Pro Arg He Cys Cys Leu Leu Met Phe Val Ser Tyr 



1453 



BNSDOCID: <WO 01271 58A2J_> 



WO 01/27158 



PCTAJSOO/27582 



145 










150 










155 










160 


Leu 


He Gly 


Phe 


Ala 


Ser 


Ala 


Met 


Val 


Leu 


Ala 


Gly 


Leu 


Met 


He Arg 










165 










170 










175 




Leu 


Asn 


Phe 


Cys 
180 


Asn 


Asn 


Asn 


He 


He 
185 


Asn 


His 


Tyr 


Met 


Cys 
190 


Asp 


He 


Phe 


Pro 


Val 
195 


Leu 


Arg 


He 


Ser 


Cys 
200 


Ser 


Asn 


Thr 


Tyr 


Leu 
205 


Asn 


Glu 


Leu 


Val 


Ser 
210 


Thr 


Ala 


Val 


Val 


Gly 
215 


Thr 


Ala 


He 


He 


Leu 
220 


Cys 


Ser 


Leu 


He 


He 


Phe 


He 


Ser 


Tyr 


Ala 


Met 


He 


Leu 


Phe 


Asn 


He 


Val 


His 


Met 


Ser 


225 










230 










235 










240 


Ser 


Gly Lys 


Gly Trp 


Ser 


Lys 


Ala 


Leu 


Gly 


Thr 


Cys 


Gly 


Ser 


His 


He 










245 










250 










255 




He 


Thr 


Val 


Ser 
260 


Phe 


Phe 


Tyr 


Gly 


Ser 
265 


Gly 


Leu 


Leu 


Ala 


Tyr 
270 


Val 


Lys 


Pro 


Ser 


Ser 
275 


Ala 


Glu 


Thr 


Val 


Gly 
280 


Gin 


Gly 


Lys 


Phe 


Phe 
285 


Ser 


Val 


Phe 


Tyr 


Thr 


Phe 


Leu 


Val 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 




290 










295 










300 








Asn 


Lys 


Asp 


Val 


Lys 


Val 


Ala 


Val 


Lys 


Lys 


Thr 


He 


Lys 


Arg 


He 


Thr 


305 










310 










315 










320 


Ser 


Xaa 


Leu 


Lys 


Gin 
325 


Phe 


Glu 


Leu 


Val 


Cys 
330 


Phe 


His 


Phe 


Leu 


Ser 
335 


He 


He 

































<210> 2401 
<211> 325 
<212> PRT 

<213> Mus musculus (M175 8576195-2 6-1-523 0 3083-4056) 
<220> 

<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa = Any Amino Acid 

<400>2401 



Leu 


Phe 


Ser 


Ser 


Arg 


Phe 


Ser 


Met 


He 


Ser 


Met 


Leu 


Ala 


Gly Asn Gly 


1 








5 










10 










15 




Ser 


Ser 


Val 


Thr 


Glu 


Phe 


Val 


Leu 


Ala 


Gly 


Leu 


Thr 


Asp Arg 


Pro 


Glu 








20 










25 










30 






Leu 


Gin 


Leu 
35 


Pro 


Leu 


Phe 


Tyr 


Leu 
40 


Phe 


Leu 


He 


He 


Tyr 
45 


He 


He 


Thr 


Val 


Val 


Gly Asn 


Leu 


Gly Leu 


He 


He 


Leu 


He 


Gly Leu Asn 


Pro 


His 




50 










55 










60 










Leu 


His 


Thr 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


65 










70 










75 










80 


Leu 


Cys 


Tyr 


Ser 


Ser 
85 


Val 


Phe 


Ser 


Pro 


Lys 
90 


Met 


Leu 


He 


Asn 


Phe 
95 


Val 


Ser 


Glu 


Lys 


Asn 
100 


Ser 


He 


Ser 


Tyr 


Ala 
105 


Gly 


Cys 


Met 


Thr 


Gin 
110 


Leu 


Phe 


Leu 


Phe 


Leu 
115 


Phe 


Phe 


Val 


He 


Ser 
120 


Glu 


Cys 


Tyr 


Met 


Leu 
125 


Thr 


Ser 


Met 


Ala 


Tyr 


Asp Arg Tyr 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Lys 


Val 




130 










135 










140 








Thr 


Met 


Ser 


Pro 


Gin 


He 


Cys 


Ser 


Val 


He 


Ser 


Phe 


Ala 


Ala 


Tyr 


Gly 


145 










150 










155 








160 


Met 


Gly 


Phe 


Ala 


Gly 
165 


Ser 


Ser 


Ala 


His 


Thr 
170 


Gly 


Cys 


Met 


Leu 


Arg 
175 


Leu 


Thr 


Phe 


Cys 


Asn 
180 


Val 


Asn 


Val 


He 


Asn 
185 


His 


Tyr 


Leu 


Cys 


Asp 
190 


He 


Leu 
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Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Thr 


Ser 


Thr 


Tyr 


Val 


Asn 


Glu 


Val 


Val 






195 










200 










205 








Val 


Leu 


He 


Val 


Val 


Gly 


He 


Asn 


He 


Thr 


Val 


Pro 


Ser 


Phe 


Thr 


He 




210 










215 










220 










Leu 


lie 


Ser 


Tyr 


Val 


Phe 


He 


Leu 


Ala 


Asn 


He 


Leu 


Asn 


He 


Lys 


Ser 


225 










230 










235 










240 


Thr 


Gin 


Gly 


Arg 


Ala 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


He 


Met 










245 










250 










255 




Ala 


lie 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser 


Ala 


Ala 


Phe 


Met 


Tyr 


Leu 


Lys 


Tyr 








o c r\ 
260 










ZUJ 










OTA 
Z / U 






Ser 


Ser 


Gly 


Ser 


Met 


Glu 


Gin 


Gly 


Lys 


He 


Ser 


Ser 


Val 


Phe 


Tyr 


Thr 






275 










280 










285 








Asn 


Val 


Gly 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 




290 










295 










300 










Asp 


Val 


Lys 


Val 


Ala 


Leu 


Arg 


Lys 


Ser 


Leu 


He 


Lys 


He 


Gin 


Arg 


Lys 


305 










310 










315 










320 


Asp 


Arg 


Phe 


Xaa 


Leu 

























325 



<210> 2402 
<211> 204 
<212> PRT 

<213> Unknown (pl24-dir-0-7 conceptual translation of range 2-613) 



<400>2402 



Phe Leu 


Glu 


Phe 


Ala 


Phe 


Thr 


Pro 


Ala 


Cys 


He 


Leu 


Arg 


Phe 


Pro 


Val 


1 






5 










10 










15 




Thr He 


Val 


Thr 


Gly 


Asp 


Arg 


Thr 


He 


Ser 


Phe 


Ser 


Asn 


Cys 


Phe 


Phe 






20 










25 










30 






Phe Gin 


Leu 


Phe 


Phe 


He 


Phe 


Leu 


Gly 


Val 


Met 


Glu 


Phe 


Phe 


Leu 


Leu 




35 










40 










45 








Ala Pro 


Thr 


Ser 


Tyr 


Asp 


Cys 


Tyr 


Val 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


His 


50 










55 










60 










His Ser 


Thr 


Val 


Met 


Thr 


Arg Gly 


Val 


Cys 


Thr 


Leu 


Leu 


Val 


Leu 


Ser 


65 








70 










75 










80 


Ser Phe 


Leu 


Ser 


Thr 


Tyr 


Leu 


Asn 


Leu 


Phe 


Pro 


Pro 


Val 


Val 


Met 


Asp 








85 










90 










95 




Phe Trp 


Leu 


Asp 


Cys 


Cys 


Asp 


Pro 


Asn 


He 


Leu 


Lys 


His 


Phe 


He 


Cys 






100 










105 










110 






Asp Ser 


Ser 


Ser 


Val 


Met 


Glu 


Leu 


Leu 


Cys 


Thr 


Asp 


Thr 


Arg 


Phe 


Leu 




115 










120 










125 








Glu Leu 


Met 


Thr 


Phe 


Pro 


Leu 


Ser 


Leu 


Val 


Leu 


Met 


Thr 


Ala 


Ser 


Tyr 


130 










135 










140 










Thr Ala 


He 


He 


Cys 


Ala 


He 


Leu 


Arg 


Leu 


Pro 


Tyr 


Ala 


Gin 


Gin 


Arg 


145 








150 










155 










160 


Arg Lys 


Val 


Phe 


Ser 


He 


Cys 


Ser 


Ser 


His 


Arg 


Val 


Gly 


Phe 


Ser 


He 








165 










170 










175 




Thr Tyr 


Gly 


Ser 


Cys 


He 


Phe 


Met 


Tyr 


He 


Asn 


Thr 


Val 


Ala 


Asp 


Lys 






180 










185 










190 






Asp Arg 


Val 


Gly 


Val 


Arg 


Gin Gly 


Leu 


Gly 


Gly 


Pro 












195 










200 


















<210> 2403 




























<211> 312 




























<212> PRT 




























<213> Unknown (OR2B8) 






















<400>2403 




























Met Asp 


Gin 


Lys 


Asn Gly 


Ser 


Ser 


Phe 


Thr 


Gly 


Phe 


He 


Leu 


Leu 


Gly 


1 






5 










10 










15 




Phe Ser 


Asp 


Arg 


Pro 


Gin 


Leu 


Glu 


Leu 


Val 


Leu 


Phe 


Val 


Val 


Phe 


Leu 



1455 



BNSDOCID: <WO_0127158A2_I_> 



WO 01/27158 



PCT/US00/27582 



20 25 30 



lie 


Phe 


Tvr 


He 


Phe 


Thr 


Leu 


Leu 


Gly Asn 


uyo 


Thr 


He 


He 


Val 


Leu 






35 










40 










45 








Ser 


His 


Leu 


Asp 


Pro 


His 


Leu 


His 


Asn 


Pro 


Met 


j.yx 


Phe 


Phe 


Phe 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


1 11 J* 


Glv 


He 

X X t: 


Val 


Pro 


Gin 


65 










70 










* j 










80 


Leu 


Leu 


Val 


Asn 


Leu 


Arg 


Gly Ala Asp Lys 




He 


Ser 


xyx 


Gly Gly 










85 










90 










y o 




Cvs 


Val 


Val 


Gin 


Leu 


Tyr 


He 


Ser 


Leu 


Gly 


Leu 


Glv 


Ser 


Thr 


Glu 


Cys 








100 










105 










110 






Val 


Leu 


Leu 


Gly Val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Al a 


Ala 
Ala 


v d x 


Cys 


Arg 






115 










120 










X 4L ZJ 








Jr X \J 






Tyr 


Thr 


Val 


Val 


Met 


His 


Pro 


Cys 


Leu 


Tyr 


V ct _L 


Leu 


Met 














135 










1 AO 










Ala 


Ser 


Thr 


Ser Trp Val 


He Gly 


Phe 


Ala 


Asn 


C* f-i -y- 

oei 


Leu 


Leu 


Gin 


Thr 


X *± ZJ 










150 










155 










160 


Val 


Leu 


He 


Leu 


Leu 


Leu 


Thr 


Leu 


Cys 


Gly Arg 


Asn 


Lys 


Leu 


Glu 


His 










165 










170 










175 




Phe 


Leu 




Glu 


Val 


Pro 


Pro 


Leu 


Leu 


Lys 


Leu 


nla 


Cys 


Val 


Asp 


Thr 








180 










185 










190 






Thr 




Asn 


Glu 


Ser 


Glu 


Leu 


Phe 


Phe 


Val 


Ser 


Val 


He 


He 


Leu 


Leu 






X J D 










200 










205 








Veil 


Pro 


val 


Ala 


Leu 


He 


He 


Phe 


Ser 


Tyr 


Ser 


vj±n 


He 


Val 


Arg 


Ala 














215 










o o n 
z z u 










val 


V d A 




He 


Lys 


Ser 


Ala 


Thr 


Gly Gin Arg 


Lys 


Val 


Phe Gly 


Thr 


TTC 
ZZ J 










230 










235 










240 


Cys 


uiy 




His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Thr Ala 


He 










245 










250 










255 




Tyr 


Ala 


Tyr 


Leu 


Gin 


Pro 


Gly Asn Asn Tyr 


Ser 


Gin 


Asp 


Gin Gly 


Lys 








260 










265 










270 






Phe 


He 


Ser 


Leu 


Phe 


Tyr 


Thr 


He 


He 


Thr 


Pro 


Met 


He 


Asn 


Pro 


Leu 






275 










280 










285 








lie 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Gly Ala 


Leu 


Lys 


Lys 


Val 




290 










295 










300 










Leu 


Trp 


Lys 


Asn 


Tyr 


Asp 


Ser 


Arg 


















305 










310 























<210> 2404 
<211> 315 
<212> PRT 

<213> Unknown (OR12D3) 



<400>2404 



Met 


Glu 


Asn 


Val 


Thr 


Thr 


Met 


Asn 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly Leu 


Thr 


1 








5 










10 








15 




Gly 


Val 


Gin 


Glu 


Leu 


Gin 


Pro 


Phe 


Phe 


Phe Gly 


He 


Phe 


Leu He 


He 








20 










25 










30 




Tyr 


Leu 


He 


Asn 


Leu 


He Gly Asn Gly Ser 


He 


Leu 


Val 


Met Val 


Val 






35 










40 










45 






Leu 


Glu 


Pro 


Gin 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly Asn 


Leu 




50 










55 










60 








Ser 


Cys 


Leu 


Asp 


He 


Ser 


Tyr 


Ser 


Ser 


Val 


Thr 


Leu 


Pro 


Lys Leu 


Leu 


65 










70 










75 








80 


Val 


Asn 


Leu 


Val 


Cys 


Ser 


Arg 


Arg 


Ala 


He 


Ser 


Phe 


Leu Gly Cys 


He 










85 










90 








95 




Thr 


Gin 


Leu 


His 


Phe 


Phe 


His 


Phe 


Leu 


Gly 


Ser 


Thr 


Glu 


Ala He 


Leu 








100 










105 










110 




Leu 


Ala 


He 


Met 


Ala 


Phe 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 


Asn Pro 


Leu 






115 










120 










125 






Arg 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Pro 


Gin 


Val 


Cys 


He 


Leu 


Leu Ala 


Ala 
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130 










135 










140 










Ala 


Ala 


Trp 


Leu 


He 


Ser 


Phe 


Phe 


Tyr 


Ala 


Leu 


Met 


His 


Ser 


Val 


Met 


145 










150 










155 










160 


Thr 


Ala 


His 


Leu 


Ser 
165 


Phe 


Cys 


Gly 


Ser 


Gin 
170 


Lys 


Leu 


Asn 


His 


Phe 
175 


Phe 


Tyr Asp 


Val 


Lys 


Pro 


Leu 


Leu 


Glu 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Leu 


Leu 








180 










185 










190 






Asn 


Gin 


Trp 
195 


Leu 


Leu 


Ser 


He 


Val 
200 


Thr 


Gly 


Ser 


He 


Ser 
205 


Met 


Gly 


Ala 


Phe 


Phe 
210 


Leu 


Thr 


Leu 


Leu 


Ser 
215 


Cys 


Phe 


Tyr 


Val 


He 
220 


Gly 


Phe 


Leu 


Leu 


Phe 


Lys 


Asn 


Arg 


Ser 


Cys 


Arg 


He 


Leu 


His 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Phe 


Met 
245 


Val 


Val 


Cys 


Leu 


Phe 
250 


Tyr 


Gly 


Pro 


Val 


Gly 
255 


Phe 


Thr 


Tyr 


He 


Arg 
260 


Pro 


Ala 


Ser 


Ala 


Thr 
265 


Ser 


Met 


He 


Gin 


Asp 
270 


Arg 


He 


Met 


Ala 


He 
275 


Met 


Tyr 


Ser 


Ala 


Val 
280 


Thr 


Pro 


Val 


Leu 


Asn 
285 


Pro 


Leu 


He 


Tyr 


Thr 
290 


Leu 


Arg 


Asn 


Lys 


Glu 
295 


Val 


Met 


Met 


Ala 


Leu 
300 


Lys 


Lys 


He 


Phe 


Gly Arg 


Lys 


Leu 


Phe 


Lys 


Asp 


Trp 


Gin 


Gin 


His 













305 310 315 



<210> 2405 
<211> 115 
<212> PRT 

<213> Unknown ( 3273 654-dir-0-5 conceptual translation of range 1-345) 
<400>2405 



Leu 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Leu 


Asn 


Leu 


Ser 


Cys 


Ser 


Asn 


Thr 


1 








5 










10 










15 




Phe 


Ser 


Asp 


Asn 
20 


He 


Val 


Lys 


Tyr 


Phe 
25 


Leu 


Gly 


Ala 


Leu 


Tyr 
30 


Gly 


Leu 


Phe 


Pro 


He 
35 


Ser 


Gly 


He 


Leu 


Phe 
40 


Ser 


Tyr 


Tyr 


Lys 


He 
45 


He 


Ser 


Ser 


He 


Leu 


Arg 


He 


Pro 


Ser 


Leu Gly Gly 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 




50 










55 










60 










Cys 


Gly 


Ser 


His 


Leu 


Ala 


Val 


Val 


Cys 


Leu 


Phe 


Leu 


Val 


Thr 


Ala 


Ser 


65 










70 










75 










80 


Thr 


Val 


Tyr 


Leu 


Gly 
85 


Ser 


Val 


Ala 


Ser 


His 
90 


Ser 


Pro 


Arg 


Asn 


Asp 
95 


Val 


Val 


Ala 


Ser 


Leu 
100 


Met 


Tyr 


Thr 


Val 


Val 
105 


Thr 


Pro 


Met 


Leu 


Asn 
110 


Pro 


Phe 



He Cys Ser 
115 



<210> 2406 
<211> 139 
<212> PRT 

<213> Unknown (3810857-dir-0-6 conceptual translation of range 1-417) 
<220> 

<221> VARIANT 

<222> (1) (139) 

<223> Xaa = Any Amino Acid 

<400>2406 

Met Ala Xaa Asp Arg Phe Val Ala He Cys His Pro Leu Asn Tyr Thr 

1 5 10 15 

Val He Met Asn Pro Arg He Cys Gly Leu Leu Val Leu Leu Ser Trp 
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20 25 30 



He 


He 


Met 
35 


Phe 


Trp Val 


Ser 


Leu 
40 


He 


His Met 


Leu 


Leu 
45 


Met 


Lys 


Gin 


Leu 


Asn 
50 


Phe 


Ser 


Thr Ser 


Thr 
55 


Glu 


He 


Pro His 


Phe 
60 


Phe 


Cys 


Glu 


Leu 


Thr 


Glu 


Leu 


Leu 


Arg Val 


Gly Arg 


Ser Asp Thr 


Phe 


Thr 


Gin 


Asn 


He 


65 








70 








75 










80 


Phe 


Leu 


Tyr 


Leu 


Gly Tyr 


Cys 


Arg 


Ala 


Gly Met 


Phe 


Pro 


Val 


He Gly 










85 








90 








95 




He 


Ala 


Phe 


Ser 
100 


Tyr Phe 


His 


He 


Val 
105 


Ser Ala 


Leu 


Met 


Lys 
110 


Met 


Ser 


Ser 


He 


Lys 
115 


Asn 


Lys Tyr 


Lys 


Ala 
120 


Phe 


Ser Thr 


Cys 


Gly 
125 


Ser 


His 


Leu 


Cys 


Val 
130 


Val 


Ser 


Met Phe 


Tyr 
135 


Gly 


Thr 


Gly Leu 













<210> 2407 
<211> 211 
<212> PRT 

<213> Unknown (pl06-dir-0-8 conceptual translation of range 2-633) 
<220> 

<221> VARIANT 

<222> (1)...(211) 

<223> Xaa = Any Amino Acid 



<400>2407 



Leu 


Val 


Asp 


Leu 


Cys 


Leu 


Val 


Thr 


Thr 


Leu 


Val 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Leu 


Leu 


Thr 


His 


Ser 


Lys 


Ala 


He 


Ser 


Tyr 


Ala 


Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Phe 
35 


Phe 


Phe 


Met 


Val 


Phe 
40 


Ala 


Cys 


Ser 


Asn 


Thr 
45 


Leu 


Leu 


Leu 


Thr 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Phe 


Val 


Ala 


He 


Tyr 
60 


His 


Pro 


Leu 


Ser 


Tyr 


Val 


Thr 


He 


Met 


Arg 


Pro 


Gin 


Phe 


Cys 


Gly 


Leu 


Leu 


Ala 


Leu 


Leu 


65 










70 










75 










80 


Ser 


Trp 


Thr 


He 


Ser 
85 


Leu 


Leu 


Asn 


Ala 


Val 
90 


Leu 


His 


Ser 


Pro 


Leu 
95 


Val 


Met 


Arg 


Leu 


Leu 
100 


Phe 


Cys 


Thr 


Glu 


Arg 
105 


Glu 


He 


Pro 


Leu 


Phe 
110 


Tyr 


His 


Asp 


Leu 


Thr 
115 


Xaa 


Val 


Leu 


Arg 


Leu 
120 


Ser 


Cys 


Thr 


Asp 


Met 
125 


Leu 


He 


Asn 


Asp 


He 
130 


Leu 


Val 


Tyr 


Leu 


Leu 
135 


Thr 


Ala 


Leu 


Leu 


Ser 
140 


He 


Phe 


Pro 


Phe 


Thr 


Gly 


He 


Leu 


Phe 


Ser 


Tyr 


Thr 


Gin 


He Cys 


Ser 


Ser 


He 


Val 


Lys 


145 










150 










155 










160 


He 


Pro 


Ser 


Thr 


Gly Gly 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly Ser 










165 










170 










175 




Tyr 


Leu 


Cys 


Val 


Val 


Leu 


Leu 


Phe 


Tyr 


Gly Thr 


Val 


He 


Gly 


Val 


Tyr 








180 










185 










190 






Leu 


Ser 


Ser 


Ser 


Val 


Thr 


Lys 


Ser 


Ser 


Trp Lys 


Ser 


Ser 


Val 


Ala 


Ser 






195 










200 










205 









Val He Cys 
210 



<210> 2408 
<211> 159 
<212> PRT 

<213> Unknown (4877338-dir-0-6 conceptual translation of range 2*478) 
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<220> 

<221> VARIANT 

<222> (1)...(159) 

<223> Xaa = Any Amino Acid 

<400>2408 

lie Cys His Pro Leu Arg Tyr Thr Val Ser Met Asn Pro Arg Leu Cys 

15 10 15 

Val Gin Leu He Leu Leu Ser Leu Phe He Ser He Ala Asp Ala Leu 

20 25 30 

Leu His Ser Leu Met Val Leu Gin Leu Ser Phe Cys Thr Asp Leu Glu 

35 40 45 

He Ser Leu Phe Cys Glu Val Val Gin Val He Lys Arg Ala Cys Ser 

50 55 60 

Asp Thr Leu He Asn Asn He Leu Val Tyr Phe Ala Ala Gly He Phe 
65 70 75 80 

Ala Gly Val Pro Leu Ser Gly He He Phe Ser Tyr He Gin He Val 

85 90 95 

Ser Ser He Leu Xaa Met Pro Ser Ser Gly Arg Lys Xaa Lys Ala Phe 

100 105 110 

Ser Thr Cys Glu Ser His Leu Ser Val Val Ser Phe Phe Tyr Gly Thr 

115 120 125 

Ala Phe Gly Val Tyr He Ser Ser Ala Val Thr Asp Ser Ser Arg Lys 

130 135 140 

Thr Ala Val Ala Ser Leu Met Tyr Thr Val Val Thr Pro Val Met 
145 150 155 

<210> 2409 
<211> 310 
<212> PRT 

<213> Unknown (p22-dir-0-ll conceptual translation of range 1-93 0) 



<400>2409 



Met 


Asp 


Gly Asp 


Asn 


Gin 


Ser 


Glu 


Asn 


Ser 


Gin 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




He 


Ser 


Glu 


Ser 


Pro 


Glu 


Gin 


Gin 


Gin 


He 


Leu 


Phe 


Trp 


Met 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Leu 


Gly 


Asn 


Val 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








He 


Ser 


Ser 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Val 


Asn 


Phe 


Gin 


Ser 


Gin 


Asn 


Lys 


Ala 


He 


Ser 


Tyr 


Ala 


Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Leu 


Val 


Ser 


Leu 


Val 


Thr 


Leu 


Asp 


Asn 








100 










105 










110 






Leu 


He 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Cys 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


Ser 


Pro 


Gly 


Leu 


Cys 


Val 


Leu 


Leu 




130 










135 










140 










Leu 


Ser 


Leu 


Cys 


Trp 


Gly 


Leu 


Ser 


Val 


Leu 


Tyr 


Gly 


Leu 


Leu 


Leu 


Thr 


145 










150 










155 










160 


Phe 


Leu 


Leu 


Thr 


Arg 


Val 


Thr 


Phe 


Cys 


Gly 


Pro 


Arg 


Glu 


He 


His 


Tyr 










165 










170 










175 




Leu 


Phe 


Cys 


Asp 


Met 


Tyr 


He 


Leu 


Leu 


Trp 


Leu 


Ala 


Cys 


Ser 


Asn 


Thr 








180 










185 










190 






His 


He 


He 


His 


Thr 


Ala 


Leu 


He 


Ala 


Thr 


Gly 


Cys 


Phe 


He 


Phe 


Leu 






195 










200 










205 








Thr 


Leu 


Leu Gly 


Phe 


Met 


Thr 


Thr 


Ser 


Tyr 


Val 


Arg 


He 


Val 


Arg 


Thr 




210 










215 










220 
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He Leu Gin Met Pro Ser Ala Ser Lys Lys Tyr Lys Thr Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Gly Val Val Ser Leu Phe Tyr Gly Thr Leu Ala 

245 250 255 

Met Val Tyr Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Leu Thr Pro Met Met Asn Pro Phe lie 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Pro Gly Arg Val Leu 

290 295 300 

Trp Arg Pro Phe Gin Arg 
305 310 

<210> 2410 
<211> 310 
<212> PRT 

<213> Unknown <p23-dir-0-ll conceptual translation of range 1-930) 
<400>2410 

Met Asp Gly Asp Asn Gin Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 

15 10 15 

He Ser Glu Ser Pro Glu Gin Gin Arg lie Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn 

100 105 110 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Thr Cys Cys 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Leu Ser Val Leu Tyr Gly Leu Leu Leu Thr 
145 150 155 160 

Phe Leu Leu Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr 

165 170 175 

Leu Phe Cys Asp Met Tyr He Leu Leu Trp Leu Ala Cys Ser Asn Thr 

180 185 190 

His He He His Thr Ala Leu He Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

Thr Pro Leu Gly Phe Met Thr Thr Ser Tyr Val Arg lie Val Arg Thr 

210 215 220 

He Leu Gin Met Pro Ser Ala Ser Lys Lys Tyr Lys Thr Phe Ser Thr 
225 230 235 * 240 

Cys Ala Ser His Leu Gly Val Val Ser Leu Phe Tyr Gly Thr Leu Ala 

245 250 255 

Met Val Tyr Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Leu Thr Pro Met Met Asn Pro Phe He 

275 280 285 

Tyr Arg Leu Arg Asn Lys Asp Met His Gly Ala Pro Gly Arg Val Leu 

290 295 300 

Trp Arg Pro Phe Gin Arg 
305 310 

<210> 2411 
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<211> 215 
<212> PRT 

<213> Unknown (pl39-dir-0-8 conceptual translation of range 2-646) 



<400>2411 



Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Phe 


Gin 


Ser 


Gin 


Asn 


Lys 


Ala 


He 


Ser 


Tyr 


Ala 


Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Leu 


Tyr 
35 


Phe 


Leu 


Val 


Ser 


Leu 
40 


Val 


Thr 


Leu 


Asp 


Asn 
45 


Leu 


He 


Leu 


Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Cys 


Pro 


Leu 


His 


Cys 


Val 


Thr 


Ala 


Met 


Ser 


Pro 


Gly 


Leu 


Cys 


Val 


Leu 


Leu 


Leu 


Ser 


Leu 


65 










70 










75 










80 


Cys 


Trp 


Gly Leu 


Ser 


Val 


Leu 


Tyr 


Gly 


Leu 


Leu 


Leu 


Thr 


Phe 


Leu 


Leu 










85 










90 










95 




Thr 


Arg 


Val 


Thr 
100 


Phe 


Cys 


Gly 


Pro 


Arg 
105 


Glu 


He 


His 


Tyr 


Leu 
110 


Phe 


Cys 


Asp 


Met 


Tyr 
115 


lie 


Leu 


Leu 


Trp 


Leu 
120 


Ala 


Cys 


Ser 


Asn 


Thr 
125 


His 


He 


He 


His 


Thr 
130 


Val 


Leu 


He 


Ala 


Thr 
135 


Gly 


Cys 


Phe 


He 


Phe 
140 


Leu 


Thr 


Pro 


Leu 


Gly 


Phe 


Met 


Thr 


Lys 


Ser 


Tyr 


Val 


Arg 


He 


Val 


Arg 


Thr 


He 


Leu 


Gin 


145 










150 










155 










160 


Met 


Pro 


Ser 


Ala 


Ser 
165 


Lys 


Lys 


Tyr 


Lys 


Thr 
170 


Phe 


Ser 


Thr 


Cys 


Ala 
175 


Ser 


His 


Leu 


Gly Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Met 


Leu 


Ala 


Met 


Val 


Tyr 








180 










185 










190 






Leu 


Gin 


Pro 
195 


Leu 


His 


Thr 


Tyr 


Ser 
200 


Met 


Lys 


Asp 


Ser 


Val 
205 


Ala 


Thr 


Val 


Met 


Tyr 
210 


Ala 


Val 


Val 


Thr 


Pro 
215 





















<210> 2412 
<211> 312 
<212> PRT 

<213> Unknown (pl82-dir-0-ll conceptual translation of range 1-936) 
<220> 

<221> VARIANT 
<222> (1) . . . (312) 
<223> Xaa = Any Amino Acid 

<400>2412 

Met Asp Gly Asp Asn Gin Ser 

1 5 
He Ser Glu Ser Pro Glu Gin 
20 

Ser Met Tyr Leu Val Thr Val 
35 

He Ser Ser Asp Ser Arg Leu 

50 55 
Asn Leu Ser Phe Thr Asp Leu 
65 70 
Met Leu Val Asn Pro Gin Ser 
85 

Cys Leu Thr Gin Leu Xaa Phe 
100 

Leu He Leu Ala Val Met Ala 
115 



Glu Asn Ser Gin Phe 
10 

Gin Arg He Leu Phe 
25 

Leu Gly Asn Val Leu 
40 

His Thr Pro Met Tyr 
60 

Phe Phe Val Thr Asn 
75 

Gin Asn Lys Ala He 
90 

Leu Val Ser Leu Val 
105 

Tyr Asp Arg Tyr Val 
120 



Leu Leu Leu Gly 
15 

Trp Met Phe Leu 
30 

He He Leu Ala 
45 

Phe Phe Leu Ala 

Thr He Pro Lys 
80 

Ser Tyr Ala Gly 
95 

Thr Leu Asp Asn 
110 

Ala He Cys Cys 
125 
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Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


Ser 


Pro Gly 


Leu 


Cys 


Val 


Leu 


Leu 




130 










135 










140 










Leu 


Ser 


Leu 


Cys 


Trp Gly 


Leu 


Ser 


Val 


Leu 


Tyr 


Gly Leu 


Leu 


Leu 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Leu 


Thr 


Arg 


Val 


Thr 


Phe 


Cys 


Gly 


Pro 


Arg 


Glu 


He 


His 


Tyr 










165 










170 










175 


Leu 


Phe 


Cys 


Asp 
180 


Met 


Tyr 


He 


Leu 


Leu 
185 


Arg 


Leu 


Ala 


Cys 


Ser 
190 


Asn 


Thr 


His 


He 


He 
195 


His 


Thr 


Val 


Leu 


Val 
200 


Ala 


Thr 


Gly 


Cys 


Phe 
205 


He 


Phe 


Leu 


Thr 


Pro 


Leu 


Gly 


Phe 


Met 


Thr 


Thr 


Ser 


Tyr 


Val 


Cys 


He 


Val 


Arg 


Thr 




210 










215 










220 








He 


Leu 


Gin 


He 


Pro 


Ser 


Ala 


Ser 


Lys 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Gly 


Val 


Val 


Ser 


Leu 


Phe 


Tyr Gly 


Thr 


Leu 


Ala 










245 










250 










255 




Met 


Val 


Tyr 


Leu 
260 


Gin 


Pro 


Leu 


His 


Thr 
265 


Tyr 


Ser 


Met 


Lys 


Asp 
270 


Ser 


Val 


Ala 


Thr 


Val 
275 


Met 


Tyr 


Ala 


Val 


Val 
280 


Thr 


Pro 


Met 


Met 


Asn 
285 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


His 


Gly Ala 


Leu 


Gly Arg 


Val 


Leu 




290 










295 










300 










Arg 


Arg 


Leu 


Phe 


Gin 


Arg 


Pro 


Lys 



















305 310 



<210> 2413 
<2H> 312 
<212> PRT 

<213> Unknown (pl84-dir-0-ll conceptual translation of range 1-936) 
<220> 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 



<400>2413 



Met 


Asp Gly Asp Asn 


Gin 


Ser 


Glu 


Asn 


Ser 


Gin 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 


He 


Ser 


Glu 


Ser 


Pro 


Glu 


Gin Gin Arg 


He 


Leu 


Phe 


Trp 


Met 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Leu 


Gly Asn 


Val 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








He 


Ser 
50 


Ser 


Asp 


Ser 


Arg 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Val 


Asn 


Pro 
85 


Gin 


Ser 


Gin 


Asn 


Lys 
90 


Ala 


He 


Ser 


Tyr 


Ala 
95 


Gly 


Cys 


Leu 


Thr 


Gin 


Leu 


Xaa 


Phe 


Leu 


Val 


Ser 


Leu 


Val 


Thr 


Leu 


Asp 


Asn 








100 










105 










110 




Leu 


He 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Vals 


Ala 


He 


Cys 


Cys 






115 










120 










125 






Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


Ser 


Pro Gly 


Leu 


Cys 


Val 


Leu 


Leu 




130 










135 










140 










Leu 


Ser 


Leu 


Cys 


Trp Gly 


Leu 


Ser 


Val 


Leu 


Tyr 


Gly Leu 


Leu 


Leu 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Leu 


Thr 


Arg 
165 


Val 


Thr 


Phe 


Cys 


Gly 
170 


Pro 


Arg 


Glu 


He 


His 
175 


His 


Leu 


Phe 


Cys 


Asp 
180 


Met 


Tyr 


He 


Leu 


Leu 
185 


Arg 


Leu 


Ala 


Cys 


Ser 
190 


Asn 


Thr 


His 


He 


He 


His 


Thr 


Val 


Leu 


Val 


Ala 


Thr Gly Cys 


Phe 


He 


Phe 


Leu 
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195 










200 










205 








Thr 


Pro 
210 


Leu 


Gly 


Phe 


Met 


Thr 
215 


Thr 


Ser 


His 


Val 


Cys 
220 


He 


Val 


Arg 


Thr 


He 


Leu 


Gin 


He 


Pro 


Ser 


Ala 


Ser 


Lys 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Gly Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Ala 










245 










250 










255 




Met 


Val 


Tyr 


Leu 
260 


Gin 


Pro 


Leu 


His 


Thr 
265 


Tyr 


Ser 


Met 


Lys 


Asp 
270 


Ser 


Val 


Ala 


Thr 


Val 
275 


Met 


Tyr 


Ala 


Val 


Val 
280 


Thr 


Pro 


Met 


Met 


Asn 
285 


Pro 


Phe 


He 


Tyr 


Ser 
290 


Leu 


Arg 


Asn 


Lys 


Asp 
295 


Met 


His 


Gly 


Ala 


Leu 
300 


Gly 


Arg 


Val 


Leu 


Arg 


Arg 


Leu 


Phe 


Gin 


Arg 


Pro 


Lys 



















305 310 



<210> 2414 
<211> 312 
<212> PRT 

<213> Unknown (pl83-dir-0-ll conceptual translation of range 1-936) 



<400>2414 



Met 


Asp 


Gly 


Asp 


Asn 


Gin 


Ser 


Glu 


Asn 


Ser 


Gin 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




He 


Ser 


Glu 


Ser 


Pro 


Glu 


Gin 


Gin 


Gin 


He 


Leu 


Phe 


Trp 


Met 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Leu 


Gly 


Asn 


Val 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








He 


Ser 


Ser 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Val 


Asn 


Phe 


Gin 


Ser 


Gin 


Asn 


Lys 


Ala 


He 


Ser 


Tyr 


Ala 


Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Leu 


Val 


Ser 


Leu 


Val 


Thr 


Leu 


Asp 


Asn 








100 










105 










110 






Leu 


He 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Cys 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


Ser 


Pro 


Gly 


Leu 


Cys 


Val 


Leu 


Leu 




130 










135 










140 










Leu 


Ser 


Leu 


Cys 


Trp 


Gly Leu 


Ser 


Val 


Leu 


Tyr 


Gly 


Leu 


Leu 


Leu 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Leu 


Thr 


Arg 


Val 


Thr 


Phe 


Cys 


Gly 


Pro 


Arg 


Glu 


He 


His 


Tyr 










165 










170 










175 




Leu 


Phe 


Cys 


Asp 


Met 


Tyr 


He 


Leu 


Leu 


Arg 


Leu 


Ala 


Cys 


Ser 


Asn 


Thr 








180 










185 










190 






His 


He 


He 


His 


Thr 


Val 


Leu 


Val 


Ala 


Thr 


Gly 


Cys 


Phe 


He 


Phe 


Leu 






195 










200 










205 








Thr 


Pro 


Leu 


Gly 


Phe 


Met 


Thr 


Thr 


Ser 


Tyr 


Val 


Cys 


He 


Val 


Arg 


Thr 




210 










215 










220 










He 


Leu 


Gin 


He 


Pro 


Ser 


Ala 


Ser 


Lys 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Gly Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Ala 










245 










250 










255 




Met 


Val 


Tyr 


Leu 


Gin 


Pro 


Leu 


His 


Thr 


Tyr 


Ser 


Met 


Lys 


Asp 


Ser 


Val 








260 










265 










270 






Ala 


Thr 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr 


Pro 


Met 


Met 


Asn 


Pro 


Phe 


He 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


His 


Gly 


Ala 


Leu 


Gly 


Arg 


Val 


Leu 




290 










295 










300 










Arg 


Arg 


Leu 


Phe 


Gin 


Arg 


Pro 


Lys 
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305 310 

<210> 2415 
<211> 312 
<212> PRT 

<213> Unknovm {pl86-dir-0-ll conceptual translation of range 1-936) 
<400>2415 

Met Asp Gly Asp Asn Gin Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 

1 5 10 15 

lie Ser Glu Ser Pro Glu Gin Gin Gin lie Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu lie lie Leu Ala 

35 40 45 

lie Ser Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
fi 5 70 75 80 

Met Leu Val Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn 

100 105 HO 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Cys 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Leu Ser Val Phe Tyr Gly Leu Leu Leu Thr 
14 $ 150 155 160 

Leu Leu Leu Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr 

165 170 175 

Leu Phe Cys Asp Met Tyr He Leu Leu Arg Leu Ala Cys Ser Asn Thr 

180 185 190 

His He He His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

Thr Pro Leu Gly Phe Met Thr Thr Ser Tyr Val Arg He Val Arg Thr 

210 215 220 

He Leu Gin He Pro Ser Ala Ser Lys Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Gly Val Val Ser Leu Phe Tyr Gly Thr Leu Ala 

245 250 255 

Met Val Tyr Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met Met Asn Pro Phe He 

275 280 285 

His Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Val Leu 

290 295 300 

Arg Arg Leu Phe Gin Arg Pro Lys 
305 310 

<210> 2416 
<211> 215 
<212> PRT 

<213> Unknown (pl40-dir-0-8 conceptual translation of range 2-646) 
<400>2416 

Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys Met Leu Val 

1 5 10 15 

Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn Leu He Leu 
35 40 45 
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Val 
50 


Met 


Ala 
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Arg 
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Cys 
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Ser 


Leu 


65 
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75 
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Trp 


Gly Leu 


Ser 


Val 
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Gly 


Leu 


Leu 


Leu 


Thr 


Leu 


Leu 


Leu 
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90 










95 




Thr 


Arg 


Val 
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Phe 


Cys Gly 


Pro 


Arg 


Glu 


lie 


His 


Tyr 


Phe 


Phe 


Cys 






100 










105 










110 






Asp 


Met 


Tyr 
115 


lie 


Leu 


Leu 


Arg 


Leu 
120 


Ala 


Cys 


Ser 


Asn 


Thr 
125 


His 


He 


He 


His 


Thr 
130 


Val 


Leu 


Val 


Ala 


Thr 
135 


Gly 


Cys 


Phe 


He 


Phe 
140 


Leu 


Thr 


Pro 


Leu 


Gly 


Phe 


Met 


Thr 


Thr 


Ser 


Tyr 


Val 


Arg 


lie 


Val 


Arg 


Thr 


He 


Leu 


Gin 


145 










150 










155 










160 


lie 


Pro 


Ser 


Ala 


Ser 
165 


Lys 


Lys 


Tyr 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Ala 
175 


Ser 


His 


Leu 


Gly Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Ala 


Met 


Val 


Cys 








180 










185 










190 






Leu 


Gin 


Pro 
195 


Leu 


His 


Thr 


Tyr 


Ser 
200 


Met 


Lys 


Asp 


Ser 


Val 
205 


Ala 


Thr 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr 


Pro 
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<210> 2417 
<211> 215 
<212> PRT 

<213> Unknown (pl41-dir-0-8 conceptual translation of range 2-646) 
<400>2417 



Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Asn 


Met 


Leu 


Val 


1 






5 
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Asn 


Leu 


Gin 


Ser 


Gin 


Asn 


Lys 


Ala 


He 


Ser 


Tyr 


Ala Gly 


Cys 


Leu 


Thr 








20 










25 










30 






Lys 


Leu 


Tyr 


Phe 


Leu 


Val 


Ser 


Leu 


Val 


Thr 


Leu 


Asp 


Asn 


Leu 


He 


Leu 




35 










40 










45 








Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Cys 


Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


Ser 


Pro 


Gly Leu 


Cys 


Val 


Leu 


Leu 


Leu 


Ser 


Leu 


65 










70 










75 










80 


Gly 


Trp 


Gly 


Leu 


Ser 


Val 


Leu 


Tyr 


Gly 


Leu 


Leu 


Leu 


Thr 


Leu 


Leu 


Met 








85 










90 










95 




Thr 


Arg 


Val 


Thr 
100 


Phe 


Cys 


Gly 


Pro 


Arg 
105 


Glu 


He 


His 


Tyr 


Leu 
110 


Phe 


Cys 


Glu 


Met 


Tyr 
115 


Val 


Leu 


Leu 


Arg 


Leu 
120 


Ala 


Cys 


Ser 


Asn 


Thr 
125 


His 


He 


He 


His 


Thr 


Val 


Leu 


Val 


Ala Thr Gly Cys 


Phe 


He 


Phe 


Leu 


Thr 


Pro 


Leu 




130 










135 










140 










Gly 


Phe 


Met 


Thr 


Thr 


Ser 


Tyr 


Val 


Arg 


He 


Val 


Arg 


Thr 


He 


Leu 


Gin 


145 










150 










155 










160 


Met 


Pro 


Ser 


Ala 


Ser 
165 


Lys 


Lys 


Tyr 


Lys 


Thr 
170 


Phe 


Ser 


Thr 


Cys 


Ala 
175 


Ser 


His 


Leu 


Gly Val Val 


Ser 


Leu 


Phe 


Tyr Gly 


Thr 


Leu 


Ala 


Met 


Val 


Tyr 








180 










185 










190 






Leu 


Gin 


Pro 
195 


Leu 


His 


Thr 


Tyr 


Ser 
200 


Met 


Lys 


Asp 


Ser 


Val 
205 


Ala 


Thr 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr 


Pro 
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<210> 2418 
<211> 312 
<212> PRT 
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<213> Unknown (pl87-dir-0-ll conceptual translation of range 1-936) 



<400>2418 





Asp 


Gly Asp Asn 
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Ser 


Glu 


Asn 


Ser 


Gin 


Phe 


Leu 


Leu 


Leu 


Gly 


X 








c 
D 










10 










15 




lie 




Glu 


Ser 


Pro 


Glu 


Gin 


Gin 


Gin 


He 


Leu 


Phe 


Tro 


Met 


Phe 


Leu 








Z U 










25 










30 






oer 


wee 


Tyr 


Leu 


val 


X HI 


Val 


Leu 


Glv 


Asn 


Val 


Leu 


He 


He 


Leu 


Ala 






35 










Aft 










45 








lie 


Ser 


Ser 


Asp 


Ser 




Leu 


His 


Thr 


Pro 


Met 


Tvr 


Phe 


Phe 


Leu 


Ala 




CA 

DU 










_? j 










60 










Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 




Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lvs 












7ft 










75 










80 


Met 


Leu 


Val 


Asn 


Phe 




Ser 


fil Tl 


Asn 


i-i_y o 


Ala 


He 


Ser 


Tvr 


Ala 


Glu 










85 










Q ft 










95 




Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


irne 


Leu 


Veil 


Ser 


LGU 


VOl 


Thr 


Leu 


Asp 


Asn 








100 




















110 






Leu 


He 


Leu 


Ala 


Val 




/via 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 










115 










1 z u 










X -J 








Pro 


Leu 


His 


Tyr Val 


rnv — 

i nr 


/Via. 


Met. 


Ser 


Pro 


ijiy 




L J S 


Val 


Leu 


Leu 




13 0 










1 J 3 










1 Aft 
1 *± VJ 










Leu 


Ser 


Leu 


Cys 


Trp 




Leu 


Ser 


vai 


Leu 


Tyr 


m vr 
Vjriy 


L6U 


Leu 


Leu 


Thr 


145 










lb U 




















1 fift 
1 0 \j 


Leu 


Leu 


Met 


Asn 


Arg 


Val 


Thr 


Fne 


Cys 


v» iy 


Pro 


Airg 


VjlU 


Tip 
lie 


His 


TH/r" 
A Y r 










165 










l / u 










1 *7 ^ 




Leu 


Phe 


Cys 


Glu 


Met 


Tyr 


vai 


Leu 


Leu 


Arg 


Leu 


Ala 




OCl 


Asn 


nphr 

X 111 








180 










loo 










ion 






His 


He 


He 


His 


Thr 


Val 


Leu 


val 


Ala 


i nr 


/-*i 
taiy 


Cys 


irne 


ne 


IT ilti 


LGU 






195 










o r» f\ 










O ft «^ 
Z U D 
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Leu 
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Phe 
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j. nr 


i nr 


Ocl 
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Val 


nib 


Tl 
lie 






Thr 
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Tl <=» 

lie 


Leu 


Gin 


He 


Pro 


Ser 


Ala 


Ser 


Lys 


Lys 


Tvr 


Lvs 


Thr 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Gly 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Ala 










245 










250 










255 




Met 


Val 


Tyr 


Leu 


Gin 


Pro 


Leu 


His 


Thr 


Tyr 


Ser 


Met 


Lys 


Asp 


Ser 


Val 








260 










265 










270 






Ala 


Thr 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr 


Pro 


Met 


Met 


Asn 


Pro 


Phe 


He 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


His 


Gly 


Val 


Leu 


Gly 


Arg 


Val 


Leu 




290 










295 










300 










Gly 


Arg 


Pro 


Phe 


Gin 


Arg 


Pro 


Lys 



















305 310 



<210> 2419 
<211> 211 
<212> PRT 

<213> Unknown (pl67-dir-0-8 conceptual translation of range 2-634) 



<400>2419 

Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys Met Leu Val 

15 10 15 

Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn Leu He Leu 

35 40 45 

Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu His Tyr 

50 55 60 

Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu Leu Cys Leu Cys 
65 70 75 80 

Trp Ser Val Leu Tyr Gly Leu Leu Leu Thr Leu Leu Met Thr Thr Val 
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85 90 95 
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Ala 
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Val 


Met 
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Ala 


Val 



195 200 205 



Val Thr Pro 
210 

<210> 2420 
<211> 210 
<212> PRT 

<213> Unknown (pl68-dir-0-8 conceptual translation of range 2-632) 



<400>2420 
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210 

<210> 2421 
<211> 313 
<212> PRT 

<213> Unknown (pl45-dir-0-ll conceptual translation of range 1-937) 
<400>2421 

Met Asp Gly Gly Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Leu Gly 
15 10 15 
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<210> 2422 
<211> 214 
<212> PRT 

<213> Unknown (3831606-dir-0-8 conceptual translation of range 2-642) 



<400>2422 
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<210> 2423 
<211> 319 
<212> PRT 

<213> Unknown (p35-dir-0-ll conceptual translation of range 1-954) 
<400>2423 

Met Asp Gly Gly Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Leu Gly 

15 10 15 

Met Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 

20 25 30 

Val Met Tyr Leu Val Thr Val Val Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Ser Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Met Gin Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn 

100 105 110 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Arg 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys He Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Phe Ser Ala Leu Tyr Gly Leu He His He 
145 150 155 160 

Leu Leu Met Thr Arg Val Thr Phe Cys Gly Ser Gin Lys He His Tyr 

165 170 175 

Leu Phe Cys Glu Met Tyr Phe Leu Leu Arg Leu Ala Cys Ser Asn He 

180 185 190 

His Val Asn His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

He Pro Leu Gly Phe Met He Thr Ser Tyr Ala His He Val Arg Ala 

210 215 220 

He Leu Gin He Pro Ser Ala Thr Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Ser Ala Ser His Leu Ala Val Val Phe Leu Phe Tyr Gly Thr Leu Gly 

245 250 255 

Met Val Tyr Leu Gin Pro Leu His Asn Leu Gin Pro Leu Gin Thr Tyr 

260 265 270 

Ser Met Lys Asp Ser Val Ala Thr Val Met Tyr Ala Val Val Thr Pro 

275 280 285 

Met He Asn Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Met His Gly 

290 295 300 

Ala Leu Gly Arg Leu Arg Gin Gly Lys Ala Phe Gin Lys Leu Thr 
305 310 315 

<210> 2424 
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<211> 313 
<212> PRT 

<213> Unknown (p34-dir-0-ll conceptual translation of range 1-937) 
<400>2424 

Met Asp Gly Gly Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Leu Gly 

15 10 15 

Met Ser Glu Ser Pro Glu Gin Gin Gin lie Leu Phe Trp Met Phe Leu 

20 25 30 

Val Met Tyr Leu Val Thr Val Val Gly Asn Val Leu lie lie Leu Ala 

35 40 45 

lie Ser Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Met Gin Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn 

100 105 110 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Arg 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys He Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Phe Ser Ala Leu Tyr Gly Leu He His He 
145 150 155 160 

Leu Leu Met Thr Arg Val Thr Phe Cys Gly Ser Gin Lys He His Tyr 

165 170 175 

Leu Phe Cys Glu Met Tyr Phe Leu Leu Arg Leu Ala Cys Ser Asn He 

180 185 190 

His Val Asn His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

He Pro Leu Gly Phe Met He Thr Ser Tyr Ala His He Val Arg Ala 

210 215 220 

He Leu Gin He Pro Ser Ala Thr Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Ala Val Val Phe Leu Phe Tyr Gly Thr Val Gly 

245 250 255 

Met Val Tyr Leu Gin Pro Leu Gin Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met He Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Leu Arg 

290 295 300 

Gin Gly Lys Ala Phe Gin Lys Leu Thr 
305 310 

<210> 2425 
<211> 313 
<212> PRT 

<213> Unknown (p87-dir-Q-ll conceptual translation of range 1-937) 
<400>2425 

Met Asp Gly Asp Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Arg Gly 

15 10 15 

He Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Phe He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser Arg Leu His Thr Pro Val Tyr Phe Phe Leu Ala 

50 55 60 

Asn Phe Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
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<210> 2426 
<211> 313 
<212> PRT 

<213> Unknown (p!3 6-dir-0-ll conceptual translation of range 1-939) 



<400>2426 
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180 185 190 

His Val Asn His Thr Val Leu Val Ala Thr Gly Cys Phe lie Phe Leu 

195 200 205 

He Pro Leu Gly Phe Met He Thr Ser Tyr Ala Arg He Val Arg Ala 

210 215 220 

He Leu Arg He Pro Ser Ala Thr Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Ala Val Val Ser Leu Phe Tyr Gly Thr Leu Gly 

245 250 255 

Met Val Tyr Leu Gin Pro Leu Gin Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met Met Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Lys Asn Lys Asp Met His Gly Ala Leu Gly Arg Leu Leu 

290 295 300 

Gin Gly Lys Ala Phe Trp Lys Leu Thr 
305 310 

<210> 2427 
<211> 313 
<212> PRT 

<213> Unknown (pl63-dir-0-ll conceptual translation of range 1-939) 



<400>2427 
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290 295 300 

Gin Gly Lys Ala Phe Gin Lys Leu Thr 
305 310 

<210> 2428 
<211> 312 
<212> PRT 

<213> Unknown (pl8-dir-0-ll conceptual translation of range 1-936) 
<400>2428 

Met Asp Gly Gly Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Met Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Val Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser Arg Leu His Thr Pro Val Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Leu Gin Ser His Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn 

100 105 110 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Cys 

115 120 125 

Pro Leu His Tyr Thr Thr Ala Met Ser Pro Lys Leu Cys He Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Val Leu Ser Val Leu Tyr Gly Leu He His Thr 
145 150 155 160 

Leu Leu Met Thr Arg Val Thr Phe Cys Gly Ser Arg Lys He His Tyr 

165 170 175 

He Phe Cys Glu Met Tyr Val Leu Leu Arg Met Ala Cys Ser Asn He 

180 185 190 

Gin He Asn His Thr Val Leu He Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

He Pro Phe Gly Phe Val He He Ser Tyr Val Leu He He Arg Ala 

210 215 220 

He Leu Arg He Pro Ser Val Ser Lys Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Gly Ala Val Ser Leu Phe Tyr Gly Thr Leu Cys 

245 250 255 

Met Val Tyr Leu Lys Pro Leu His Thr Tyr Ser Val Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met Met Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Leu Leu 

290 295 300 

Asp Lys His Phe Lys Arg Leu Thr 
305 310 

<210> 2429 
<211> 312 
<212> PRT 

<213> Unknown (p32-dir-0-ll conceptual translation of range 1-936) 
<400>2429 

Met Asp Gly Gly Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Met Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 
20 25 30 
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<210> 2430 
<211> 312 
<212> PRT 

<213> Unknown (pl30-dir-0-ll conceptual translation of range 1-936) 
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<211> 215 
<212> PRT 

<213> Unknown (pl43-dir-0-8 conceptual translation of range 2-646) 
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<213> Unknown (p89-dir-0-ll conceptual translation of range 1-935) 
<220> 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 
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<210> 2433 
<211> 312 
<212> PRT 

<213> Unknown (p88-dir-0-ll conceptual translation of range 1-936) 
<220> 

<221> VARIANT 

<222> (1)...(312) 

<223> Xaa = Any Amino Acid 
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<210> 2434 
<211> 312 
<212> PRT 

<213> Unknown (p33 -dir-0-11 conceptual translation of range 1-936) 
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<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa ~ Any Amino Acid 
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Leu 


Asn 


Pro 


Phe 


He 


Tyr 






275 








280 










285 








Ser 


Leu 


Arg Asn 


Arg 


Asp 


Met 


Lys 


Ala 


Ala 


Leu 


Gin 


Lys 


Leu 


Phe 


Asn 




290 










295 










300 










Lys 


Arg 


He 


Ser 


Ser 


Xaa 


Pro 


Met 



















305 310 

<210> 2435 
<211> 312 
<212> PRT 

<213> Unknown (p43-dir-0-ll conceptual translation of range 1-936) 
<220> 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 



<400>2435 



Met 


Arg 


Glu 


Asn 


Asn 


Gin 


Ser 


Ser 


Thr 


Leu 


Glu 


Phe 


He 


Leu 


Leu Gly 


1 








5 










10 










15 




Val 


Thr 


Gly 


Gin 
20 


Gin 


Glu 


Gin 


Glu 


Asp 
25 


Phe 


Phe 


Tyr 


He 


Leu 
30 


Phe 


Leu 


Phe 


lie 


Tyr 
35 


Pro 


He 


Thr 


Leu 


He 
40 


Gly 


Asn 


Leu 


Leu 


He 
45 


Val 


Leu 


Ala 


He 


Cys 
50 


Ser 


Asp 


Val 


Arg 


Leu 
55 


His 


Asn 


Pro 


Met 


Tyr 
60 


Phe 


Leu 


Leu 


Ala 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


He 


Phe 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


His 


Leu 


Leu 


Gly 


Ser 


Lys 


Ser 


He 


Ser 


Phe 


Gly Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Met 


He 


Ala 


Leu 


Gly 


Asn 


Thr 


Asp 


Ser 






100 










105 










110 






Tyr 


He 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Ala 


Val 


Ala 


He 


Ser 


His 




115 










120 










125 








Pro 


Leu 
130 


His 


Tyr 


Thr 


Thr 


He 
135 


Met 


Ser 


Pro 


Arg 


Ser 
140 


Cys 


He 


Trp 


Leu 


He 


Ala 


Gly 


Ser 


Trp 


Val 


He 


Gly 


Asn 


Ala 


Asn 


Ala 


Leu 


Pro 


His 


Thr 
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145 150 155 160 

Leu Leu Thr Ala Ser Leu Ser Phe Cys Gly Asn Gin Glu Val Ala Asn 

165 170 175 

Phe Tyr Cys Asp lie Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp lie 

180 185 190 

His Phe His Val Lys Met Met Tyr Leu Gly Val Gly lie Phe Ser Val 

195 200 205 

Pro Leu Leu Cys lie lie Val Ser Tyr lie Arg Val Phe Ser Thr Val 

210 215 220 

Phe Gin Val Pro Ser Thr Lys Gly Val Leu Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Gly Ser His Leu Thr Val Val Ser Leu Tyr Tyr Gly Thr Val Met Gly 

245 250 255 

Thr Tyr Phe Arg Pro Leu Thr Asn Tyr Ser Leu Lys Asp Ala Val lie 

260 265 270 

Thr Val Met Tyr Thr Ala Val Thr Pro Met Leu Asn Pro Phe lie Tyr 

275 280 285 

Ser Leu Arg Asn Arg Asp Met Lys Ala Ala Leu Arg Lys Leu Phe Asn 

290 295 300 

Lys Arg lie Ser Ser Xaa Pro Met 
305 310 

<210> 2436 
<211> 309 
<212> PRT 

<213> Unknown (pl80-dir-0-ll conceptual translation of range 1-927) 
<400>2436 

Met Arg Glu Asn Asn Gin Ser Ser Thr Leu Glu Phe lie Leu Leu Gly 

1 5 10 15 

Val Thr Gly Gin Gin Glu Gin Glu Asp Phe Phe Tyr lie Leu Phe Leu 

20 25 30 

Phe lie Tyr Pro lie Thr Leu lie Gly Asn Leu Leu lie Val Leu Ala 

35 40 45 

lie Cys Ser Asp Val His Leu His Asn Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser Leu Val Asp lie Phe Phe Ser Ser Val Thr lie Pro Lys 
65 70 75 80 

Met Leu Ala Asn His Leu Leu Gly Ser Lys Ser lie Ser Phe Gly Gly 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Met lie Ala Leu Gly Asn Thr Asp Ser 

100 105 110 

Tyr lie Leu Ala Ala Met Ala Tyr Asp Arg Ala Val Ala lie Ser Arg 

115 120 125 

Pro Leu His Tyr Thr Thr lie Met Ser Pro Arg Ser Cys lie Trp Leu 

130 135 140 

lie Ala Gly Ser Trp Val lie Gly Asn Ala Asn Ala Leu Pro His Thr 
145 150 155 160 

Leu Leu Thr Ala Ser Leu Ser Phe Cys Gly Asn Gin Glu Val Ala Asn 

165 170 175 

Phe Tyr Cys Asp lie Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp lie 

180 185 190 

His Phe His Val Lys Met Met Tyr Leu Gly Val Gly lie Phe Ser Val 

195 200 205 

Pro Leu Leu Cys lie lie Val Ser Tyr lie Arg Val Phe Ser Thr Val 

210 215 220 

Phe Gin Val Pro Ser Thr Lys Gly Val Leu Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Gly Ser His Leu Thr Val Val Ser Leu Tyr Tyr Gly Thr Val Met Gly 

245 250 255 

Met Tyr Phe Arg Pro Leu Thr Asn Tyr Ser Leu Lys Asp Ala Val lie 
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260 

Thr Val Met Tyr Thr Ala Val Thr 
275 280 
Ser Leu Arg Asn Arg Asp Val Lys 

290 295 
Lys Arg He Ser Ser 
305 



265 270 
Pro Met Leu Asn Pro Phe He Tyr 
285 

Ala Ala Leu Arg Lys Leu Phe Asn 
300 



<210> 2437 
<211> 309 
<212> PRT 

<213> Unknown (p204-dir-0-ll conceptual translation of range 1-927) 



<400>2437 



Met 


Lys 


Lys 


Glu 


Asn 


Gin 


Ser 


Phe 


Asn 


Leu 


Asp 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Val 


Thr 


Ser 


Gin 


Gin 


Glu 


Gin 


Asn 


Asn 


Val 


Phe 


Phe 


Val 


He 


Phe 


Leu 








20 










25 










30 






Cys 


He 


Tyr 


Pro 


He 


Thr 


Leu 


Thr 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








He 


Cys 


Ala 


Asp 


He 


Arg 


Leu 


His 


Asn 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Leu 


Val 


Asp 


He 


He 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Val 


Leu 


Ala 


Asn 


His 


Leu 


Leu 


Gly 


Ser 


Lys 


Phe 


He 


Ser 


Phe 


Gly 


Gly 










85 










90 










95 




Cys 


Leu 


Met 


Gin 


Met 


Tyr 


Phe 


Met 


He 


Ala 


Leu 


Ala 


Lys 


Ala 


Asp 


Ser 








100 










105 










110 






Tyr 


Thr 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Ala 


Val 


Ala 


He 


Ser 


Cys 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Pro 


Arg 


Ser 


Cys 


He 


Leu 


Leu 




130 










13 5 










140 










He 


Ala 


Gly 


Ser 


Trp 


Val 


He 


Gly 


Asn 


Thr 


Ser 


Ala 


Leu 


Pro 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Thr 


Ala 


Ser 


Leu 


Ser 


Phe 


Cys 


Gly 


Asn 


Gin 


Glu 


Val 


Ala 


Asn 










165 










170 










175 




Phe 


Tyr 


Cys 


Asp 


He 


Met 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Val 








180 










185 










190 






His 


Phe 


Asn 


Val 


i»ys 


Met 


Met 


Tyr 


Leu 


Gly 


Val 


Gly 


Val 


Phe 


Ser 


Leu 






195 










200 










205 








Pro 


Leu 


Leu 


Cys 


He 


He 


Val 


Ser 


Tyr 


Val 


Gin 


Val 


Phe 


Ser 


Thr 


Val 




210 










215 










220 










Phe 


Gin 


Val 


Pro 


Ser 


Thr 


Lys 


Ser 


Leu 


Phe 


Lys 


Ala 


Phe 


Cys 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Phe 


Leu 


Tyr 


Tyr 


Gly 


Thr 


Thr 


Met 


Gly 










245 










250 










255 




Met 


Tyr 


Phe 


Arg 


Pro 


Leu 


Thr 


Ser 


Tyr 


Ser 


Pro 


Lys 


Asp 


Ala 


Val 


He 








260 










265 










270 






Thr 


Val 


Met 


Tyr 


Val 


Ala 


Val 


Thr 


Pro 


Ala 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 






275 










280 










285 








Ser 


Leu 


Arg 


Asn 


Trp Asp 


Met 


Lys 


Ala 


Ala 


Leu 


Gin 


Lys 


Leu 


Phe 


Ser 




290 










295 










300 










Lys 


Arg 


He 


Ser 


Ser 

























305 



<210> 2438 
<211> 214 
<212> PRT 

<213> Unknown (pl79-dir-0-8 conceptual translation of range 2-643) 
<400>2438 
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Leu 


Val 


Asp 


He 


Phe 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


Met 


Leu 


Ala 


1 






5 










10 










15 




Asn 


His 


Leu 


Leu 
20 


Gly 


Ser 


Lys 


Ala 


He 
25 


Ser 


Phe 


Gly 


Gly 


Cys 
30 


Met 


Ala 


Gin 


Met 


Tyr 
35 


Phe 


Met 


He 


Ser 


Leu 
40 


Gly 


Asn 


Thr 


Asp 


Ser 
45 


Tyr 


lie 


Leu 


Ala 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Ala 


Val 


Ala 


He 


Ser 
60 


Arg 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


Met 


Ser 


Pro 


Gin 


Leu 


Cys 


Val 


Leu 


Leu 


Val 


Ala 


Gly 


65 










70 










75 










80 


Ser 


Trp 


Val 


He 


Ala 


Asn 


Ala 


Asn 


Ala 


Leu 


Pro 


His 


Thr 


Leu 


Leu 


Thr 








85 










90 










95 




Ala 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Gly 


Asn 


Lys 
105 


Asp 


Val 


Ala 


Asn 


Phe 
110 


Tyr 


Cys 


Asp 


He 


Thr 
115 


Pro 


Leu 


Leu 


Gin 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


He 
125 


Arg 


Phe 


Asn 


Val 


Lys 
130 


Met 


Met 


Tyr 


Leu 


Gly 
135 


Val 


Gly 


Val 


Phe 


Ser 
140 


Val 


Pro 


Leu 


Leu 


Cys 


He 


He 


He 


Ser 


Tyr 


Val 


Arg 


Val 


Phe 


Ser 


Thr 


Val 


Leu 


Arg 


Val 


145 










150 










ICC 










X D u 


Pro 


Ser 


Thr 


Lys 


Gly 
165 


Phe 


Leu 


Lys 


Ala 


Leu 
170 


Ser 


Thr 


Cys 


Gly 


Ser 
175 


His 


Leu 


Thr 


Val 


Val 
180 


Ser 


Leu 


Tyr 


Tyr 


Gly 
185 


Thr 


Val 


Met 


Gly 


Met 
190 


Tyr 


Phe 


Arg 


Pro 


Leu 


Thr 


Ser 


Tyr 


Ser 


Leu 


Lys 


His 


Ala 


Leu 


He 


Thr 


Val 


Met 




195 










200 










205 








Tyr 


Thr 


Ala 


Val 


Thr 


Pro 























210 



<210> 2439 
<211> 214 
<212> PRT 

<213> Unknown (pl91-dir-0-8 conceptual translation of range 2-643) 



<400>2439 



Leu 


Val 


Asp 


He 


Phe 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asn 


His 


Leu 


Leu 
20 


Gly 


Ser 


Lys 


Ala 


He 
25 


Ser 


Phe 


Gly 


Gly 


Cys 
30 


Met 


Ala 


Gin 


Met 


Tyr 
35 


Phe 


Met 


He 


Gly 


Leu 
40 


Ala 


Asn 


Thr 


Asp 


Ser 
45 


Tyr 


He 


Leu 


Ala 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Ala 


Val 


Ala 


He 


Ser 
60 


Arg 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


Met 


Ser 


Pro 


Gin 


Leu 


Cys 


Val 


Leu 


Leu 


Val 


Ala 


Gly 


65 










70 










75 










80 


Ser 


Trp 


Val 


He 


Ala 


Asn 


Ala 


Asn 


Ala 


Leu 


Pro 


His 


Thr 


Leu 


Leu 


Thr 








85 










90 










95 




Ala 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Gly 


Asn 


Lys 
105 


Asp 


Val 


Ala 


Asn 


Phe 
110 


Tyr 


Cys 


Asp 


He 


Thr 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Ser 


Asp 


He 


Arg 


Phe 


Asn 




115 










120 










125 








Val 


Lys 
130 


Met 


Met 


Tyr 


Leu 


Gly 
135 


Val 


Gly 


Val 


Phe 


Ser 
140 


Val 


Pro 


Leu 


Leu 


Cys 


He 


He 


He 


Ser 


Tyr 


Val 


Arg 


Val 


Phe 


Ser 


Thr 


Val 


Leu 


Arg 


Val 


145 










150 










155 










160 


Pro 


Ser 


Thr 


Lys 


Gly 
165 


Phe 


Leu 


Lys 


Ala 


Leu 
170 


Ser 


Thr 


Cys 


Gly 


Ser 
175 


His 


Leu 


Thr 


Val 


Val 
180 


Ser 


Leu 


Tyr 


Tyr 


Gly 
185 


Thr 


Val 


Met 


Gly 


Met 
190 


Tyr 


Phe 


Arg 


Pro 


Leu 
195 


Thr 


Ser 


Tyr 


Ser 


Leu 
200 


Lys 


His 


Ala 


Leu 


He 
205 


Thr 


Val 


Met 
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Tyr Thr Ala Val Thr Pro 
210 

<210> 2440 
<211> 222 
<212> PRT 

<213> Unknown <3983387-dir-0-8 conceptual translation of range 1-666) 
<400>2440 

Ala Asn Leu Ser Phe Val Asp Val Cys Phe Thr Thr Asn Leu lie Pro 

15 10 15 

Arg Leu Leu Ala Gly His Val Ala Gly Thr Arg Thr lie Ser Tyr Val 

20 25 3 0 

His Cys Leu Thr Gin Thr Tyr Phe Leu lie Ser Phe Ala Asn Val Asp 

35 40 45 

Thr Phe Leu Leu Ala Ala Met Ala Leu Asp Arg Phe Val Ala lie Cys 

50 55 60 

Tyr Pro Leu Gin Tyr His Thr lie lie Thr Pro Gin Leu Cys Val Gly 
65 70 75 80 

Leu Ala Ala Val Val Trp Met Cys Ser Ala Leu lie Ser Leu Met His 

85 90 95 

Thr Leu Leu Met Ser Arg Leu Ser Phe Cys Ser Ser lie Pro Glu lie 

100 105 110 

Ser His Phe Tyr Cys Asp Ala Tyr Leu Leu Met Lys Leu Ala Cys Ser 

115 120 125 

Asp Thr Arg Val Asn Gin Leu Val Phe Leu Gly Ala Val Val Leu Phe 

130 135 140 

Val Ala Pro Cys lie Leu lie Val Val Ser Tyr Val Arg lie Thr Met 
145 150 155 160 

Val Val Leu Gin lie Pro Ser Ala Lys Gly Arg His Lys Thr Phe Ser 

165 170 175 

Thr Cys Ser Ser His Leu Ser Val Val Thr Leu Phe Tyr Gly Thr Val 

180 185 190 

Leu Gly lie Tyr lie Arg Pro Pro Asp Ser Phe Ser Thr Gin Asp Thr 

195 200 205 

Val Ala Thr lie Met Tyr Thr Val Val Thr Pro Met Leu Asn 
210 215 220 

<210> 2441 
<211> 314 
<212> PRT 

<213> Unknown ( 205837-dir-0-ll conceptual translation of range 1-942) 



<400>2441 



Met 


Thr 


Arg 


Arg 


Asn 


Gin 


Thr 


Ala 


He 


Ser 


Gin 


Phe 


Phe 


Leu 


Leu 


Gly 


1 








5 - 










10 










15 


Leu 


Pro 


Phe 


Pro 
20 


Pro 


Glu 


Tyr 


Gin 


His 
25 


Leu 


Phe 


Tyr 


Ala 


Leu 
30 


Phe 


Leu 


Ala 


Met 


Tyr 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly Asn 


Leu 


He 


He 


He 


He 


Leu 






35 










40 










45 








He 


Leu 
50 


Leu 


Asp 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Leu 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Ala 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 
85 


Gin 


Ser 


Gin 


Val 


Pro 
90 


Ser 


He 


Pro 


Tyr 


Ala 
95 


Gly 


Cys 


Leu 


Ala 


Gin 


He 


Tyr 


Phe 


Phe 


Leu 


Phe 


Phe 


Gly 


Asp 


Leu 


Gly 


Asn 








100 










105 










110 




Phe 


Leu 


Leu 
115 


Val 


Ala 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


Leu 
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1 JU 










1 1 ^ 










140 










Val 


Val 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


145 










1DU 










-i — > ~> 










160 


Leu 


Leu 


Met 


Ala 


Arg 

1 /re 
lD-> 


Leu 




it I lei 


cyt» 


Glu 
170 


Asp 


Ser 


Val 


He 


Pro 
175 


His 


Tyr 


Phe 


Cys 


Asp 

loO 


Met 


Ser 


inr 


Leu 


Leu 

lOJ 


Lys 


Val 


Ala 


v-y & 


Ser 
190 


Asp 


Thr 


His 


Asp 


Asn 




Leu 


hid 


J- ic 




He 


Leu 


Glv 


Glv 


Pro 


He 


Val 


Val 
























205 








Leu 


Pro 

210 


Phe 


Leu 


Leu 


He 


He 

01 c 
Z ID 


Val 


Ser 


Tyr 


Ala 


Arg 
220 


He 


Val 


Ser 


Ser 


He 


Phe 


Lys 


Val 


Pro 


Ser 


Ser 


Gin 


Ser 


He 


His 


Lys 


Ala 


Phe 


Ser 


Thr 


ZZ D 


















235 










240 




Glv 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 


He 






245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 


Thr 






260 










265 










270 






Val 


Met 


Ser 
275 


Leu 


Met 


Tyr 


Thr 


Met 
280 


Val 


Thr 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Phe 


He 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Arg 
295 


Asp 


He 


Lys 


Asp 


Ala 
300 


Leu 


Glu 


Lys 


He 


Met 


Cys 


Lys 


Lys 


Gin 


He 


Pro 


Ser 


Phe 


Leu 















305 310 



<210> 2442 
<211> 221 
<212> PRT 

<213> Unknown (3769630-dir-0-8 conceptual translation of range 1-663) 
<400>2442 



Leu 


Asn 


Leu 


Ser 


Phe 


Ala 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


val 


Thr 


Met 


Pro 


1 








5 










10 










15 




Lys 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


Ser 


He 


Pro 


Tyr 


Ala 






20 










25 










30 






Gly 


Cys 


Leu 


Ala 


Gin 


lie Tyr 


Phe 


Phe 


Leu 


Phe 


Phe 


Gly 


Asp 


Leu 


Gly 


35 










40 










45 








Asn 


Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 




50 










55 










60 










Phe 


Pro 


Leu 


His 


Tyr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


65 










70 










75 










80 


Leu 


Val 


Val 


Leu 


Ser 


Trp Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 










85 










90 










95 




Thr 


Leu 


Leu 


Met 
100 


Ala 


Arg 


Leu 


Ser 


Phe 
105 


Arg 


Glu 


Asp 


Ser 


Val 
110 


He 


Pro 


His 


Tyr 


Phe 
115 


Cys 


Asp 


Met 


Ser 


Thr 
120 


Leu 


Leu 


Lys 


Val 


Ala 
125 


Cys 


Pro 


Asp 


Thr 


His 
130 


Asp 


Asn 


Glu 


Leu 


Ala 
135 


He 


Phe 


He 


Leu 


Gly 
140 


Gly 


Pro 


He 


Val 


Val 


Leu 


Pro 


Phe 


Leu 


Leu 


He 


He 


Val 


Ser 


Tyr 


Ala 


Arg 


He 


Val 


Ser 


145 










150 










155 










160 


Ser 


He 


Phe 


Lys 


Val 
165 


Pro 


Ser 


Ser 


Gin 


Ser 
170 


He 


His 


Lys 


Ala 


Phe 
175 


Ser 


Thr 


Cys 


Gly Ser His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


He 


Tyr 


Gly 


Thr 


Val 








180 










185 










190 






He 


Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 




195 










200 










205 








Thr 


Val 
210 


Met 


Ser 


Leu 


Met 


Tyr 
215 


Thr 


Met 


Val 


Thr 


Pro 
220 


Met 









<210> 2443 
<211> 314 
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<212> PRT 

<213> Unknown (1504111-dir-0-ll conceptual translation of range 1-942) 



<400>2443 



Mot- 

wet 


1 iiXT 




Arg Asn 


m r> 

ulii 


± I1X 


VOX 


Tip 


Ser 




PVl£> 


Leu 


Leu 


Leu 




i 

X 








c 










i n 










1 D 




Leu 


Pro 


Tip 

lie 


pro 


Pro 


CZl ii 
uiu 


nib 




nis 


vax 


IT 


Tyr 


AT * 
Aid 


Leu 


xr lit; 


Leu 








z u 




























wen 


Tyr 


Leu 


Tnr 


T»V-i-»~ 

inr 


vai 


Leu 


oiy 


Asn 


Leu 


xxe 


xxe 


ne 


lie 


Leu 
















% u 


















lie 


Leu 


Leu 


Asp 


Ser 


nlS 


Leu 


nlS 


inr 


Pro 


Met 


Tyr 


Leu 


Fne 


Leu 


Ser 
























ou 










Asn 


Leu 


Cay 

iber 


Pne 


Ser 


Asp 


Leu 


Cys 




£>er 


Ser 


vax 


i nr 


Mec 


Pro 


Lys 


OD 










/ u 










/ D 










O A 

ou 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


val 


Pro 


C >-V 

ser 


Tl- 


Pro 


Tyr 


Ala 


Gly 










85 










y\J 














Cys 


Leu 


Ser 


Gin 


He 


Tyr 


Phe 


Phe 


Leu 


Pne 


Pne 


Gly 


Asp 


Leu 


Gly 


Asn 








100 










105 










110 






Pne 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Pne 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


Leu 




130 










135 










140 










Val 


Val 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Glu 


Asp 


Asn 


Val 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 








180 










185 










190 






Arg 


Val 


Asn 


Glu 


Val 


Val 


He 


Phe 


He 


Val 


Val 


Ser 


Leu 


Phe 


Leu 


Val 






195 










200 










205 








Leu 


Pro 


rile 


Ala 


Leu 


He 


He 


Met 


Ser 


Tyr 


vax 


Arg 


lie 


val 


£>er 


ber 




210 










215 










220 










He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


Gin 


Gly 


He 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 


He 










245 










250 










255 




Gly Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 


Thr 








260 










265 










270 






Val 


Met 


Ser 


Leu 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn Arg Asp 


He 


Lys 


Gly 


Ala 


Met 


Glu 


Arg 


He 




290 










295 










300 










Phe 


Cys 


Lys 


Arg 


Lys 


He 


Gin 


Leu 


Asn 


Leu 















305 310 



<210> 2444 
<211> 221 
<212> PRT 

<213> Unknown (3769633-dir-0-8 conceptual translation of range 1-663) 



<400>2444 



Ser 


Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser Val Thr 


Met 


Pro 


1 








5 










10 






15 




Lys 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


Ser He Pro 


Tyr 


Ala 








20 










25 






30 






Gly Cys 


Leu 


Ser 


Gin 


He 


Tyr 


Phe 


Phe 


Leu 


Phe 


Phe Gly Asp Leu 


Gly 






35 










40 








45 






Asn 


Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp Arg Tyr Val Ala 


He 


Cys 




50 










55 










60 






Phe 


Pro 


Leu 


His 


Tyr Met 


Ser 


He 


Met 


Ser 


Pro 


Lys Leu Cys 


Val 


Ser 


65 










70 










75 






80 
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Leu 


Val 


Val 


Leu 


Cor- 


Trp 


Val 


Leu 


i nr 


inr 


Fne 


His 


Ala 


Met 


Leu 


His 










ft R 




















95 




Thr 


Leu 


T 

Leu 


wei. 


Ala 

AJ.SL 


Arg 


Leu 


Ser 


Jrne 


Cys 


Glu 


Asp 


Asn 


Val 


lie 


Pro 








inn 

1 u u 










1 UD 










110 






His 


Phe 




t-ys 


Asp 




Cor 


/\1 a 


Leu 


Leu 


Lys 


Leu 


Aia 


Cys 


Ser 


Asp 






1 1 e: 
XXJ 










1 9fl 
1ZU 










IOC 








Thr Arg 


Val 


Asn 


f2~\ n 
blU 


Val 


Val 


lie 


iriie 


lie 


Val 


Val 


Ser 


Leu 


Pne 


Leu 




130 










U D 










140 










Val 


Leu 


Pro 


Jrfie 


Aid 


Leu 


lie 


i le 


Met 


ser 


Tyr Val 


Arg 


He 


Val 


Ser 


145 




















155 










Ibu 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


Gin 


Gly 


He 


Tyr 


Glu 


Ala 


Phe 


Ser 










165 










170 










175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 








180 










185 










190 






lie 


Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 






195 










200 










205 








Thr 


Val 


Met 


Ser 


Leu 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 









210 215 220 



<210> 2445 
<211> 221 
<212> PRT 

<213> Unknown (3769632-dir-0-8 conceptual translation of range 1-663) 



<400>2445 




























Gly Asn Met 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


1 








5 










10 










15 




Lys 


Leu 


Leu 


Gin 
20 


Asn 


Met 


Gin 


Ser 


Gin 

25 


Val 


Pro 


Ser 


He 


Pro 
30 


Tyr 


Val 


Gly 


Cys 


Leu 


Ser 


Gin 


He 


Tyr 


Phe 


Phe 


Leu 


Phe 


Phe 


Gly Asp 


Leu 


Gly 






35 










40 










45 








Asn 


Phe 
50 


Leu 


Leu 


Val 


Ala 


Met 
55 


Ala 


Tyr 


Asp 


Arg 


Tyr 
60 


Val 


Ala 


Thr 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


65 










70 










75 










80 


Leu 


Val 


Val 


Leu 


Ser 
85 


Trp 


Val 


Arg 


Thr 


Thr 
90 


Phe 


His 


Ala 


Met 


Leu 
95 


His 


Thr 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Glu Asp Asn 


Val 


He 


Pro 








100 










105 










110 






His 


Phe 


Phe 
115 


Cys 


Asp 


Met 


Ser 


Ala 
120 


Leu 


Leu 


Lys 


Leu 


Ala 
125 


Cys 


Ser 


Asp 


Thr 


Arg 
130 


Val 


Asn 


Glu 


Val 


Val 
135 


He 


Phe 


He 


Val 


Val 
140 


Ser 


Leu 


Phe 


Leu 


Val 


Leu 


Pro 


Phe 


Ala 


Leu 


He 


He 


Met 


Ser 


Tyr 


Val 


Arg 


He 


Val 


Ser 


145 










150 










155 










160 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser Gin Gly 


He 


Tyr 


Lys 


Ala 


Phe 


Ser 










165 










170 










175 




Thr 


Cys Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 








180 










185 










190 






He 


Gly Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 






195 










200 










205 








Thr 


Val 
210 


Met 


Ser 


Leu 


Met 


Tyr 
215 


Thr 


Ala 


Val 


Thr 


Pro 
220 


Met 









<210> 2446 
<211> 157 
<212> PRT 

<213> Unknown (902347-dir-0-6 conceptual translation of range 2-472) 
<400>2446 

He Cys Phe Pro Leu His Tyr Met Ser He Met Ser Pro Ser Leu Cys 



1485 

BNSDOCID: <WO 0127158A2J_> 



WO 01/27158 



PCT/US00/27582 



15 10 15 

Val Ser Leu Val Leu Leu Ser Trp Val Leu Thr Thr Phe His Ala Met 

20 25 30 

Leu His Thr Leu Leu Met Ala Arg Leu Ser Phe Cys Glu Asp Asn Val 

35 40 45 

lie Pro His Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ser Cys 

50 55 60 

Ser Asp Thr His Val Asn Glu Leu Val lie Phe Val Thr Gly Gly Leu 
65 70 75 80 

lie His Val lie Pro Leu Val Leu lie Leu Val Ser Tyr Ala Gin He 

85 90 95 

Val Ser Ser He Leu Lys Val Pro Ser Ala Arg Gly He Arg Lys Ala 

100 105 110 

Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly 

115 120 125 

Thr He He Gly Leu Tyr Leu Cys Pro Ser Ala Asp Asn Ser Thr Val 

130 " 135 140 

Lys Glu Thr Val Met Ala Met Met Tyr Thr Val Val Thr 
145 150 155 

<210> 2447 
<211> 157 
<212> PRT 

<213> Unknown { 902682-dir-0-6 conceptual translation of range 2-472) 
<400>2447 

He Cys Phe Pro Leu His Tyr Met Ser lie Met Ser Pro Ser Leu Cys 

15 10 15 

Val Ser Leu Val Leu Leu Ser Trp Val Leu Thr Thr Phe His Ala Met 

20 25 30 

Leu His Thr Leu Leu Met Ala Arg Leu Ser Phe Cys Glu Asp Asn Val 

35 40 45 

He Pro His Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ser Cys 

50 55 60 

Ser Asp Thr His Val Asn Glu Leu Val He Phe Val Thr Gly Gly Leu 
65 70 75 80 

He Leu Val He Pro Phe Val Leu He Leu Val Ser Tyr Ala Gin He 

85 90 95 

Val Ser Ser He Leu Lys Val Pro Ser Ala Arg Gly He Arg Lys Ala 

100 105 110 

Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly 

115 120 125 

Thr He He Gly Leu Tyr Leu Cys Pro Ser Ala Asp Asn Ser Thr Val 

130 135 140 

Lys Glu Thr Val Met Ala Met Met Tyr Thr Val Val Thr 
145 150 155 

<210> 2448 
<211> 221 
<212> PRT 

<213> Unknown (3769627-dir-0-8 conceptual translation of range 1-663) 
<400>2448 

Gly Asn He Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro 

15 10 15 

Lys Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Pro Tyr Ala 

20 25 30 

Gly Cys Leu Thr Gin Leu Tyr Phe Tyr Leu Tyr Phe Ala Asp Leu Glu 

35 40 45 

Ser Phe Leu Leu Glu Ala Met Ala Tyr Asp Arg Tyr Val Ala Thr Cys 
50 55 60 



1486 



BNSDOCID: <WO 01271 58A2 I > 



WO 01/27158 



PCT/US00/27582 



Phe 


Pro 


Leu 


His 


Tyr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


65 










70 










75 










80 


Leu 


Val 


Val 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 










85 










90 










95 




Thr 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Asp 


Asn 


Met 


He 


Pro 








100 










105 










110 






His 


Phe 


Phe 


Cys 


Asp 


He 


Ser 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 






115 










120 










125 








Thr 


His 


Val 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Val 


Met 


Gly 


Gly 


Leu 


Val 


He 




130 










135 










140 










Val 


He 


Pro 


Phe 


Val 


Leu 


He 


He 


Val 


Ser 


Tyr 


Ala 


Arg 


Val 


Val 


Ala 


145 










150 










155 










160 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Val 


Arg 


Gly 


He 


His 


Lys 


He 


Phe 


Ser 










165 










170 










175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 








180 










185 










190 






He 


Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 






195 










200 










205 








Thr 


Val 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 









210 215 220 



<210> 2449 
<211> 221 
<212> PRT 

<213> Unknown ( 3769629-dir-0-8 conceptual translation of range 1-663) 
<220> 

<221> VARIANT 

<222> (1)...(221) 

<223> Xaa = Any Amino Acid 



<400>2449 



Ser 


Asn 


He 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


1 








5 










10 










15 




Lys 


Leu 


Leu 


Gin 
20 


Asn 


Met 


Gin 


Ser 


Gin 
25 


Val 


Pro 


Ser 


He 


Pro 
30 


Tyr 


Ala 


Gly 


Cys 


Leu 
35 


Thr 


Gin 


Leu 


Tyr 


Phe 
40 


Tyr 


Leu 


Tyr 


Phe 


Ala 
45 


Asp 


Leu 


Glu 


Ser 


Phe 
50 


Leu 


Leu 


Val 


Ala 


Met 
55 


Ala 


Tyr 


Asp 


Arg 


Tyr 
60 


Val 


Ala 


Val 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


65 










70 










75 










80 


Leu 


Val 


Val 


Leu 


Ser 
85 


Trp 


Val 


Leu 


Thr 


Thr 
90 


Phe 


His 


Ala 


Met 


Leu 
95 


His 


Thr 


Leu 


Leu 


Met 
100 


Ala 


Arg 


Leu 


Ser 


Phe 
105 


Cys 


Ala 


Asp 


Asn 


Met 
110 


He 


Pro 


His 


Phe 


Phe 
115 


Cys 


Asp 


He 


Ser 


Pro 
120 


Leu 


Leu 


Lys 


Leu 


Ser 
125 


Cys 


Ser 


Asp 


Arg 


His 
130 


Val 


Asn 


Glu 


Leu 


Val 
135 


He 


Phe 


Val 


Met 


Gly 
140 


Gly 


Leu 


Val 


He 


Val 


He 


Pro 


Phe 


Val 


Leu 


He 


He 


Val 


Ser 


Xaa 


Ala 


Arg 


Val 


Val 


Ala 


145 










150 










155 










160 


Ser 


He 


Leu 


Lys 


Val 
165 


Pro 


Ser 


Val 


Arg 


Gly 
170 


He 


His 


Lys 


He 


Phe 
175 


Ser 


Thr 


Cys 


Gly 


Ser 
180 


His 


Leu 


Ser 


Val 


Val 
185 


Ser 


Leu 


Phe 


Tyr 


Gly 
190 


Thr 


He 


He 


Gly Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 






195 










200 










205 








Thr 


Val 
210 


Met 


Ala 


Met 


Met 


Tyr 
215 


Thr 


Val 


Val 


Thr 


Pro 
220 


Met 
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<210> 2450 
<211> 314 
<212> PRT 

<213> Unknown (205845-dir-0-ll conceptual translation of range 1-942) 
<400>2450 

Met Thr Glu Glu Asn Gin Thr Val lie Ser Gin Phe Leu Leu Leu Phe 

15 10 15 

Leu Pro lie Pro Ser Glu His Gin His Val Phe Tyr Ala Leu Phe Leu 

20 25 30 

Ser Met Tyr Leu Thr Thr Val Leu Gly Asn Leu He He He lie Leu 

35 40 45 

He His Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Pro Phe Ala Gly 

85* 90 95 

Cys Leu Thr Gin Leu Tyr Phe Tyr Leu Tyr Phe Ala Asp Leu Glu Ser 

100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Leu His Tyr Met Ser He Met Ser Pro Lys Leu Cys Val Ser Leu 

130 135 140 

Val Val Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Met He Pro His 

165 170 175 

Phe Phe Cys Asp He Ser Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr 

180 185 190 

His Val Asn Glu Leu Val He Phe Val Met Gly Gly Leu Val He Val 

195 200 205 

He Pro Phe Val Leu He He Val Ser Tyr Ala Arg Val Val Ala Ser 

210 215 220 

He Leu Lys Val Pro Ser Val Arg Gly He His Lys He Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr He He 

245 250 255 

Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr Val Lys Glu Thr 

260 265 270 

Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp Met Lys Glu Ala Leu He Arg Val 

290 295 300 

Leu Cys Lys Lys Lys He Thr Phe Cys Leu 
305 310 

<210> 2451 
<211> 192 
<212> PRT 

<213> Unknown (2921663-dir-l-7 conceptual translation of range 101-676) 
<400>2451 

Met Tyr Phe Phe Leu Tyr Phe Thr Asp Leu Glu Ser Phe Leu Leu Val 

15 10 15 

Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Met His Tyr 

20 25 30 

Thr Ala He Cys Phe Leu Leu His Tyr Thr Ala He Met Ser Pro Met 

35 40 45 

Leu Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu Thr Thr Phe His 
50 55 60 
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Ala 


Met 


Leu 


His 


Thr 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Cys 


Phe 


Cys 


Ala 


Asp 


65 










70 










75 










80 


Asn 


Val 


lie 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


Met 
90 


Ser 


Ala 


Leu 


Leu 


Lys 
95 


Leu 


Ala 


Cys 


Ser 


Asp 
100 


Thr 


Arg 


Val 


Asn 


Glu 
105 


Trp 


Val 


He 


Phe 


He 
110 


Met 


Gly 


Gly 


Leu 


He 
115 


Leu 


Val 


He 


Pro 


Phe 
120 


Leu 


Leu 


He 


Leu 


Gly 
125 


Ser 


Tyr 


Ala 


Arg 


He 
130 


Val 


Ser 


Ser 


He 


Leu 

135 


Lys 


Val 


Pro 


Ser 


Ser 
140 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


145 










150 










155 










160 


Tyr 


Gly 


Thr 


Val 


He 
165 


Gly 


Leu 


Tyr 


Leu 


Cys 
170 


Ser 


Ser 


Ala 


Asn 


Ser 
175 


Ser 


Thr 


Leu 


Lys 


Asp 
180 


Thr 


Val 


Met 


Ala 


Met 
185 


Met 


Tyr 


Thr 


Val 


Val 
190 


Thr 


Pro 



<210> 2452 
<211> 323 
<212> PRT 

<213> Unknown (p25-dir-0-ll conceptual translation of range 1-969) 
<400>2452 

Met Met Gly Gin Asn Gin Thr Ser He Ser Asp Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro He Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu He He Val Leu 

35 40 45 

He Arg Leu Asp Ser His Leu His Thr Pro Val Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Tyr Phe Ser Asp Leu Glu Ser 

100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Met His Tyr Thr Ala He Cys Phe Leu Leu His Tyr Thr Ala He 

130 135 140 

Met Ser Pro Met Leu Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu 
145 150 155 160 

Thr Thr Phe His Ala Met Leu His Thr Leu Leu Met Ala Arg Leu Cys 

165 170 175 

Phe Cys Ala Asp Asn Val He Pro His Phe Phe Cys Asp Met Ser Ala 

180 185 190 

Leu Leu Lys Leu Ala Cys Ser Asp Thr Arg Val Asn Glu Trp Val He 

195 200 205 

Phe He Met Gly Gly Leu He Leu Val He Pro Phe Leu Leu He Leu 

210 215 220 

Gly Ser Tyr Ala Arg He Val Ser Ser He Leu Lys Val Pro Ser Ser 
225 230 235 240 

Lys Gly He Cys Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val 

245 250 255 

Val Ser Leu Phe Tyr Gly Thr Val He Gly Leu Tyr Leu Cys Pro Ser 

260 265 270 

Ala Asn Ser Ser Thr Leu Lys Asp Thr Val Met Ala Met Met Tyr Thr 

275 280 285 

Val Val Thr Pro Met Leu Thr Pro Phe He Tyr Ser Leu Arg Asn Arg 
290 295 300 
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Asp Met Lys Gly Ala Leu Glu Arg Val lie Cys Lys Arg Lys Asn Pro 
305 310 315 320 

Phe Leu Leu 



<210> 2453 
<211> 314 
<212> PRT 

<213> Unknown (pl81-dir-0-ll conceptual translation of range 1-942) 



<400>2453 



Met 


Met 


Glu 


Gin 


Asn 


Gin 


Thr 


Ser 


Thr 


Ser 


Asp 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Pro 


He 


Gin 


Pro 


Glu 


Gin 


Gin 


Asn 


Leu 


Cys 


Tyr 


Ala 


Leu 


Phe 


Leu 








20 










25 










30 






Ala 


Met 


Tyr 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


He 


Val 


Leu 






35 










40 










45 








lie 


Arg 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Val 


Tyr 


Leu 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Asn 


Pro 


Ser 


He 


Pro 


Tyr 


Ala 


Asp 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Leu 


Tyr 


Phe 


Ser 


Asp 


Leu 


Glu 


Ser 








100 










105 










110 






Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Ala 


He 


Met 


Ser 


Pro 


Met 


Leu 


Cys 


Leu 


Ser 


Val 




130 










135 










140 










Val 


Ala 


Leu 


Ser 


Trp Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Cys 


Phe 


Cys 


Ala 


Asp 


Asn 


Val 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 








180 










185 










190 






Arg 


Val 


Asn 


Glu 


Trp 


Val 


He 


Phe 


He 


Met 


Gly 


Gly 


Leu 


He 


Val 


Val 






195 










200 










205 








He 


Pro 


Phe 


Leu 


Leu 


He 


Leu 


Gly 


Ser 


Tyr 


Ala 


Arg 


He 


Val 


Ser 


Ser 




210 










215 










220 










He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 


He 










245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Ser 


Ser 


Thr 


Leu 


Lys 


Asp 


Thr 








260 










265 










270 






Val 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn Arg 


Asp 


Met 


Lys 


Gly 


Ala 


Leu 


Glu 


Arg 


Val 




290 










295 










300 










lie 


Cys 


Lys 


Arg 


Lys 


Asn 


Pro 


Phe 


Leu 


He 















305 310 



<210> 2454 
<211> 149 
<212> PRT 

<213> Unknown (pl66-dir-0-6 conceptual translation of range 2-448) 
<400>2454 

Phe Ser Asp Leu Cys Phe Ser Ser Val Thr He Pro Lys Leu Leu Gin 

15 10 15 

Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Val Asp Cys Leu Thr 
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20 25 30 

Gin Met Tyr Phe Phe Leu Phe Phe Gly Asp Leu Glu Ser Phe Leu Leu 

35 40 45 

Val Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe Pro Leu His 

50 55 60 

Tyr Thr Ala lie Met Ser Pro Met Leu Cys Leu Ala Leu Val Ala Leu 
65 70 75 80 

Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr Leu Leu Met 

85 90 95 

Ala Arg Leu Cys Phe Cys Ala Asp Asn Val Val Pro His Phe Phe Cys 

100 105 110 

Asp Met Pro Ala Leu Leu Lys Leu Ala Cys Ser Asp Thr Arg Val Asn 

115 120 125 

Glu Ser Gly lie Phe He Thr Gly Gly Leu lie Leu Gly He Pro Phe 

130 135 140 

Leu Leu He Leu Gly 
145 

<210> 2455 
<211> 314 
<212> PRT 

<213> Unknown (p!7-dir-0-ll conceptual translation of range 1-942) 
<400>2455 

Met Met Gly Gin Asn Gin Thr Ser He Ser Asp Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro He Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu He He Val Leu 

35 40 45 

He Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr He Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Leu Phe Gly Asp Leu Glu Ser 

100 105 HO 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Leu His Tyr Thr Ala He Met Ser Pro Met Leu Cys Leu Ala Leu 

130 135 140 

Val Ala Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asp Asn Val He Pro His 

165 170 175 

Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala Phe Ser Asp Thr 

180 185 190 

Arg Val Asn Glu Trp Val He Phe He Met Gly Gly Leu He Leu Val 

195 200 205 

He Pro Phe Leu Leu He Leu Gly Ser Tyr Ala Arg He Val Ser Ser 

210 215 220 

He Leu Lys Val Pro Ser Ser Lys Gly He Cys Lys Ala Phe Ser Thr 
225 ~ 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val He 

245 250 255 

Gly Leu Tyr Leu Cys Ser Ser Ala Asn Ser Ser Thr Leu Lys Asp Thr 

260 265 270 

Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp Met Lys Gly Ala Leu Ser Arg Val 
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290 295 300 

lie His Gin Lys Lys Thr Phe Phe Ser Leu 
305 310 

<210> 2456 
<211> 314 
<212> PRT 

<213> Unknown (p90-dir-0-ll conceptual translation of range 1-942) 



<400>2456 



Met 


Met 


Gly Gin 


Asn 


Gin 


Tnr 


Ser 


He 


Ser Asp 


Pne 


Lieu 


L»eu 


Leu 


Gly 


1 








c 
D 










1U 










lb 




Leu 


Pro 


lie 


bin 


Pro 


Glu 


Gin 


Gin 


Asn 


L»eu 


Cys 


Tyr 


Ala 


Leu 


Pne 


Leu 








20 










25 










JO 






Ala 


Met 


Tyr 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


He 


Val 


Leu 






35 










40 










45 








lie 


Arg 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Asn 


Gin 


Asp 


Pro 


Ser 


He 


Pro 


Tyr 


Ala 


Asp 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Met 


His 


Phe 


Phe 


Leu 


Leu 


Phe 


Gly 


Asp 


Leu 


Glu 


Ser 








100 










105 










110 






Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Ala 


He 


Met 


Ser 


Pro 


Met 


Leu 


Cys 


Leu 


Ser 


Val 




130 










135 










140 










Val 


Ala 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Cys 


Phe 


Cys 


Ala 


Asp 


Asn 


Val 


He 


Pro 


His 










loo 










170 










1 / b 




Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 








180 










185 










190 






Arg 


Val 


Asn 


Glu 


Trp 


Val 


He 


Phe 


He 


Met Gly 


Gly 


Leu 


He 


Val 


Val 






195 










200 










205 








He 


Pro 


Phe 


Leu 


Leu 


He 


Leu 


Gly 


Ser 


Tyr Ala 


Arg 


He 


Val 


Ser 


Ser 




210 










215 










220 










He 


Leu 


Lys 


Val 


Pro 


Ser 


Phe 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 


He 










245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Ser 


Ser 


Thr 


Leu 


Lys 


Asp 


Thr 








260 










265 










270 






Val 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


Met 


Lys 


Gly 


Ala 


Leu 


Glu 


Arg 


Val 




290 










295 










300 










He 


Cys 


Lys 


Arg 


L ys 


Asn 


Pro 


Phe 


Leu 


Leu 















305 310 



<210> 2457 
<211> 314 
<212> PRT 

<213> Unknown (pl75-dir-0-ll conceptual translation of range 1-942) 
<400>2457 

Met Met Gly Gin Asn Gin Thr Ser He Ser Asp Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro He Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 
20 25 30 
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Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu lie lie Val Leu 

35 40 45 

lie Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr lie Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser lie Pro Tyr Ala Asp 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Leu Phe Gly Asp Leu Glu Ser 

100 105 HO 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe 

115 120 125 

Pro Leu His Tyr Thr Ala lie Met Ser Pro Met Leu Cys Leu Ser Val 

130 135 140 

Val Ala Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asp Asn Val lie Pro His 

165 170 175 

Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala Cys Ser Asp Thr 

180 185 190 

Arg Val Asn Glu Trp Val lie Phe lie Met Gly Gly Leu lie Leu Val 

195 200 205 

He Pro Phe Leu Leu He Leu Gly Ser Tyr Ala Arg He Val Ser Ser 

210 215 220 

He Leu Lys Val Pro Ser Ser Lys Gly He Cys Lys Ala Leu Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val He 

245 250 255 

Gly Leu Tyr Leu Cys Pro Ser Ala Asn Ser Ser Thr Leu Lys Asp Thr 

260 265 270 

Val Met Ala Met He Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp Met Lys Gly Ala Leu Ser Arg Val 

290 295 300 

He His Gin Lys Lys Thr Phe Phe Ser Leu 
305 310 

<210> 2458 
<211> 314 
<212> PRT 

<213> Unknown (p!70-dir-0-ll conceptual translation of range 1-942) 
<400>2458 

Met Met Gly Gin Asn Gin Thr Ser He Ser Asp Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro He Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu He He Val Leu 

35 40 45 

He Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr He Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Leu Phe Gly Asp Leu Glu Ser 

100 105 HO 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Leu His Tyr Thr Ala He Met Ser Pro Met Leu Cys Leu Ser Leu 
130 135 140 
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Val Ala Leu Ser Trp Val Leu Thr 
145 150 
Leu Leu Met Ala Arg Leu Cys Phe 
165 

Phe Phe Cys Asp Met Ser Ala Leu 
180 

Arg Val Asn Glu Trp Val lie Phe 
195 200 
lie Pro Phe Leu Leu lie Leu Gly 

210 215 
He Leu Lys Val Pro Ser Ser Lys 
225 230 
Cys Gly Ser His Leu Ser Val Val 
245 

Gly Leu Tyr Leu Cys Pro Ser Ala 
260 

Val Met Ala Met Met Tyr Thr Val 
275 280 
He Tyr Ser Leu Arg Asn Arg Asp 

290 295 
He Cys Lys Arg Lys Asn Pro Phe 
305 310 

<210> 2459 
<211> 314 
<212> PRT 

<213> Unknown <p31-dir-0-ll conceptual translation of range 1-942) 



<400>2459 



Met 


Met 


Gly Gin 


Asn 


Gin 


Thr 


Ser 


He 


Ser 


Asp 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Pro 


He 


Gin 


Pro 


Glu 


Gin 


Gin 


Asn 


Leu 


Cys 


Tyr 


Ala 


Leu 


Phe 


Leu 








20 










25 










30 






Ala 


Met 


Tyr 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


He 


Val 


Leu 






35 










40 










45 








He 


Arg 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Asn 


Gin 


Asp 


Pro 


Ser 


He 


Pro 


Tyr 


Ala 


Asp 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu 


Phe 


Gly Asp 


Leu 


Glu 


Ser 








100 










105 










110 






Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 






115 










120 










125 








Ala 


Leu 


His 


Tyr 


Thr 


Ala 


lie 


Met 


Ser 


Pro 


Met 


Leu 


Cys 


Leu 


Ser 


Leu 




130 










135 










140 










Val 


Ala 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Cys 


Phe 


Cys 


Ala 


Asp 


Asn 


Val 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 








180 










185 










190 






Arg 


Val 


Asn 


Glu 


Trp 


Val 


He 


Phe 


He 


Met 


Gly 


Gly 


Leu 


He 


Val 


Val 






195 










200 










205 








He 


Pro 


Phe 


Leu 


Leu 


He 


Leu 


Gly 


Ser 


Tyr 


Ala 


Arg 


He 


Val 


Ser 


Ser 




210 










215 










220 










He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr Gly 


Thr 


Val 


He 



245 250 255 
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Thr Phe His Ala Met Leu His Thr 
155 160 
Cys Ala Asp Asn Val He Pro His 

170 175 
Leu Lys Leu Ala Cys Ser Asp Thr 
185 190 
He Met Gly Gly Leu He Val Val 
205 

Ser Tyr Ala Arg He Val Ser Ser 
220 

Gly He Cys Lys Ala Phe Ser Thr 
235 240 
Ser Leu Phe Tyr Gly Thr He He 

250 255 
Asn Ser Ser Thr Leu Lys Glu Thr 
265 270 
Val Thr Pro Met Leu Asn Pro Phe 
285 

Met Lys Gly Ala Leu Glu Arg Val 
300 

Leu Leu 
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Gly Leu Tyr Leu Cys Pro Ser Ala Asn Ser Ser Thr Leu Lys Glu Thr 

260 265 270 

Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Gly Asp Met Lys Gly Ala Leu Ser Arg Val 

290 295 300 

He His Gin Lys Lys Thr Phe Phe Ser Leu 
305 310 

<210> 2460 
<211> 324 
<212> PRT 

<213> Unknown (890-dir-5-12 conceptual translation of range 642-1613) 
<220> 

<221> VARIANT 

<222> (1)...{324) 

<223> Xaa = Any Amino Acid 

<400>2460 

Arg Gin Ser Met Thr Glu Lys Asn Gin Thr Val Val Ser Glu Phe Val 

15 10 15 

Leu Leu Gly Leu Pro He Asp Pro Asp Gin Arg Asp Leu Phe Tyr Ala 

20 25 30 

Leu Phe Leu Ala Met Tyr Val Thr Thr He Leu Gly Asn Leu Leu He 

35 40 45 

He Val Leu He Gin Leu Asp Ser His Leu His Thr Pro Met Tyr Leu 

50 55 60 

Phe Leu Ser Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr 
65 70 75 80 

Met Pro Lys Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Pro 

85 90 95 

Tyr Ala Gly Cys Leu Thr Gin Met Tyr Phe Phe Leu Phe Phe Gly Asp 

100 105 HO 

Leu Glu Ser Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala 

115 120 125 

He Cys Phe Pro Leu His Tyr Thr Thr He Met Ser Pro Lys Leu Cys 

130 135 140 

Phe Ser Leu Leu Val Leu Ser Trp Val Leu Thr Met Phe His Ala Val 
145 150 155 160 

Leu His Thr Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asn Thr He 

165 170 175 

Pro His Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala Cys Ser 

180 185 190 

Asp Thr Gin Val Asn Glu Leu Val He Phe He Met Gly Gly Leu He 

195 200 205 

Leu Val He Pro Phe Leu Leu He He Thr Ser Tyr Ala Arg He Val 

210 215 220 

Ser Ser He Leu Lys Val Pro Ser Ala He Gly He Cys Lys Val Phe 
225 230 235 240 

Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr 

245 250 255 

Val He Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr Val Lys 

260 265 270 

Glu Thr He Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn 

275 280 285 

Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Gly Ala Leu Arg 

290 295 300 

Arg Val He Cys Arg Lys Lys He Thr Phe Ser Val Xaa Trp Xaa His 
305 310 315 320 

Leu He Leu Leu 
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<210> 2461 
<211> 162 
<212> PRT 

<213> Unknown ( 4877306-dir-0-6 conceptual translation of range 2-487) 
<400>2461 



Val 


Ala 


lie 


Cys 


Phe 


Pro 


Leu 


His 


Tvr 


Thr 


Thr 


He 


Met 


Ser 


Pro 


Arg 


1 








5 










10 










15 




Leu 




Leu 


Phe 


Leu 


Val 


Leu 


Leu 


Pro 


Tro 


He 


Leu 


Thr 


Thr 


Phe 


His 








20 










25 










30 






Ala 




Leu 


His 


Thr 


Leu 


Leu 


Met 


Ala 


Ara 


Leu 


His 


Phe 


Cvs 


Glu 


Asp 






35 










40 










45 








Asn 


Val 


He 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


Ser 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 




50 










55 










60 










Ser 


Cys 


Ser 


Asp 


Thr 


Arg 


Val 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Phe 


Val 


Gly 


65 










70 










75 










80 


Gly 


Leu 


He 


He 


He 


He 


Pro 


Phe 


Leu 


Leu 


He 


He 


Met 


Ser 


Tyr 


Ala 










85 










90 










95 




Arg 


lie 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ala 


Lys 


Gly 


He 


Cys 








100 










105 










110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


Phe 






115 










120 










125 








Tyr 


Gly 


Thr 


He 


He 


Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


His 


Asn 


Ser 




130 










135 










140 










Thr 


Val 


Lys 


Glu 


Thr 


Val 


Met 


Ser 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Ala 


Pro 


145 










150 










155 










160 



Met Leu 



<210> 2462 
<211> 216 
<212> PRT 

<213> Unknown (pl94-dir-0-8 conceptual translation of range 2-649) 
<400>2462 

Phe Thr Asp Leu Cys Phe Ser Thr Val Thr Met Pro Asn Phe Leu Gin 

15 10 15 

Asn Met Gin Ser Gin Val Ser Ser He Pro Tyr Ala Gly Cys Leu Ala 

20 25 30 

Gin Met Tyr Phe Phe Leu Phe Phe Gly Asp Val Glu Ser Leu Leu Leu 

35 40 45 

Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Leu His 

50 55 60 

Tyr Thr Arg He Met Ser Pro Asn Leu Cys Val Ser Met Val Leu Leu 
65 70 75 80 

Ser Trp Ala Leu Thr Thr Leu Cys Ala Met Leu His Thr Leu Leu Leu 

85 90 95 

Thr Arg Leu Ser Phe Cys Lys Asn Asn Val He Pro His Phe Phe Cys 

100 105 110 

Asp Leu Ser Ala Leu Leu Lys Leu Ala Cys Ser Asp He His He Asn 

115 120 125 

Glu Leu Met He Met He He Gly Ala Leu Val Val He Leu Pro Phe 

130 135 140 

Leu Leu He He Val Ser Tyr Ala His He Val Ser Ser He Leu Lys 
145 150 155 160 

Val Pro Ser Thr Arg Gly He His Lys Val Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ser Val Val Ser Leu Phe Tyr Gly Ser Val He Val Leu Tyr 
180 185 190 
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Leu Cys Pro Ser Ser Asn Asn Ser Thr Val Lys Asp Thr Val Met Ser 

195 200 205 

Met Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2463 
<211> 157 
<212> PRT 

<213> Unknown (902674-dir-0-6 conceptual translation of range 2-472) 
<400>2463 



He 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Arg 


He 


Met 


Ser 


Pro 


Asn 


Leu 


Cys 


1 






5 










10 










15 




Val 


Ser 


Met 


Val 


Leu 


Leu 


Ser 


Trp 


Ala 


Leu 


Thr 


Thr 


Leu 


Cys 


Ala 


Met 








20 










25 










30 






Leu 


Arg 


Thr 


Leu 


Leu 


Leu 


Thr 


Arg 


Leu 


Ser 


Phe 


Cys 


Lys 


Asn 


Asn 


Val 






35 










40 










45 








He 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


Leu 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 




50 










55 










60 










Ser 


Asp 


He 


His 


He 


Asn 


Glu 


Leu 


Met 


He 


Met 


He 


He 


Gly 


Ala 


Leu 


65 










70 










75 










80 


Val 


Val 


He 


Leu 


Pro 


Phe 


Leu 


Leu 


He 


He 


Val 


Ser 


Tyr 


Ala 


His 


He 










85 










90 










95 




Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Thr 


Arg 


Gly 


He 


His 


Lys 


Val 








100 










105 










110 






Phe 


Ser 


Thr 


Cys Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 






115 










120 










125 








Ser 


Val 


He 


Val 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Asn 


Asn 


Ser 


Thr 


Val 




130 










135 










140 










Lys 


Asp 


Thr 


Val 


Met 


Ser 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 









145 150 155 

<210> 2464 
<211> 216 
<212> PRT 

<213> Unknown (pl97-dir-0-8 conceptual translation of range 2-649) 
<220> 

<221> VARIANT 

<222> (1)...(216) 

<223> Xaa = Any Amino Acid 



<400>2464 



Phe 


Thr 


Asp 


Leu 


Xaa 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


Leu 


Leu 


Gin 


1 








5 










10 










15 




Asn 


Met 


Gin 


Ser 
20 


Gin 


Val 


Pro 


Ser 


He 
25 


Pro 


Tyr 


Ala 


Gly 


Cys 
30 


Leu 


Thr 


Gin 


Met 


Tyr 
35 


Phe 


Leu 


Leu 


Phe 


Phe 
40 


Gly 


Asp 


Leu 


Glu 


Ser 
45 


Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Thr 


Ser 


He 


Met 


Ser 


Pro 


Arg 


Leu 


Cys 


Val 


Ser 


Leu 


Val 


Leu 


Leu 


65 










70 










75 










80 


Ser 


Trp 


Leu 


Leu 


Thr 


Met 


Ser 


His 


Ser 


Met 


Leu 


His 


Thr 


Leu 


Leu 


Leu 








85 










90 










95 




Thr 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Glu 


Asn 


Asn 
105 


Val 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Leu 


Ser 
115 


Ala 


Leu 


Leu 


Lys 


Leu 
120 


Ala 


Cys 


Ser 


Asp 


He 
125 


His 


He 


Asn 


Glu 


Leu 
130 


Val 


He 


Leu 


He 


He 
135 


Gly 


Gly 


Leu 


Val 


Val 
140 


He 


Leu 


Pro 


Phe 
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Leu 


Leu 


-L j.e 


1 iiX 


Val 


Ser 


1 Y I 


AX CX 


Arn 


lie lie 


Ser 


Ser 


He 


Leu 


Lvs 


145 










150 








155 










160 


val 


riO 


oer 


1 lli 


Gin Gly 






i-J jr 0 


Val Phe 


Ser 


Thr 


Cys 


Glv 


Ser 










165 










170 








175 




His 


Leu 


Ser 


Val 
180 


Val 


Ser 


Leu 


Phe 


Tyr 
185 


Gly Thr 


He 


He 


Gly 
190 


Leu 


Tyr 


Leu 


Cys 


Pro 
195 


Ser 


Ala 


Asn 


Asn 


Ser 
200 


Thr 


Leu Lys 


Asp 


Thr 
205 


Val 


Met 


Ser 


Met 


Met 
210 


Tyr 


Thr 


Val 


Val 


Thr 
215 


Pro 

















<210> 2465 
<211> 216 
<212> PRT 

<213> Unknown (pl95-dir-0-8 conceptual translation of range 2-650) 



<400>2465 



Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Asn 


Met 


Gin 


Ser 


Gin 


He 


Pro 


Ser 


He 


Ser 


Tyr 


Ala 


Ser 


Cys 


Leu 


Ala 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Phe 


Leu 


Phe 


Phe 


Gly 


Ala 


Leu 


Glu 


Asn 


Phe 


Leu 


Leu 






35 










40 










45 








Val 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Thr 


Ser 


He 


Met 


Ser 


Pro 


Arg 


Leu 


Cys 


Val 


Ser 


Met 


Val 


Val 


Met 


65 










70 










75 










80 


Cys 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


Asp 


Ala 


Met 


Leu 


His 


Thr 


Leu 


Leu 


Met 










85 










90 










95 




Ala 


Arg 


Leu 


Ser 


Phe Cys 


Glu 


Asp 


Asn 


Val 


He 


Pro 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Val 


Asn 






115 










120 










125 








Glu 


Val 


Val 


He 


Phe 


He 


He 


Gly 


Gly 


Leu 


Gly 


Val 


Val 


Leu 


Pro 


Phe 




130 










135 










140 










Leu 


Leu 


lie 


Thr 


Val 


Ser 


Tyr 


Ala 


Arg 


He 


He 


Ser 


Ser 


He 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Thr 


Gin 


Gly 


He 


Gin 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 


He 


Gly 


Leu 


Tyr 








180 










185 










190 






Leu 


Gly 


Pro 


Ser 


Ala 


Tyr 


Tyr 


Ser 


Thr 


Leu 


Lys 


Asp 


Thr 


Val 


Met 


Ser 






195 










200 










205 








Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2466 
<211> 157 
<212> PRT 

<213> Unknown ( 902672-dir-0-6 conceptual translation of range 2-472) 



<400>2466 

He Cys Phe Pro Leu His Tyr Thr 

1 5 
Val Ser Met Val Val Met Cys Arg 
20 

Leu His Thr Leu Leu Met Ala Arg 

35 40 
He Pro His Phe Phe Cys Asp Met 

50 55 
Ser Asp Thr His Val Asn Glu Val 



Ser He Met Ser Pro Arg Leu Cys 

10 15 
Val Leu Thr Thr Phe Asp Ala Met 
25 30 
Leu Ser Phe Cys Glu Asp Asn Val 
45 

Ser Ala Leu Leu Lys Leu Ser Cys 
60 

Val He Phe He He Gly Gly Leu 
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65 






70 










75 










80 


Gly Val 


Val Leu Pro 


Phe 


Leu 


Leu 


He 


Thr 


Val 


Ser 


Tyr 


Ala Arg 


He 






85 










90 










95 




lie 


Ser 


Ser He Leu 


Lys 


Val 


Pro 


Ser 


Thr 


Gin 


Gly 


He 


Gin 


Lys 


Val 






100 








105 










110 






Phe 


Ser 


Thr Cys Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 






115 






120 










125 








Thr 


He 


He Gly Leu 


Tyr 


Leu 


Gly 


Pro 


Ser 


Ala 


Tyr 


Tyr 


Ser 


Thr 


Leu 




130 






135 










140 










Lys 


Asp 


Thr Val Met 


Ser 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 








145 






150 










155 













<210> 2467 
<211> 216 
<212> PRT 

<213> Unknown (pl96-dir-0-8 conceptual translation of range 2-649) 



<400>2467 



Phe 


Ser 


Asp 


Phe 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


Leu 


Leu 


Gin 


1 








5 










10 










15 




Asn 


Met 


Gin 


Ser 
20 


Gin 


Val 


Pro 


Ser 


He 
25 


Pro 


Tyr 


Ala 


Gly 


Cys 
30 


Leu 


Ala 


Gin 


Met 


Tyr 
35 


Phe 


Phe 


Leu 


Leu 


Phe 
40 


Ala 


Asp 


Leu 


Glu 


Ser 
45 


Phe 


Leu 


Leu 


Val 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


lie 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Leu 


Cys 


Leu 


Val 


Ala 


Leu 


65 










70 










75 










80 


Ser 


Trp 


Leu 


Leu 


Thr 
85 


Thr 


Val 


He 


Ser 


Leu 
90 


Ser 


His 


Thr 


Leu 


Leu 
95 


Met 


Ala 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Ala 


Asn 


Asn 
105 


Val 


lie 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


He 


Gin 


He 


Asn 




115 










120 










125 








Lys 


Leu 
130 


Met 


He 


Phe 


He 


Leu 
135 


Gly 


Gly 


Leu 


Val 


He 
140 


He 


Val 


Pro 


Phe 


Leu 


Leu 


He 


Phe 


Ser 


Ser 


Tyr 


Ala 


Arg 


He 


Val 


Ser 


Ser 


lie 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Ser 


Arg 
165 


Ser 


He 


Arg 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Ser 


Val 
180 


Val 


Ser 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


He 


He 


Gly 
190 


Leu 


Tyr 


Leu 


Cys 


Pro 
195 


Ser 


Ala 


Asn 


Asn 


Ser 
200 


Thr 


He 


Lys 


Glu 


Thr 
205 


Val 


Met 


Ala 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2468 
<211> 216 
<212> PRT 

<213> Unknown (p91-dir-0-8 conceptual translation of range 2-649) 



<400>2468 

Phe Ser Asp Met Cys Phe Ser Ser 

1 5 
Asn Met Gin Ser Lys Lys Pro Ala 
20 

Gin Met Tyr Phe Phe Leu Phe Phe 

35 40 
Val Ala Met Ala Tyr Asp Arg Tyr 
50 55 



Val Ser lie Pro Lys Leu Leu Val 

10 15 
He Pro Tyr Ala Gly Cys Leu Ser 
25 30 
Ala Asp Leu Glu Ser Phe Leu Leu 
45 

Val Ala He Cys His Pro Leu His 
60 
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Tyr lie Val He Met Ser Pro Lys Leu Cys Ser Ser Leu Val Val Leu 
65 70 75 80 

Ser Trp Val Leu Thr Ala Phe His Ala Leu Leu His Thr Leu Leu Met 

85 90 95 

Ser Arg Leu Ser Phe Cys Ala Asn Asn Val He Pro His Phe Phe Cys 

100 105 110 

Asp Met Ser Ala Leu Leu Lys Leu Ala Cys Ser Asp Thr Gin Pro Asn 

115 120 125 

Glu Leu Val He Phe Val Thr Gly Gly Leu He Leu Val Val Pro Phe 

130 135 140 

Leu Leu He He Thr Ser Tyr Ala His He He Ser Ser He Leu Arg 
145 150 155 160 

Val Pro Ser Val Arg Gly He Arg Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val He Gly Leu Tyr 

180 185 190 

Leu Cys Pro Ser Thr Asn Asn Ser Thr Val Lys Glu Thr Val Met Ser 

195 200 205 

He Met Tyr Thr Val Val Thr Pro 
210 215 



<210> 2469 
<211> 314 
<212> PRT 

<213> Unknown <p29-dir-0-ll conceptual translation of range 1-942) 
<400>2469 



Met 


Met 


Lys 


Lys 


Asn 


Gin 


Thr 


Met 


He 


Ser 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Pro 


He 


Gin 


Pro 


Glu 


Gin 


Arg 


Asn 


Leu 


Phe 


Tyr 


Ala 


Leu 


Phe 


Leu 








20 










25 










30 






Ala 


Val 


Tyr 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly 


Asn 


Leu 


Leu 


Val 


He 


Val 


Leu 






35 










40 










45 








He 


Arg 


Leu 


Asp 


Ser 


His 


Leu 


His 


Met 


Pro 


Met 


Tyr 


Leu 


Cys 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Asn 


Pro 


Ser 


He 


Pro 


Phe 


Ala 


Asp 










85 










90 










95 




Cys 


Leu 


Ala 


Gin 


Met 


Tyr 


Phe 


His 


Leu 


Phe 


Tyr 


Gly Val 


Leu 


Glu 


Ser 






100 










105 










110 






Phe 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Tyr 


His 


Cys 


Tyr 


Val 


Ala 


He 


Cys 


Phe 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Pro 


Lys 


Cys 


Cys 


Leu 


Gly 


Leu 




130 










135 










140 










Leu 


Thr 


Leu 


Ser 


Trp 


Leu 


Leu 


Thr 


Thr 


Ala 


His 


Ala 


Thr 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Glu 


Asn 


Val 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Thr 


Ser 


Thr 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asn 


Thr 








180 










185 










190 






Gin 


Val 


Asn 


Gly 


Trp 


Val 


Met 


Phe 


Phe 


Met 


Gly 


Gly 


Leu 


He 


Leu 


Val 






195 










200 










205 








He 


Pro 


Phe 


Leu 


Leu 


Leu 


He 


Met 


Ser 


Cys 


Ala 


Arg 


He 


Val 


Ser 


Thr 




210 










215 










220 










He 


Leu 


Arg 


Val 


Pro 


Ser 


Thr 


Gly 


Gly 


He 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Pro 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Thr 


He 


He 








245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Leu 


Thr 


Asn 


His 


Asn 


Thr 


Val 


Lys 


Asp 


Thr 




260 










265 










270 
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Val Met Ala Val Met Tyr Thr Gly Val Thr His Met Leu Asn Pro Phe 

275 280 285 

lie Tyr Ser Leu Arg Asn Arg Asp Met Arg Gly Thr Leu Gly Arg Val 

290 295 300 

Phe Ser Thr Lys Lys lie Phe Leu Ser Leu 
305 310 



<210> 2470 

<211> 314 

<212> PRT 

<213> Unknown (pl32-dir-0~ll conceptual translation of range 1-942) 



<400>2470 




























Met 


Thr 


Lys 


Lys 


Asn 


Gin 


Thr 


Met 


He 


Ser 


Glu 


Fne 


Leu 


Leu 


Leu 




1 




5 










10 














Leu 


Pro 


He 


Gin 


Pro 


Glu 


Gin 


Gin 


Asn 


Leu 


Phe 


Tyr 


7V "I -» 

Ala 


Leu 


Fne 


Leu 








20 










25 










JO 






Ala 


Met 


Tyr 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly 


Asn 


Leu 


Leu 


lie 


lie 


vai 


Leu 






35 










40 










A C 

45 








lie 


Arg 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Val 


Tyr 


Leu 


Cys 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


65 










70 










75 










oU 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Asn 


Pro 


Ser 


He 


Pro 


Pile 


Ala 


Asp 










85 










90 










a c 
9 r> 




Cys 


Leu 


Ala 


Gin 


Met 


Tyr 


Phe 


His 


Leu 


Phe 


Tyr 


Gly 


Val 


Leu 


CalU 


Ser 






100 










105 










110 






Phe 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Tyr 


His 


Cys 


Tyr 


val 


Ala 


Tl ^ 

lie 


Cys 


fne 






115 










120 










125 








Pro 


Leu 


Gin 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Ser 


Lys 


Gly 


Cys 


Leu 


Ala 


Leu 




130 










135 










1 A A 
14U 










Leu 


Thr 


Leu 


Ser 


Trp 


Leu 


Leu 


Thr 


Thr 


Ala 


his 


Axa 


Arg 


Leu 


Hid 
nib 


X Ili 


145 








150 










I J J 










160 
xou 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Asp 


Asn 


Val 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Thr 


Ser 


Thr 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 






180 










185 










190 






Gin 


Val 


Asn 


Gly Trp Val 


Met 


Phe 


Phe 


Thr 


Gly 


Gly 


Leu 


He 


Leu 


Val 






195 










200 










205 








lie 


Pro 


Phe 


Leu 


Leu 


Leu 


He 


Met 


Ser 


Tyr 


Ala 


Arg 


He 


Leu 


Ser 


Thr 




210 










215 










220 










lie 


Leu 


Arg 


Val 


Pro 


Cys 


Ala 


Gly 


Gly 


He 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Gly 


Pro 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 


He 






245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Thr 


Asn 


His 


Asn 


Thr 


Val 


Lys 


Asp 


Thr 






260 










265 










270 






Val 


Met 


Ala 


Val 


Met 


Tyr 


Thr 


Gly 


Val 


Thr 


His 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


Met 


Arg 


Gly 


Asn 


Pro 


Gly 


Gin 


Ser 




290 










295 










300 










Leu 


Gin 


His 


Lys 


Glu 


Asn 


Phe 


Phe 


Val 


Phe 














305 










310 























<210> 2471 
<211> 310 
<212> PRT 

<213> Unknown (205831-dir-0-ll conceptual translation of range 1-930) 
<400>2471 

Met Asn Asn Gin Thr Phe He Thr Gin Phe Leu Leu Leu Gly Leu Pro 



1501 
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1 








5 










10 










15 




He 


Pro 


Glu 


Glu 


His 


Gin 


His 


Leu 


Phe 


Tyr 


Ala 


Leu 


Phe 


Leu 


Val 


Met 








20 










25 










30 






Tyr 


Leu 


Thr 


Thr 


He 


Leu Gly Asn Leu 


Leu 


He 


He 


Val 


Leu 


Val 


Gin 






35 










40 










45 








Leu 


Asp 


Ser 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 


Asn 


Leu 




50 










55 










60 










Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


Leu 


Leu 


65 










70 










75 










80 


Gin 


Asn 


Met 


Arg 


Ser 


Gin 


Asp 


Thr 


Ser 


He 


Pro 


Tyr 


Gly Gly Cys 


Leu 










85 










90 










95 




Ala 


Gin 


Thr 


Tyr 


Phe 


Phe 


Met 


Val 


Phe 


Gly Asp Met 


Glu 


Ser 


Phe 


Leu 








100 










105 










110 






Leu 


Val 


Ala 


Met 


Ala 


Tyr Asp 


Arcr 


Tvr 


Val 


Ala 


He 


Cvs 


Phe 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Thr 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Jr 


Thr 


Cys 


Leu 


Val 


Leu 




130 










135 










140 










Leu 


Leu 


Trp 


Met 


Leu 


Thr 


Thr 


Ser 


His 


Ala 


Met 


Met 


His 


Thr 


Leu 


Leu 


145 










150 










155 










160 


Ala 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Glu 


Asn 


Asn 


Val 


Val 


Leu 


Asn 


Phe 


Phe 










165 










170 










175 




Cys 


Asp 


Leu 


Phe 


Val 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Tyr 


He 








180 










185 










190 






Asn 


Glu 


Leu 


Met 


He 


Phe 


He 


Met 


Ser 


Thr 


Leu 


Leu 


He 


He 


He 


Pro 






195 










200 










205 








Phe 


Phe 


Leu 


He 


Val 


Met 


Ser 


Tyr 


Ala 


Arg 


He 


He 


Ser 


Ser 


He 


Leu 




210 










215 










220 










Lys 


Val 


Pro 


Ser Thr Gin Gly 


He 


Cys 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Gly 


225 










230 










235 










240 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 


He 


Gly 


Leu 










245 










250 










255 




Tyr 


Leu 


Cys 


Pro 


Ala 


Gly Asn Asn 


Ser 


Thr 


Val 


Lys 


Glu 


Met 


Val 


Met 








260 










265 










270 






Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 






275 










280 










285 








Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


Met 


Lys 


Arg 


Ala 


Leu 


He 


Arg Val 


He 


Cys 




290 










295 










300 










Ser 


Met 


Lys 


He 


Thr 


Leu 























305 310 



<210> 2472 
<211> 221 
<212> PRT 

<213> Unknown (3769635-dir-0-8 conceptual translation of range 1-663) 



<400>2472 



Gly 


Asn 


Met 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Leu 


1 








5 










10 










15 




Lys 


Leu 


Leu 


Gin 


Asn 


He 


Gin 


Ser 


Gin 


Val 


Pro 


Ser 


He 


Ser 


Tyr 


Ala 








20 










25 










30 






Gly 


Cys 


Leu 


Thr 


Gin 


He 


Phe 


Phe 


Phe 


Leu 


Leu 


Phe 


Gly 


Tyr 


Leu 


Gly 






35 










40 










45 








Asn 


Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 




50 










55 










60 










Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Asn 


He 


Met 


Ser 


His 


Lys 


Leu 


Cys 


Thr 


Cys 


65 










70 










75 










80 


Leu 


Leu 


Leu 


Val 


Phe 


Trp 


He 


Met 


Thr 


Ser 


Ser 


His 


Ala 


Met 


Val 


His 










85 










90 










95 




Thr 


Leu 


Leu 


Ala 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Glu 


Asn 


Asn 


Val 


Leu 


Leu 








100 










105 










110 






Asn 


Phe 


Phe 


Cys 


Asp 


Leu 


Phe 


Val 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 
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115 










120 










125 








Thr 


Tyr 
130 


Val 


Asn 


Glu 


Leu 


Met 
135 


He 


His 


He 


Met 


Gly 
140 


Val 


He 


He 


He 


Val 


He 


Pro 


Phe Val 


Leu 


He 


Val 


He 


Ser 


Tyr 


Ala 


Lys 


He 


He 


Ser 


145 










150 










155 










160 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Thr 


Gin 


Ser 


He 


His 


Lys 


Val 


Phe 


Ser 








165 










170 










175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 




180 










185 










190 






lie 


Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Gly Asp Asn 


Phe 


Ser 


Leu 


Lys 


Gly 






195 










200 










205 








Ser 


Ala 
210 


Met 


Ala 


Met 


Met 


Tyr 
215 


Thr 


Val 


Val 


Thr 


Pro 
220 


Met 









<210> 2473 
<211> 221 
<212> PRT 

<213> Unknown (3769637~dir-0-8 conceptual translation of range 1-663) 



<400>2473 



Gly 


Asn 


Met 


Ser 


Phe 


Ser Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


1 








5 










10 










15 




Lys 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


Ser 


He 


Ser 


Tyr 


Ala 






20 










25 










30 






Gly 


Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Val 


Phe 


Ala 


Asp 


Met 


Glu 


35 










40 










45 








Ser 


Phe 
50 


Leu 


Leu 


Val 


Val 


Met 
55 


Ala 


Tyr 


Asp 


Arg 


Tyr 
60 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Thr 


Lys 


Val 


Cys 


Ala 


Ser 


65 










70 










75 










80 


Leu 


Leu 


He 


Leu 


Leu 


Trp Met 


Leu 


Thr 


Thr 


Ser 


His 


Ala 


Leu 


Leu 


His 










85 










90 










95 




Thr 


Leu 


Leu 


Met 
100 


Ala 


Arg 


Leu 


Ser 


Phe 
105 


Cys 


Glu 


Lys 


Asn 


Val 
110 


He 


Leu 


His 


Phe 


Phe 


Cys 


Asp 


He 


Thr 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 






115 








120 










125 








Thr 


Tyr 
130 


Val 


Asn 


Glu 


Met 


Met 
135 


Met 


His 


He 


Leu 


Gly 
140 


Gly 


Leu 


He 


Ser 


Val 


He 


Pro 


Phe 


Leu 


Phe 


He 


Val 


Met 


Ser 


Tyr 


Val 


Arg 


He 


Phe 


Phe 


145 










150 










155 










160 


Ser 


He 


Leu 


Lys 


Phe 


Pro 


Ser 


He 


Gin 


Asp 


He 


His 


Lys 


Val 


Phe 


Ser 








165 










170 










175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 




180 










185 










190 






Phe 


Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Gly 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 




195 










200 










205 








He 


Ala 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 









210 215 220 



<210> 2474 
<211> 221 
<212> PRT 

<213> Unknown (3769639-dir-0-8 conceptual translation of range 1-663) 
<220> 

<221> VARIANT 

<222> (1) . . . (221) 

<223> Xaa = Any Amino Acid 

<400>2474 

Gly Asn Phe Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro 



1503 



BNSDOCID: <WO 0127158A2_I_> 



WO 01/27158 



PCTAJSOO/27582 



1 

X 








5 










10 










15 




T.vre 


Leu 


Leu 




Asn 


Met 


Gin 


Cpr 


Gin 


Val 


Pro 


Ser 


He 


Ser 


Tvr 


Ala 


















25 










30 






vj JL_y 


cys 


Leu 


TV, -r 

X XIX 


Gin 


Leu 


xyx 


Phe 


Phe 


Met 


Val 


Phe 


Ala 


Aso 


Met 


Glu 






IS 










40 










45 










PVlA 

XrXlt: 


Xitr U 


iiCU 


Val 
vox 


Val 


Met 


Ala 


Tvr 
xyx 


Asp Arg 


Tvr 


Val 


Ala 


He 


Cvs 




SO 










55 










60 










rlic 


Pro 


Leu 


nx o 


Tyr 


X XIX 


X 11X 


lie 


Met 


Ser 


X XIX 


Lys 


Val 


Cvs 


Ala 


Ser 


fiS 










70 










7 S 










80 


Lgu 


Leu 


Tip 

lie 


Le 
eu 


T .on 


Xaa 


Met 


Leu 


Thr 


1 XIX 


Ser 


His 


Ala 


Pro 


Leu 


His 










ft S 




















95 




1 III 


Leu 


Leu 




Aid 


Arg 


IiCU 




jr xxtr 


Tyr 


VjX IX 


Lys 


Asn 


Val 


He 


Leu 








luU 










105 










110 






nlS 


rile 


rTie 


Cys 


Asp 


val 


X XXX 




Leu 


Leu 


Lys 


Leu 


Ser 


Cvs 


Ser 


Asp 






TIC 

1 J. j 










-L Z, W 










125 








1 XIX 


Tyr 


Vai 


Asn 




x v xt= u 


lie l» 




1 y x 


He 


Leu 


Gly Gly 


Leu 


He 


Ser 




Ijv 










■i- ~> ~j 










140 










vox 


116 


Pro 


il 1 


Leu 


r lit; 


Tip 
lie 


v a x 


Met 


Ser 


Tyr 


Val 


Arg 


He 


Phe 


Phe 


1 4S 

X *3 -J 










150 










155 










160 


Ser 


lie 


Leu 


Lys 


Phe 


Pro 


Ser 


He 


Gin 


Asp 


He 


His 


Lys 


Val 


Phe 


Ser 










165 










170 










175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 








180 










185 










190 






Phe 


Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Gly 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 






195 










200 










205 








lie 


Ala 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 









210 215 220 



<210> 2475 
<211> 312 
<212> PRT 

<213> Unknown (205843-dir-0-ll conceptual translation of range 1-936) 



<400>2475 



Met 


Thr 


Gly 


Asn 


Asn 


Gin 


Thr 


Leu 


He 


Leu 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Pro 


He 


Pro 


Ser 


Glu 


Tyr 


His 


Leu 


Leu 


Phe 


Tyr 


Ala 


Leu 


Phe 


Leu 








20 










25 










30 






Ala 


Met 


Tyr 


Leu 


Thr 


He 


He 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


He 


Val 


Leu 






35 










40 










45 








Val 


Arg 


Leu 


Asp 


Ser 


His 


Leu 


His 


Met 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


Ser 


He 


Ser 


Tyr 


Thr 


Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Val 


Phe 


Gly 


Asp 


Met 


Glu 


Ser 








100 










105 










110 






Phe 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 






115 










120 










125 








Pro 


Leu 


Arg 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Thr 


Lys 


Phe 


Cys 


Ala 


Ser 


Leu 




130 










135 










140 










Val 


Leu 


Leu 


Leu 


Trp 


Met 


Leu 


Thr 


Met 


Thr 


His 


Ala 


Leu 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


He 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Glu 


Lys 


Asn 


Val 


He 


Leu 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


He 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


He 








180 










185 










190 






Tyr 


Val 


Asn 


Glu 


Leu 


Met 


He 


Tyr 


He 


Leu 


Gly 


Gly 


Leu 


He 


He 


He 






195 










200 










205 








He 


Pro 


Phe 


Leu 


Leu 


He 


Val 


Met 


Ser 


Tyr 


Val 


Arg 


He 


Phe 


Phe 


Ser 
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210 










215 




He 


Leu 


Lys 


Phe 


Pro 


Ser 


He 


Gin 


225 










230 








Glv 


Sear 


His 


Leu 
245 


Ser 


Val 


Val 


Gly 


He 


Tyr 


Leu 
260 


Cys 


Pro 


Ser 


Gly 


Ala 


Met 


Ala 
275 


Met 


Met 


Tyr 


Thr 


Val 
280 


He 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Arg 
295 


Asp 


He 


Cys 


Thr 


Lys 


Lys 


He 


Ser 


Leu 


305 










310 







220 

Asp He Tyr Lys Val Phe Ser Thr 
235 240 
Thr Leu Phe Tyr Gly Thr He Phe 

250 255 
Asn Asn Ser Thr Val Lys Glu He 
265 270 
Val Thr Pro Met Leu Asn Pro Phe 
285 

Met Lys Arg Ala Leu He Arg Val 
300 



<210> 2476 
<211> 216 
<212> PRT 

<213> Unknown (pl98-dir-0-8 conceptual translation of range 2-649) 



<400>2476 



Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


Leu 


Leu 


Gin 


1 








5 










10 










15 




Asn 


Met 


Gin 


Ser 
20 


Gin 


Val 


Pro 


Thr 


He 
25 


Ser 


Tyr 


Ala 


Asp 


Cys 
30 


Leu 


Thr 


Gin 


Leu 


Tyr 

35 


Phe 


Phe 


Met 


Val 


Phe 
40 


Gly 


Asp 


Met 


Glu 


Ser 
45 


Phe 


Leu 


Leu 


Val 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


He 


Met 


Ser 


Thr 


Lys 


Phe 


Cys 


Ala 


Leu 


Leu 


Val 


Leu 


Leu 


65 










70 










75 










80 


Leu 


Trp 


Met 


Leu 


Thr 
85 


He 


Ser 


His 


Ala 


Leu 
90 


Leu 


His 


Thr 


Leu 


Leu 
95 


Met 


Ala 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Glu 


Lys 


Asn 
105 


Val 


He 


Leu 


His 


Phe 
110 


Phe 


Cys 


Asp 


He 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Tyr 


Val 


Asn 




115 










120 










125 








Glu 


Leu 
130 


Met 


He 


Phe 


He 


Met 
135 


Gly 


Gly 


He 


He 


Ser 
140 


He 


He 


Pro 


Phe 


Leu 


Leu 


He 


Val 


Met 


Ser 


Tyr 


Val 


Arg 


He 


Phe 


Phe 


Ser 


He 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Ser 


Gin 
165 


Asp 


He 


His 


Lys 


Val 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Ser 


Val 
180 


Val 


Thr 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


He 


He 


Gly 
190 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser Gly 


Asn 


Asn 


Ser 


Thr 


Val 


Asn 


Glu 


He 


Ser 


Met 


Ala 






195 










200 










205 








Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 
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<210> 2477 
<211> 236 
<212> PRT 

<213> Unknown (3810822-dir-0-8 conceptual translation of range 1-708) 



<400>2477 

Pro Met Tyr Leu Phe Leu Gly Asn 

1 5 
Ser Ser Val Thr Met Pro Lys Leu 
20 

Thr Ser lie Thr Tyr Val Gly Cys 
35 40 



Leu Ser Phe Ser Asp Leu Cys Phe 

10 15 
Leu Gin Asn Met Gin Ser Gin Asp 
25 30 
Leu Thr Gin Ser Val Leu Phe Leu 
45 
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<210> 2478 
<211> 216 
<212> PRT 

<213> Unknown (OST044-dir-0-8 conceptual translation of range 2-649) 
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<211> 216 
<212> PRT 

<213> Unknown (hg!52-dir-0-8 conceptual translation of range 1-648) 
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<210> 2480 
<211> 112 
<212> PRT 

<213> Unknown ( 1142973-dir-0-5 conceptual translation of range 1-33 6) 



<400>2480 
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<210> 2481 
<211> 216 
<212> PRT 

<213> Unknown (hg32-dir-0-8 conceptual translation of range 1-648) 
<400>2481 
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<210> 2482 
<211> 223 
<212> PRT 

<213> Unknown (3983375-dir-0-8 conceptual translation of range 1-669) 



<400>2482 
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Val lie Val Ala Val Leu Tyr Thr Val Val Thr Pro Met Leu Asn 
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<210> 2483 
<211> 176 
<212> PRT 

<213> Unknown (3273636-dir-0-7 conceptual translation of range 4-531) 



<400>2483 
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<210> 2484 
<211> 222 
<212> PRT 

<213> Unknown ( 4877296-dir-0-8 conceptual translation of range 2-667) 
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<210> 2485 
<211> 173 
<212> PRT 

<213> Unknown (3273660-dir-0-7 conceptual translation of range 1-519) 



<400>2485 
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70 










75 










80 


Val 


He 


Phe 


Pro 


Val 


Arg 


Gly 


Thr 


Leu 


Leu 


He 


Leu 


Ser 


Leu 


Phe 


Ser 










85 










90 










95 




lie 


Leu 


Gly 


Ser 


Tyr 


He 


His 


He 


Gly 


Pro 


Thr 


Leu 


Leu 


Ser 


Val 


Ser 








100 










105 










110 






Ser 


Thr 


Arg 


Asp 


Ser 


Lys 


Val 


Cys 


Ser 


Thr 


Cys 


Gly 


Phe 


His 


His 


Phe 






115 










120 










125 








Ser 


Val 


Ser 


Leu 


Tyr 


His 


Arg 


Lys 


Leu 


Ala 


Asn 


Val 


Ser 


Phe 


Phe 


Ser 




130 










135 










140 










Leu 


Ser 


Trp 


Asp 


Ser 


Asn 


Gly 


Lys 


Asp 


Val 


Thr 


Thr 


Ser 


Val 


Val 


Tyr 


145 










150 










155 










160 


Ala 


Val 


Val 


Thr 


Pro 


Met 


Val 


Asn 


Pro 


Phe 


He 


Cys 


Ser 









165 170 



<210> 2486 
<211> 135 
<212> PRT 

<213> Unknown (3273658-dir~0-6 conceptual translation of range 1-405) 
<400>2486 



He 


Tyr 


Ala 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Leu 


Val 


Gin 


Leu 


Ser 


Phe 


Ser 


1 








5 










10 










15 




Val 


Asp 


Asn 


Thr 
20 


He 


Pro 


His 


Ser 


Asn 
25 


Leu 


He 


Ala 


Leu 


Leu 
30 


Lys 


Leu 


Ser 


Cys 


Ser 
35 


Asp 


Thr 


Ser 


Leu 


Asn 
40 


Glu 


Leu 


Val 


He 


Phe 
45 


Pro 


Val 


Arg 


Gly 


Thr 
50 


Leu 


Leu 


He 


Pro 


Ser 
55 


Leu 


Leu 


Ser 


He 


Leu 
60 


Gly 


Ser 


Tyr 


He 


His 


He 


Gly 


Pro 


Thr 


Leu 


Leu 


Ser 


Val 


Ser 


Ser 


Thr 


Arg 


Asp 


Ser 


Lys 


65 










70 










75 










80 


Val 


Cys 


Ser 


Thr 


Cys 
85 


Gly 


Phe 


His 


His 


Phe 
90 


Ser 


Val 


Ser 


Leu 


Tyr 
95 


His 


Arg 


Lys 


Arg 


Ala 
100 


Asn 


Val 


Ser 


Phe 


Phe 
105 


Ser 


Ser 


Ser 


Trp 


Asp 
110 


Ser 


Asn 


Gly 


Lys 


Asp 
115 


Val 


Thr 


Thr 


Ser 


Val 
120 


Val 


Tyr 


Ala 


Val 


Val 
125 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Cys 


Ser 





















130 135 



<210> 2487 
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<211> 176 
<212> PRT 

<213> Unknown (3273646-dir-0-7 conceptual translation of range 1-528) 
<400>2487 

Gin Ala Leu Ala Tyr Asp Arg Phe Leu Ala Val Cys His Pro Leu His 

1 5 10 15 

Tyr Ala He Phe Met Arg Glu Arg Leu Cys He Phe Leu Leu Ala Gly 

20 25 30 

Ser Trp Leu Leu Ser Gly Ala Ser Ala Leu Thr His Thr Leu Leu Val 

35 40 45 

Val Gin Leu Ser Phe Cys Ala Asp Asn He He Leu His Phe Phe Cys 

50 55 60 

Asp Leu Val Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr Ser Leu Asn 
65 70 75 80 

Glu Leu Val He Phe Thr Val Gly Ser Val Gly Leu Val Phe Pro Leu 

85 90 95 

Ser Gly He Leu Val Ser Tyr Gly Arg He Gly Leu Ser He Leu Arg 

100 105 110 

Val Pro Ser Thr Lys Gly Val Cys Lys Ala Leu Ser Thr Cys Gly Ser 

115 120 125 

His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr He Met Ala Val Tyr 

130 135 140 

Phe Ser Ser Ser Ser Gly Gin Ser His Glu Lys Asp He He Ala Ser 
145 150 155 160 

Met Met Tyr Thr Val Val Thr Pro Met Val Asn Pro Val He Cys Ser 
165 170 175 

<210> 2488 
<211> 313 
<212> PRT 

<213> Unknown (205815-dir-0-ll conceptual translation of range 1-939) 
<400>2488 

Met Ser Ser Thr Asn Gin Ser Ser Val Thr Glu Phe Leu Leu Leu Gly 

15 10 15 

Leu Ser Arg Gin Pro Gin Gin Gin Gin Leu Leu Phe Leu Leu Phe Leu 

20 25 30 

He Met Tyr Leu Ala Thr Val Leu Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He Gly Thr Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Val Asp Val Cys Phe Ser Ser Thr Thr Val Pro Lys 
65 70 75 80 

Val Leu Ala Asn His He Leu Gly Ser Gin Ala He Ser Phe Ser Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Ala Val Phe Gly Asn Met Asp Asn 

100 105 110 

Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His 

115 120 125 

Pro Leu His Tyr Thr Thr Lys Met Thr Arg Gin Leu Cys Val Leu Leu 

130 135 140 

Val Val Gly Ser Trp Val Val Ala Asn Met Asn Cys Leu Leu His He 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Met He Pro His 

165 170 175 

Phe Phe Cys Asp Gly Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr 

180 185 190 

His Leu Asn Glu Leu Met He Leu Thr Glu Gly Ala Val Val Met Val 

195 200 205 

Thr Pro Phe Val Cys He Leu He Ser Tyr He His He Thr Cys Ala 
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210 215 
Val Leu Arg Val Ser Ser Pro Arg 
225 230 
Cys Gly Ser His Leu Ala Val Val 
245 

Ala Val Tyr Phe Asn Pro Ser Ser 
260 

Ala Ala Ala Val Met Tyr Ala Val 
275 280 
lie Tyr Ser Leu Arg Asn Ser Asp 

290 295 
Leu Ala Met Arg Phe Pro Ser Lys 
305 310 



220 

Gly Gly Trp Lys Ser Phe Ser Thr 
235 240 
Cys Leu Phe Tyr Gly Thr Val lie 

250 255 
Ser His Leu Ala Gly Arg Asp Met 
265 270 
Val Thr Pro Met Leu Asn Pro Phe 
285 

Met Lys Ala Ala Leu Arg Lys Val 
300 

Gin 



<210> 2489 
<211> 216 
<212> PRT 

<213> Unknown (hg91-dir-0-8 conceptual translation of range 1-648) 



<400>2489 



Phe 


Val 


Asp 


Val 


Cys 


Phe 


Ser 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Val 


Leu 


Ala 


1 








5 










10 










15 




Asn 


His 


lie 


Leu 
20 


Gly 


Ser 


Gin 


Ala 


He 
25 


Ser 


Phe 


Ser 


Gly 


Cys 
30 


Leu 


Thr 


Gin 


Leu 


Tyr 
35 


Phe 


Leu 


Ala 


Val 


Cys 
40 


Gly 


Asn 


Met 


Asp 


Asn 
45 


Phe 


Leu 


Leu 


Gly 


Val 


Met 


Ser 


Tyr 


Asp Arg 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Thr 


Thr 


Lys 


Met 


Thr 


Arg 


Gin 


Leu 


Cys 


Val 


Leu 


Leu 


Val 


Val 


Gly 


65 










70 










75 










80 


Ser 


Trp 


Val 


Val 


Ala 
85 


Asn 


Met 


Asn 


Cys 


Leu 
90 


Leu 


His 


He 


Leu 


Leu 
95 


Met 


Ala 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Ala 


Asp 


Asn 
105 


Met 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Gly 


Thr 
115 


Pro 


Leu 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Thr 
125 


His 


Leu 


Asn 


Glu 


Leu 
130 


Met 


He 


Leu 


Thr 


Glu 
135 


Gly 


Ala 


Val 


Val 


Met 
140 


Val 


Thr 


Pro 


Phe 


Val 


Cys 


He 


Leu 


He 


Ser 


Tyr 


He 


His 


He 


Thr 


Cys 


Ala 


Val 


Leu 


Arg 


145 










150 










155 










160 


Val 


Ser 


Ser 


Pro 


Arg 


Gly Gly 


Trp 


Lys 


Ser 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 
180 


Val 


Cys 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


Val 


He 


Ala 
190 


Val 


Tyr 


Phe 


Asn 


Pro 
195 


Ser 


Ser 


Ser 


His 


Leu 
200 


Ala 


Gly 


Arg 


Asp 


Met 

205 


Ala 


Ala 


Ala 


Val 


Met 


Tyr 


Pro 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2490 
<211> 157 
<212> PRT 

<213> Unknown ( 902718-dir-0-6 conceptual translation of range 2-472) 



<400>2490 

He Cys His Pro Leu Gin Tyr Thr 

1 5 
Ala Leu Leu Val Val Gly Ser Trp 
20 

Leu His He Leu Leu Met Ala Pro 
35 40 



Thr Lys Met Thr His Gin Leu Cys 

10 15 
Val Val Ala Asn Leu Asn Cys Leu 
25 30 
Leu Ser Phe Cys Ala Asp Asn He 
45 
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lie Pro 


His 


Phe 


Phe 


Cys 


Asp 


Ala 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


50 










55 










60 








Ser Asp 


Thr 


His 


Leu 


Asn 


Glu 


Leu 


Met 


He 


Leu 


Thr 


Glu 


Gly 


Ala 


Val 


65 








70 










75 










80 


lie He 


Val 


Thr 


Pro 


Phe 


Val 


Cys 


He 


Leu 


He 


Ser 


Tyr 


He 


His 


Val 








85 










90 










95 




Thr Cys 


Ala 


Val 


Leu 


Arg 


Val 


Ser 


Ser 


Pro 




Gly Gly 






Ala 

JL O 






100 










105 










110 






Phe Ser 


Thr 


Arg 


Gly 


Ser 


His 


Pro 


Ala 


Val 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly 




115 










120 










125 








Thr He 


He 


Ala 


Glu 


Tyr 


Phe 


Ser 


Ser 


Ser 


Ser 


Pro 


His 


Ser 


Ala 


Gly 


130 










135 










140 










Arg Asp 


Met 


Ala 


Gly 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 








145 








150 










155 












<210> 2491 




























<211> 221 




























<212> PRT 





























<213> Unknown (3769625-dir-0-8 conceptual translation of range 1-663) 
<400>2491 

Ser Asn Leu Ser Phe Val Asp Val Cys Phe Ser Ser Thr Thr Ala Pro 

15 10 15 

Ser Val Leu Ala Asn His He Leu Gly Ser Gin Lys He Ser Phe Ser 

20 25 30 

Gly Cys Leu Thr Gin Leu Tyr Phe Leu Cys He Phe Gly Asp Met Asp 

35 40 45 

Asn Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Cys 

50 55 60 

His Pro Leu Arg Tyr Thr Thr Lys Met Thr His Gin Val Cys Ala Leu 
65 70 75 80 

Leu Val Met Gly Ser Trp Val Val Ala Asn Met Asn Cys Leu Leu His 

85 90 95 

He Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Ser He He Pro 

100 105 110 

His Phe Phe Cys Asp Val Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp 

115 120 125 

Thr His Leu Asn Glu Leu Met He Leu Thr Glu Gly Ala Val Val Met 

130 135 140 

Val Thr Pro Phe Val Cys He Leu He Ser Tyr He His He Thr Trp 
145 150 155 160 

Ala Val Leu Arg Val Ser Ser Pro Arg Gly Gly Trp Lys Ala Phe Ser 

165 170 175 

Thr Cys Gly Ser His Leu Thr Val Val Cys Leu Leu Tyr Gly Thr Val 

180 185 190 

He Thr Val Tyr Phe Asn Pro Ser Thr Ser Tyr Ser Ala Gly Arg Asp 

195 200 205 

Thr Ala Ala Ala Val Met Tyr Thr Val Val Thr Pro Met 
210 215 220 

<210> 2492 
<211> 221 
<212> PRT 

<213> Unknown (3769644-dir-0-8 conceptual translation of range 1-663) 
<400>2492 

Thr Asn Leu Ser Phe Val Asp Val Cys Phe Ser Ser Ser Thr Val Pro 

1 5 10 15 

Lys Val Leu Ala Asn His He Leu Gly Ser Gin Glu He Ser Phe Ser 

20 25 30 

Gly Cys Leu Thr Gin Met Tyr Phe Leu Ser Val Phe Ala Asp Met Asp 
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35 40 45 



Asn 


Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr Asp Arg 


Phe 


Val 


Ala 


He 


Cys 




50 










55 










60 










His 


Pro 


Leu 


His 


Tyr 


Thr 


Glu 


Lys 


Met 


Thr 


Arg 


Gin 


Leu 


Cys 


Ala 


Leu 


65 










70 










75 










80 


Leu 


Val 


Val 


Glu 


Ser 


Trp 


Val 


Ala 


Ala 


Asn 


Leu 


Asn 


Ala 


Leu 


Leu 


His 










85 










90 










95 




Thr 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly 


Asp 


Asn 


He 


He 


Pro 








100 










105 










110 






His 


Phe 


Phe 


Cys 


Asp 


Ala 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 






115 










120 










125 








Thr 


His 


Leu 


Asn 


Glu 


Leu 


Met 


He 


Leu 


Thr 


Val 


Ala 


Gly 


Leu 


He 


Leu 




130 










135 










140 










Leu 


Ala 


Pro 


Phe 


Val 


Cys 


He 


Leu 


Met 


Ser 


Tyr 


He 


Leu 


He 


Ala 


Cys 


145 










150 










155 










160 


Ala 


Val 


Val 


Arg 


Val 


Ser 


Ser 


Thr 


Gly 


Gly 


Arg 


Trp 


Lys 


Ala 


Phe 


Ser 










165 










170 










175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly 


Thr 


lie 








180 










185 










190 






He 


Ala 


Val 


Tyr 


Phe 


Asn 


Pro 


Ala 


Ser 


Ser 


His 


Ser 


Ala 


Gly Arg 


Asp 






195 










200 










205 








Met 


Ala 


Ser 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 









210 215 220 



<210> 2493 
<211> 327 
<212> PRT 

<213> Unknown (2808536-dir-0-ll conceptual translation of range 16-996) 
<220> 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 



<400>2493 



Val 


Cys 


Phe 


Xaa 


He 


His 


Cys 


Leu 


Leu 


Cys 


Ser 


Trp 


Val 


Gin 


Thr 


Tyr 


1 








5 










10 










15 




Glu 


Arg 


Asp 


Lys 
20 


Pro 


Val 


Ser 


Val 


Ser 
25 


Glu 


Phe 


Leu 


Leu 


Leu 
30 


Gly 


Leu 


Ser 


Arg 


Gin 
35 


Pro 


Gin 


Gin 


Gin 


His 
40 


Leu 


Leu 


Phe 


Val 


Phe 
45 


Phe 


Leu 


Ser 


Met 


Tyr 
50 


Leu 


Ala 


Thr 


Val 


Leu 
55 


Gly 


Asn 


Leu 


Leu 


He 
60 


He 


Leu 


Ala 


He 


Ser 


He 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


65 










70 










75 










80 


Met 


Ser 


Phe 


Val 


Asp 
85 


Asn 


Cys 


Phe 


Ser 


Thr 
90 


Thr 


Val 


Pro 


Lys 


Met 
95 


Leu 


Ala 


Asn 


His 


He 
100 


Leu 


Arg 


Thr 


Gin 


Thr 
105 


He 


Ser 


Phe 


Ser 


Gly 
110 


Cys 


Leu 


Met 


Gin 


Met 
115 


Tyr 


Phe 


He 


Ser 


Glu 
120 


Leu 


Ala 


Asp 


Met 


Asp 
125 


Asn 


Phe 


Leu 


Leu 


Ala 
130 


Val 


Met 


Ala 


Tyr 


Asp 
135 


Arg 


Phe 


Val 


Ala 


Val 
140 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 


Thr 


Ala 


Lys 


Met 


He 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Thr 


145 










150 










155 










160 


Gly 


Ser 


Trp 


Val 


Val 
165 


Ala 


Asn 


Ser 


Asn 


Ala 
170 


Leu 


Leu 


His 


Thr 


Leu 
175 


Leu 


Met 


Ala 


Arg 


Leu 
180 


Ser 


Phe 


Cys 


Ala 


Asp 
185 


Asn 


Thr 


He 


Pro 


His 
190 


He 


Phe 


Cys 


Asp 


Val 
195 


Thr 


Pro 


Leu 


Leu 


Lys 
200 


Leu 


Ser 


Cys 


Ser 


Asp 
205 


Thr 


His 


Leu 
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Ser Glu Val Met lie Leu Thr 
210 215 
Phe Leu Cys Leu Leu Ala Ser 
225 230 
Arg Val Pro Ser Thr Lys Gly 
245 

Ser His Leu Ala Val Val Leu 
260 

Tyr Phe Arg Thr Ser Ser Ser 
275 

Ala Val Arg Phe Thr Val Val 
290 295 
Ser Leu Arg Asn Lys Asp lie 
305 310 
Val Lys Phe Phe Ser Val Gin 
325 

<210> 2494 
<211> 312 
<212> PRT 

<213> Unknown ( 2370144-dir-O-ll conceptual translation of range 1-936) 



<400>2494 



Met 


Ser 


Gly Thr 


Asn 


Gin 


Ser 


Ser 


Val 


Ser 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Ser 


Arg 


Gin 


Pro 


Gin 


Gin 


Gin 


His 


Leu 


Leu 


Phe 


Val 


Phe 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 


Leu 


Ala 


Thr 


Val 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Ser 






35 










40 










45 








Val 


Ser 


lie 


Asp 


Ser 


Cys 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Val 


Asp 


lie 


Cys 


Phe 


Ser 


Phe 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


His 


lie 


Leu 


Glu 


Thr 


Gin 


Thr 


He 


Ser 


Phe 


Cys 


Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Val 


Phe 


Met 


Phe 


Val 


Asp 


Met 


Asp 


Asn 








100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


His 


Phe 


Val 


Ala 


Val 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Ala 


Lys 


Met 


Thr 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 




130 










135 










140 










Val 


Ala 


Gly Leu 


Trp 


Val 


Val 


Ala 


Asn 


Leu 


Asn 


Val 


Leu 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Ala 


Pro 


Leu 


Ser 


Phe 


Cys 


Ala 


Asp 


Asn 


Ala 


He 


Thr 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Val 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asn 


Thr 








180 










185 










190 






His 


Leu 


Asn 


Glu 


Val 


lie 


He 


Leu 


Ser 


Glu 


Gly 


Ala 


Leu 


Val 


Met 


He 






195 










200 










205 








Thr 


Pro 


Phe 


Leu 


Cys 


lie 


Leu 


Ala 


Ser 


Tyr 


Met 


His 


He 


Thr 


Cys 


Thr 




210 










215 










220 










Val 


Leu 


Lys 


Val 


Pro 


Ser 


Thr 


Lys 


Gly 


Arg 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ala 


Val 


Val 


Leu 


Leu 


Phe 


Tyr 


Ser 


Thr 


He 


He 










245 










250 










255 




Ala 


Val 


Tyr 


Phe 


Asn 


Pro 


Leu 


Ser 


Ser 


His 


Ser 


Ala 


Glu 


Lys 


Asp 


Thr 








260 










265 










270 






Met 


Ala 


Thr 


Val 


Leu 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








lie 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Tyr 


Leu 


Lys 


Gly 


Ala 


Leu 


Lys 


Lys 


Val 




290 










295 










300 











1515 

BNSDOCtD: <WO 0127158A2_L> 



Glu Ala Ala 

Tyr Met His 

Arg Trp Lys 
250 

Leu Phe Tyr 

265 
His Ser Ala 
280 

Thr Pro Val 
Lys Gly Ala 



Leu Val Thr 

220 
He Thr Cys 
235 

Ala Phe Ser 

Gly Thr He 

Gin Arg Asp 
285 

Met Asn Pro 

300 
Leu Val Lys 
315 



He Thr Pro 

Val Val Leu 
240 

Thr Cys Gly 

255 
Met Ser Pro 
270 

He Ala Ala 

Leu He Tyr 

Val Val Ala 
320 
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PCT/US00/27582 



lie Gly Arg Val Val Phe Ser Val 
305 310 

<210> 2495 
<211> 216 
<212> PRT 

<213> Unknown (2921659-dir-0-8 conceptual translation of range 2-649) 



<400>2495 



Phe 


Val 


Asp 


lie 


Cvs 


Phe 


Ser 


Phe 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


AT s 


1 








5 










10 










X J 




Asn 


His 


lie 


Leu 


Glu 


Thr 


Gin 


Thr 


lie 


Ser 


Phe 






uys 


Leu 


x nx 








20 










25 
















Gin 


Met 


Tvr 


Phe 


Val 


Phe 


Met 


Phe 


Val 


Asp 


Met 


A cn 


Asn 




Leu 


Leu 






35 










40 


















Ala 


Val 


Met 


Ala 




Asp 


His 


Phe 


Val 


A "1 -v 
nid 


vai 


Cys 


ill S 


Pro 


Leu 


His 




50 










55 










ou 










Tvr 


Th-r 

X 1 IX 


Al Pi 


Lys 


Veil 


Thr 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


vai 


Ala 


Gly 












70 










/ 3 










80 


Leu 


Trn 
ir P 


vai 


V dJ. 


Aid 


Asn 


Leu 


Asn 


Val 


Leu 


Leu 


MIS 


i nr 


Leu 


Leu 


Met 










85 










90 










95 




Ala 


Pro 


Leu 


Ser 


Phe 


Cys 


Ala 


Asp 


Asn 


Ala 


He 


Thr 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Val 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Leu 


Asn 






115 










120 










125 








Glu 


Val 


lie 


lie 


Leu 


Ser 


Glu Gly Ala 


Leu 


Val 


Met 


He 


Thr 


Pro 


Phe 




130 










135 










140 










Leu 


Cys 


lie 


Leu 


Ala 


Ser 


Tyr Met 


His 


He 


Thr 


Cys 


Thr 


Val 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Thr 


Lys 


Gly Arg 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 


Val 


Leu 


Leu 


Phe 


Tyr 


Ser 


Thr 


He 


He 


Ala 


Val 


Tyr 








180 










185 










190 




Phe 


Asn 


Pro 


Leu 


Ser 


Ser 


His 


Ser 


Ala 


Glu 


Lys 


Asp 


Thr 


Met 


Ala 


Thr 






195 










200 










205 








Val 


Leu 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 
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<210> 2496 
<211> 216 
<212> PRT 

<213> Unknown ( 2921657-dir-0-8 conceptual translation of range 2-649) 



<400>2496 



Phe 


Val 


Asp 


He 


Cys 


Phe 


Ser 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asn 


His 


He 


Leu 


Glu 


Thr 


Gin 


Thr 


He 


Ser 


Phe 


Cys 


Gly 


Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Val 


Phe 


Met 


Phe 


Val 


Asp 


Met 


Asp 


Tyr 


Phe 


Leu 


Leu 






35 










40 










45 








Ala 


Val 


Met 


Ala 


Tyr 


Asp 


His 


Phe 


Val 


Ala 


Val 


Cys 


His 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Thr 


Ala 


Lys 


Met 


Thr 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Ala 


Gly 


65 










70 










75 










80 


Leu 


Trp 


Val 


Val 


Ala 


Asn 


Leu 


Asn 


Val 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 










85 










90 










95 




Ala 


Pro 


Leu 


Ser 


Phe 


Cys 


Ala 


Asp 


Asn 


Ala 


He 


Thr 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Val 


Thr 


Pro 


Leu 


Leu 


Glu 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Leu 


Asn 






115 










120 










125 








Glu 


Val 


He 


He 


Leu 


Ser 


Glu Gly 


Ala 


Leu 


Val 


Met 


He 


Thr 


Pro 


Phe 
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130 135 140 

Leu Cys lie Leu Ala Ser Tyr Met His lie Thr Cys Thr Val Leu Lys 
145 150 155 160 

Val Pro Ser Thr Lys Gly Arg Trp Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ala Val Val Leu Leu Phe Tyr Ser Thr lie He Ala Val Tyr 

180 185 190 

Phe Asn Pro Leu Ser Ser His Ser Ala Glu Lys Asp Thr Met Ala Thr 

195 200 205 

Val Leu Tyr Thr Val Val Thr Pro 
210 215 

<210> 2497 
<211> 216 
<212> PRT 

<213> Unknown (2921653-dir-0-8 conceptual translation of range 2-649) 
<400>2497 

Phe Val Asp He Cys Phe Ser Ser Thr Thr Val Pro Lys Met Leu Ala 

1 5 10 15 

Asn His He Leu Glu Thr Gin Thr He Ser Leu Cys Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Val Phe Met Phe Val Asp Met Asp Asn Phe Leu Leu 

35 40 45 

Ala Val Met Ala Tyr Asp His Phe Val Ala Val Cys His Pro Leu His 

50 55 60 

Tyr Thr Ala Lys Met Thr His Gin Leu Cys Ala Leu Leu Val Ala Gly 
65 70 75 80 

Leu Trp Val Val Ala Asn Leu Asn Val Leu Leu His Thr Leu Leu Met 

85 90 95 

Ala Pro Leu Ser Phe Cys Ala Asp Asn Ala He Thr His Phe Phe Cys 

100 105 110 

Asp Val Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr His Leu Asn 

115 120 125 

Glu Val He He Leu Ser Glu Gly Ala Leu Val Met He Thr Pro Phe 

130 135 140 

Leu Cys He Leu Ala Ser Tyr Met His He Thr Cys Thr Val Leu Lys 
145 150 155 160 

Val Pro Ser Thr Lys Gly Arg Trp Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ala Val Val Leu Leu Phe Tyr Ser Thr He He Ala Val Tyr 

180 185 190 

Phe Asn Pro Leu Ser Ser His Ser Ala Glu Lys Asp Thr Met Pro Thr 

195 200 205 

Val Leu Tyr Thr Val Val Thr Pro 
210 215 

<210> 2498 
<211> 216 
<212> PRT 

<213> Unknown (2921655-dir-0-8 conceptual translation of range 2-649) 
<400>2498 

Phe Val Asp He Cys Phe Ser Phe Thr Thr Val Pro Lys Met Leu Ala 

15 10 15 

Asn His He Leu Glu Thr Gin Thr He Ser Phe Cys Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Val Phe Thr Phe Val Asp Met Asp Asn Phe Leu Leu 

35 40 45 

Ala Val Met Ala Tyr Asp His Phe Val Ala Glu Cys His Pro Leu His 
50 55 60 
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Tyr 


Thr 


Ala 


Lys 


Met 


Thr 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Ala 


Gly 


65 










70 










75 










80 


Leu 


Tro 


Val 


Val 


Ala 
85 


Asn 


Leu 


Asn 


Val 


Leu 
90 


Leu 


His 


Thr 


Leu 


Leu 
95 


Met 


Ala 


Pro 


Leu 


Ser 
100 


Phe 


Cys 


Ala 


Asp 


Asn 
105 


Ala 


He 


Thr 


His 


Phe 
110 


Phe 


Cys 


Asp 


Val 


Thr 
115 


Pro 


Leu 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Thr 
125 


His 


Leu 


Asn 


Glu 


Val 
130 


lie 


lie 


Leu 


Ser 


Glu 
135 


Gly 


Ala 


Leu 


Val 


Met 
140 


He 


Thr 


Pro 


Phe 


Leu 


Cys 


lie 


Leu 


Ala 


Ser 


Tyr 


Met 


His 


He 


Thr 


Cys 


Thr 


Val 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Thr 


Lys 


Gly Arg 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 
180 


Val 


Leu 


Leu 


Phe 


Tyr 
185 


Ser 


Thr 


He 


He 


Ala 
190 


Val 


Tyr 


Phe 


Asn 


Pro 
195 


Leu 


Ser 


Ser 


His 


Ser 
200 


Ala 


Glu 


Lys 


Asp 


Thr 
205 


Met 


Ala 


Thr 


Val 


Leu 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2499 
<211> 216 
<212> PRT 

<213> Unknown (2921651-dir-0-8 conceptual translation of range 2-649) 



<400>2499 



Phe 


Val 


Asp 


He 


Cys 


Phe 


Ser 


Phe 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asp 


His 


He 


Leu 


Glu 


Thr 


Gin 


Thr 


He 


Ser 


Phe 


Cys 


Gly 


Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Val 


Phe 


Met 


Phe 


Val 


Asp 


Met 


Asp 


Asn 


Phe 


Leu 


Leu 






35 










40 










45 








Ala 


Val 


Met 


Ala 


Tyr 


Asp 


His 


Phe 


Val 


Ala 


Val 


Cys 


His 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Thr 


Ala 


Arg 


Met 


Thr 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Ala 


Gly 


65 










70 










75 










80 


Leu 


Trp 


Val 


Val 


Ala 


Asn 


Leu 


Asn 


Val 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 










85 










90 










95 




Ala 


Pro 


Leu 


Ser 


Phe 


Tyr 


Ala 


Asp 


Asn 


Ala 


He 


Thr 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Val 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Leu 


Asn 






115 










120 










125 








Glu 


Val 


He 


He 


Leu 


Ser 


Glu 


Gly 


Ala 


Leu 


Val 


Met 


He 


Thr 


Pro 


Phe 




130 










135 










140 










Leu 


Cys 


He 


Leu 


Ala 


Ser 


Tyr Met 


His 


He 


Thr 


Cys 


Thr 


Val 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Thr 


Lys 


Gly Arg Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 


Val 


Leu 


Leu 


Phe 


Tyr 


Ser 


Thr 


He 


He 


Ala 


Val 


Tyr 








180 










185 










190 






Phe 


Asn 


Pro 


Leu 


Ser 


Ser 


His 


Ser 


Ala 


Glu 


Lys 


Asp 


Thr 


He 


Ala 


Thr 






195 










200 










205 








Val 


Leu 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2500 
<211> 216 
<212> PRT 

<213> Unknown (2921692-dir-0-8 conceptual translation of range 2-649) 
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<400>2500 



Pne 


Val 


Asp 


lie 


Cys 


Phe 


Ser 


Cys 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


x 








b 










10 










15 




Asn 


His 


lie 


Leu 


Glu 


Thr 


Gin 


Thr 


He 


Ser 


Phe 


Cys 


Gly 


Cys 


Leu 


Thr 








20 










25 










30 






\j in 


MGt 


Tyr 


Pne 


vai 


Pne 


Met 


•j->i_ _ 
pne 


Val 


Asp 


Thr 


Asp 


Asn 


Phe 


Leu 


Leu 






35 










40 










45 








Ala 


val 


Met 


Ala 


Tyr 


Asp 


His 


Phe 


Val 


Ala 


Val 


Cys 


His 


Pro 


Leu 


His 




bU 










55 










60 










Tyr 


Thr 


Ala 


Lys 


Met 


Thr 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Ala 


Gly 


ob 










70 










75 










80 


Leu 


Trp 


Val 


Val 


Ala 


Asn 


Leu 


Asn 


Val 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 










85 










90 










95 




Hi- 
Ala 


Pro 


Leu 


Ser 


Pne 


Cys 


Ala 


Asp 


Asn 


Ala 


lie 


Thr 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Val 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Leu 


Asn 






115 










120 










125 








Glu 


Val 


lie 


lie 


Leu 


Ser 


Glu 


Gly 


Ala 


Leu 


Val 


Met 


He 


Thr 


Pro 


Phe 




130 










135 










140 










Leu 


Cys 


Asn 


Leu 


Ala 


Ser 


Tyr 


Met 


His 


lie 


Thr 


Cys 


Thr 


Gly 


Leu 


Lys 


145 










150 










155 










160 


Gly 


Pro 


Ser 


Thr 


Lys 


Gly Arg 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 


Gly 


Leu 


Leu 


Phe 


Tyr 


Ser 


Thr 


lie 


Thr 


Ala 


Val 


Tyr 








180 










185 










190 






Phe 


Asn 


Pro 


Leu 


Ser 


Ser 


His 


Ser 


Ala 


Ala 


Lys 


Asp 


Thr 


Met 


Ala 


Thr 






195 










200 










205 








Val 


Leu 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2501 
<211> 224 
<212> PRT 

<213> Unknown (4877342-dir-0-8 conceptual translation of range 2-673) 
<220> 

<221> VARIANT 
<222> (1)...<224) 
<223> Xaa = Any Amino Acid 

<400>2501 

Cys Asn Leu Ser Phe Gly Asp He Cys 

1 5 
Lys Met Leu Ala Asn His lie Leu Arg 

20 25 
Arg Cys Leu Ala Gin Met Tyr Phe Val 

35 40 
Asn Phe Leu Leu Ala Met Met Ala Tyr 

50 55 
His Pro Leu His Tyr Tyr Ala Lys Met 
65 70 
Leu Val Thr Gly Ser Trp Val He Ala 
85 

Thr Leu Leu Met Ala Xaa Leu Ser Phe 
100 105 
His Phe Phe Cys Asp Val Thr Thr Leu 

115 120 
Thr His Leu Ser Glu Val Met He Leu 

130 135 
Ser Thr Pro Phe Val Cys He Leu Val 
145 150 



Phe Ser Ser Thr Thr Val Pro 
10 15 
Lys Gin Thr He Pro Phe Ser 
30 

Phe Thr Phe Met Asp Met Asp 
45 

Asp His Phe Val Ala Val Cys 
60 

Thr His Gin Leu Cys Ala Leu 

75 80 
Asn Leu Asp Met Leu Leu His 
90 95 
Cys Ala Asp Asn Ala He Pro 
110 

Leu Lys Leu Ser Cys Ser Asp 
125 

Thr Glu Ala Arg Pro Val Met 
140 

Ser Tyr He Leu He Asn Cys 
155 160 
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Ala 


Val 


Leu 


Arg 


Val 


Gin 


Ser 


Thr 


Lys 


Gly Arg 


Trp 


Lys 


Thr 


Phe 


Ser 










165 










170 








175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ala 


Met 


Val 


Phe Leu 


Phe 


Tyr 


Gly Thr 


Met 








180 










185 








190 






lie 


Phe 


Leu 


Tyr 


Phe 


Asn 


Pro 


Leu 


Ser 


Ser His 


Ser 


Ala 


Glu 


He 


Asp 






195 










200 








205 








He 


Ala 


Ala 


Ala 


Ala 


Met 


Arg 


Cys 


Leu 


Tyr Met 


Val 


Thr 


Pro 


Met 


Leu 



210 215 220 



<210> 2502 

<211> 216 

<212> PRT 

<213> Unknown (pl05-dir-0-8 conceptual translation of range 2-649) 



<400>2502 



Leu 


Val 


Asp 


Phe 


Cys 


Phe 


Thr 


Ser 


Ala 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Leu 


1 








5 










10 










15 




Asn 


He 


His 


Arg 


Gin 


He 


Gin 


Ser 


He 


Ser 


His 


Glu 


Gly 


Cys 


Leu 


Thr 








20 










25 










30 






Gin 


He 


Tyr 


Phe 


Cys 


He 


Leu 


Leu 


Ala 


Asn 


Met 


Asp 


Asn 


Phe 


Leu 


Leu 






35 










40 










45 








Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Tyr 


Pro 


Leu 


Gin 




50 










55 










60 










Tyr 


Thr 


Thr 


He 


Met 


Ser 


Leu 


Gin 


Leu 


Cys 


Cys 


Leu 


Met 


Leu 


Ala 


Gly 


65 










70 










75 










80 


Ser 


Trp 


Leu 


He 


Ala 


Asn 


Phe 


His 


Ser 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 










85 










90 










95 




Ala 


Arg 


Leu 


Asp 


Phe 


Cys 


Ala 


Lys 


Asn 


Val 


Met 


Pro 


Tyr 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Leu 


Val 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Arg 


Leu 


Asn 






115 










120 










125 








Gin 


Leu 


Met 


He 


Leu 


Leu 


Val 


Gly 


Gly 


Leu 


He 


Val 


Leu 


He 


Pro 


Phe 




130 










135 










140 










Leu 


Cys 


He 


Leu 


He 


Ser 


Tyr 


Thr 


His 


He 


Val 


Ser 


Val 


Val 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Ala 


Leu Gly 


Lys 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Val 


Val 


He 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 


Thr 


Gly 


Val 


Tyr 








180 










185 










190 






Leu 


Asn 


Pro 


Ser 


Ser 


Ser 


His 


Ser 


Ala 


Glu 


Lys 


Asp 


Ser 


Val 


Ala 


Ser 






195 










200 










205 








Val 


Met 


Tyr 


Met 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2503 
<211> 216 
<212> PRT 

<213> Unknown (pllO-dir-0-8 conceptual translation of range 2-649) 



<400>2503 

Phe Val Asp Leu Cys Gin Ala Ser 

1 5 
Asn He Leu Thr His Ser Lys Ala 
20 

Gin Met Tyr Ser Phe His Leu Phe 

35 40 
Ala Val Met Ala Tyr Asp Arg Phe 

50 55 
Tyr Ala Thr He Met Ser Pro Arg 
65 70 
Pro Trp Gly Thr Thr Asn Leu Gin 



Thr Thr Met Pro Lys Met Leu He 

10 15 
He Pro Tyr Ala Gly Cy s Leu Ile 
25 30 
Gly Thr Met Asp Ser Phe Leu Leu 
45 

Val Ala He Cys His Pro Leu Arg 
60 

Leu Cys He Leu Leu Val Gly Gly 

75 80 
Ser Val Val His Thr Ser Leu Met 
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85 90 95 



Ala 


Lys 


Leu 


Thr 
100 


Phe 


Cys 


Ala 


Asp 


Asn 
105 


Lys 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Leu 


Met 
115 


Pro 


Leu 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Thr 
125 


His 


He 


Asn 


Glu 


Leu 
130 


Val 


Val 


Leu 


Val 


Phe 
135 


Gly 


He 


Phe 


Met 


Gly 
140 


He 


Ser 


Pro 


Leu 


Val 


Cys 


He 


Leu 


Leu 


Ser 


Tyr 


lie 


Cys 


He 


Phe 


Cys 


Ala 


Val 


Leu 


Gin 


145 










150 










155 










160 


Val 


Pro 


Ser 


Ala 


Glu 
165 


Gly 


Lys 


Arg 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Arg 


Gly 
175 


Ser 


His 


Leu 


Thr 


Val 
180 


Val 


Leu 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


He 


Phe 


Ala 
190 


Val 


Tyr 


Leu 


Gin 


Pro 


Ser Gly 


Pro 


Thr 


Ser 


Pro 


Glu 


Lys 


Asp 


Lys 


Ala 


Ala 


Ala 






195 










200 










205 








Val 


Met 


Cys 


Ala 


Val 


Val 


He 


Pro 
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<210> 2504 
<211> 216 
<212> PRT 

<213> Unknown (p94-dir-0-8 conceptual translation of range 2-649) 



<400>2504 



Phe 


Val 


Asp 


Leu 


Cys 


Gin 


Ala 


Ser 


Thr 


Thr 


Met 


Pro 


Lys 


Met 


Leu 


He 


1 








5 










10 










15 




Asn 


He 


Leu 


Thr 
20 


His 


Ser 


Lys 


Ala 


He 
25 


Pro 


Tyr 


Ala 


Gly 


Cys 
30 


Leu 


He 


Gin 


Met 


Tyr 
35 


Ser 


Phe 


His 


Leu 


Phe 
40 


Gly 


Thr 


Met 


Asp 


Ser 
45 


Phe 


Leu 


Leu 


Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Phe 


Val 


Ala 


He 


Phe 
60 


His 


Pro 


Leu 


Arg 


Ty r 


Ala 


Thr 


He 


Met 


Ser 


Pro 


Arg 


Leu 


Cys 


lie 


Leu 


Leu 


Val 


Gly 


Gly 


65 










70 










75 










80 


Pro 


Trp 


Gly Thr 


Thr 


Asn 


Leu 


Gin 


Ser 


Val 


Val 


His 


Thr 


Ser 


Leu 


Met 










85 










90 










95 




Ala 


Lys 


Leu 


Thr 
100 


Phe 


Cys 


Ala 


Asp 


Asn 
105 


Lys 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Leu 


Met 
115 


Pro 


Leu 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Thr 
125 


His 


He 


Asn 


Glu 


Leu 
130 


Val 


Val 


Leu 


Val 


Phe 
135 


Gly 


He 


Phe 


Met 


Gly 
140 


He 


Ser 


Pro 


Leu 


Val 


Cys 


He 


Leu 


Leu 


Ser 


Tyr 


He 


Cys 


He 


Phe 


Cys 


Ala 


Val 


Leu 


Gin 


145 










150 










155 










160 


Val 


Pro 


Ser 


Ala 


Glu 


Gly Lys 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Val 
180 


Val 


Leu 


Val 


Phe 


Tyr 
185 


Gly 


Thr 


He 


Phe 


Ala 
190 


Val 


Tyr 


Val 


Gin 


Pro 
195 


Ser 


Gly 


Pro 


Thr 


Ser 
200 


Pro 


Glu 


Lys 


Asp 


Lys 
205 


Ala 


Ala 


Ala 


Val 


Met 


Cys 


Ala 


Val 


Val 


He 


Pro 



















210 215 



<210> 2505 
<211> 169 
<212> PRT 

<213> Unknown (4877330-dir-0-7 conceptual translation of range 3-509) 
<400>2505 

Asn Leu Ser Leu Val Asp Val Phe Leu Ser Ser Thr Thr Val Pro Lys 
15 10 15 



1521 
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Met Leu Val Asn Leu Trp 
20 

Ala Gin Met His Ala Phe 

35 

Leu Ala Val Met Ala lie 
50 

Cys Tyr Leu Ala lie Met 
65 70 
Glu Pro Trp Gin lie Thr 
85 

Met Ala Gin Leu Thr Phe 
100 

Cys Asp Leu lie Pro Leu 
115 

Asn Glu Pro Val lie Phe 
130 

Leu Ala Cys lie Leu Phe 
145 150 
Lys He Leu Ser Ala Gin 
165 

<210> 2506 
<211> 315 
<212> PRT 

<213> Unknown <3184261-dir-59-13 conceptual translation of range 6034-6978) 



<400>2506 



Met 


Glu 


Pro 


Glu 


Lys 


Gin 


Thr 


Glu 


He 


Ser 


Glu 


Phe 


Phe 


Leu 


Gin 


Gly 


1 








5 










10 










15 




Leu 


Ser 


Glu 


Lys 
20 


Pro 


Glu 


His 


Gin 


Thr 
25 


Leu 


Leu 


Phe 


Thr 


Met 
30 


Phe 


Leu 


Ser 


Thr 


Tyr 
35 


Leu 


Val 


Thr 


He 


He 
40 


Gly 


Asn 


Ala 


Leu 


He 
45 


He 


Leu 


Ala 


He 


He 
50 


Thr 


Asp 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Thr 


Leu 


Leu 


Ser 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 
85 


Gin 


Ala 


Gin 


Ser 


Arg 
90 


Ala 


He 


Pro 


Phe 


Val 
95 


Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Ala 


Phe 


His 


Leu 


Phe 


Gly 


Thr 


Met 


Asp 


Ser 






100 










105 










110 






Phe 


Leu 


Leu 
115 


Ala 


Val 


Met 


Ala 


He 
120 


Asp 


Arg 


Phe 


Val 


Ala 
125 


He 


Val 


His 


Pro 


Gin 
130 


Arg 


Tyr 


Leu 


Val 


Leu 
135 


Met 


Cys 


Ser 


Pro 


Val 
140 


Cys 


Gly 


Leu 


Leu 


Leu 


Gly 


Ala 


Ser 


Trp 


Met 


He 


Thr 


Asn 


Leu 


Gin 


Ser 


Leu 


He 


His 


Thr 


145 








150 










155 










160 


Cys 


Leu 


Met 


Ala 


Gin 


Leu 


Thr 


Phe 


Cys 


Ala 


Gly 


Ser 


Glu 


He 


Ser 


His 








165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Leu 


Met 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Gly 


Ser 


Asp 


Thr 






180 










185 










190 






His 


Thr 


Asn 
195 


Glu 


Leu 


Val 


He 


Phe 
200 


Ala 


Phe 


Gly 


He 


Val 
205 


Val 


Gly 


Thr 


Ser 


Pro 
210 


Phe 


Ser 


Cys 


He 


Leu 
215 


Leu 


Ser 


Tyr 


He 


Arg 
220 


He 


Phe 


Trp 


Thr 


Val 


Phe 


Lys 


He 


Pro 


Ser 


Thr 


Arg 


Gly 


Lys 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Gly 


Leu 


His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


Ser 


Tyr 


Gly 


Thr 


He 


Phe 






245 










250 










255 




Ala 


Val 


Tyr 


Leu 


Gin 


Pro 


Thr 


Ser 


Pro 


Ser 


Ser 


Ser 


Gin 


Lys 


Asp 


Lys 






260 










265 










270 







1522 



Thr Gin Pro Ser His 
25 

His Leu Phe Gly Thr 
40 

Asp Arg Phe Met Ala 
55 

Ser Pro Arg Val Trp 
75 

Asn Leu Gin Ser Leu 
90 

Cys Ala Gly Ser Glu 
105 

Pro Lys Leu Ser Ser 
120 

Pro Phe Gly He He 
135 

Ser Tyr Thr Ser He 
155 

Val Lys Trp 



Pro Ser Val Cys Leu 
30 

He Asp Ser Phe Leu 
45 

He Val His Arg Leu 
60 

Gly Leu Leu Val Gly 
80 

Val His Thr Cys Leu 
95 

He Pro His Phe Phe 
110 

Ser Asp Thr His Thr 
125 

Leu Gly He Ser Ser 
140 

Phe Gin Ala Val Phe 
160 
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Ala Ala Ala Leu Met Cys Gly Val Phe lie Pro Met Leu Asn Pro Phe 

275 280 285 

lie Tyr Ser lie Arg Asn Lys Asp Met Lys Ala Ala Leu Gly Lys Leu 

290 295 300 

lie Gly Lys Val Ala Val Pro Cys Pro Arg Pro 
305 310 315 

<210> 2507 
<211> 216 
<212> PRT 

<213> Unknown (p97-dir-0-8 conceptual translation of range 2-649) 



<400>2507 



Leu 


Val 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


lie 


Pro 


Lys 


Met 


Leu 


Ala 


1 






5 










10 










15 




Asn 


His 


Val 


Ser 


Gly Asn 


Lys 


Ala 


He 


Pro 


Tyr 


Ala 


Gly 


Cys 


Arg 


Thr 








20 










25 










30 






Gin 


Val 


Phe 


Phe 


Phe 


He 


Trp 


Phe 


Pro 


Gly 


Val 


Asp 


Ser 


He 


Leu 


Leu 






35 










40 










45 






His 


Thr 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Ala 


Pro 


Leu 


Tyr 


Ser 


Met 


He 


Met 


Thr 


Pro 


Lys 


Val 


Cys 


Ala 


Phe 


Leu 


He 


Val 


Val 


65 










70 










75 










80 


Ser 


Trp 


Phe 


Gly 


Ala 
85 


Tyr 


Ala 


He 


Ala 


Leu 
90 


He 


His 


Thr 


Val 


Leu 
95 


Leu 


Thr 


His 


Leu 


Ser 
100 


Phe 


Cys 


Gly 


His 


Ser 
105 


Glu 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Leu 


Ser 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Phe 


He 


Asn 




115 










120 










125 








Asn 


Leu 
130 


Met 


Val 


Asn 


Thr 


Val 
135 


Gly 


Ala 


Leu 


Thr 


He 
140 


He 


He 


Pro 


Phe 


He 


Gly 


He 


Leu 


He 


Ser 


Tyr 


Thr 


Gin 


He 


Phe 


Met 


Thr 


Val 


Leu 


Arg 


145 








150 










155 










160 


He 


Pro 


Ser 


Thr 


Val 


Gly Lys 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 










165 










170 










175 




His 


He 


Thr 


Val 
180 


Val 


Ser 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


Leu 


He 


Gly 
190 


Val 


Tyr 


Phe 


Ser 


Pro 
195 


Thr 


Thr 


Thr 


His 


Thr 
200 


Ala 


Gin 


Gin 


Asp 


Thr 
205 


Ala 


Ala 


Ala 


Ala 


Met 
210 


Tyr 


Thr 


Val 


Val 


Thr 
215 


Pro 



















<210> 2508 
<211> 216 
<212> PRT 

<213> Unknown (p99-dir-0-8 conceptual translation of range 2-649) 
<400>2508 



Leu 


Val 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asn 


His 


Val 


Ser 
20 


Gly 


Asn 


Lys 


Met 


He 
25 


Pro 


Tyr 


Pro 


Gly 


Cys 
30 


Leu 


Thr 


Gin 


Val 


Phe 
35 


Phe 


Phe 


He 


Trp 


Phe 
40 


Ala 


Gly 


He 


Asp 


Ser 
45 


Phe 


Leu 


Leu 


Thr 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Ala 


Pro 


Leu 


His 


Tyr 


Ser 


Thr 


Val 


Met 


Thr 


Leu 


Arg 


Val 


Cys 


Val 


Leu 


Leu 


Leu 


Met 


Val 


65 










70 










75 










80 


Ser 


Trp 


Phe 


Ser 


Ala 


Phe 


lie 


Asn 


Ala 


Leu 


Thr 


His 


Ala 


Ala 


Leu 


Leu 








85 










90 










95 




Thr 


Pro 


Leu 


Ser 


Phe 


Cys 


Gly 


His 


Asn 


Glu 


He 


Pro 


His 


Phe 


Phe 


Cys 
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100 










105 










110 






Asp 


Leu. 


Ser 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Phe 


He 


Asn 




115 










120 










125 








Asp 


Leu 


Met 


Val 


Tyr 


Thr 


Val 


Gly 


Ala 


Leu 


Pro 


He 


He 


Thr 


Pro 


Phe 


130 










135 










140 










lie 


Gly 


lie 


Leu 


He 


Ser 


Tyr 


Thr 


Arg 


He 


Phe 


Met 


Ala 


Val 


Leu 


Arg 


145 








150 










155 










160 


Val 


Pro 


Ser 


Ala 


Gly Gly Lys 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 
180 


Val 


Ser 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


Leu 


He 


Gly 
190 


Val 


Tyr 


Phe 


Ser 


Pro 
195 


Thr 


Ser 


Thr 


Arg 


Thr 
200 


Ala 


Gin 


Glu 


Asp 


Thr 
205 


Val 


Ala 


Ala 


Val 


Met 
210 


Tyr 


Thr 


Val 


Val 


Thr 
215 


Pro 



















<210> 2509 
<211> 216 
<212> PRT 

<213> Unknown (p96-dir-0-8 conceptual translation of range 2-649) 



<400>2509 




























Leu 


Val 


Asp 


Leu 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Asn 


1 






5 










10 










15 




Asn 


Tyr 


He 


Ser 


Gin 


Asn 


Arg 


Thr 


He 


Ser 


Tyr 


Ala 


Gly 


Cys 


Leu 


Thr 






20 










25 










30 






Gin 


Val 


Phe 
35 


Phe 


Phe 


Leu 


Trp 


Phe 
40 


Ala 


Gly 


Met 


Asp 


Ser 
45 


Val 


Leu 


Leu 


Thr 


Thr 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Ala 


Ser 


Leu 


His 


Tyr 


Ser 


Thr 


Val 


Met 


Thr 


Pro 


Lys 


He 


Cys 


Ala 


Leu 


Leu 


Val 


Gly Val 


65 










70 










75 










80 


Ser 


Trp 


Phe 


Trp 


Ala 


Tyr 


Asn 


Asn 


Ala 


Leu 


He 


His 


Thr 


Val 


Leu 


Leu 








85 










90 










95 




Thr 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly 


His 


Asn 


Glu 


He 


Pro 


His 


Phe 


Phe 


Cys 






100 










105 










110 






Asp 


Leu 


Ser 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Phe 


He 


Asn 




115 










120 










125 








Asp 


Leu 


Met 


He 


Tyr 


Thr 


Val 


Gly 


Ala 


Leu 


Thr 


He 


He 


Leu 


Pro 


Phe 


130 










135 










140 










He 


Gly 


He 


Met 


He 


Ser 


Tyr 


Val 


His 


He 


Phe 


Met 


Ala 


Val 


Leu 


Lys 


145 








150 










155 










160 


He 


Ser 


Ser 


Val 


Ser 
165 


Gly 


Lys 


Gin 


Lys 


Val 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Thr 


Val 
180 


Val 


Cys 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


He 


He 


Gly 
190 


Val 


Tyr 


Phe 


Ser 


Pro 
195 


Thr 


Ser 


Thr 


His 


Thr 
200 


Ala 


Gin 


Gin 


Asp 


Thr 
205 


Ala 


Ala 


Thr 


Val 


Met 
210 


Tyr 


Thr 


Val 


Val 


Thr 
215 


Pro 



















<210> 2510 
<211> 216 
<212> PRT 

<213> Unknown (p92-dir-0-8 conceptual translation of range 2-649) 
<400>2510 

Leu Phe Asp He Cys Phe Thr Ser Thr Thr He Pro Lys Met Leu Val 

15 10 15 

Asn His He Ser Lys Asn Lys Val He Pro Tyr Ser Met Cys Leu Thr 
20 25 30 



1524 
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Gin 


Thr 


Phe 


Phe 


Phe 


Ser 


Trp 


Phe 


He 


Gly 


Thr 


Asp 


Gly Val 


Leu 


Leu 






35 










40 










45 








Ala 


Ser 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Ala 


Pro 


Leu 


His 




50 










55 










60 










Cys 


Thr 


Met 


He 


He 


Thr 


Pro 


Arg 


Val 


Cys 


Val 


Phe 


Leu 


Val 


Ala 


Val 


65 










70 










75 










80 


Ser 


Trp 


He 


Trp 


Thr 


Cys 


Val 


Asn 


Ser 


Leu 


He 


His 


Thr 


Thr 


Ser 


Leu 










85 










90 










95 




Asn 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly 


His 


Asn 


Glu 


He 


His 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Leu 


Ser 


Ala 


Leu 


He 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Phe 


He 


Asn 






115 










120 










125 








Asp 


Leu 


Leu 


He 


Tyr 


Thr 


Val 


Gly 


Gly 


Leu 


Lys 


Ala 


He 


Val 


Pro 


Phe 




130 










135 










140 










lie 


Gly 


He 


Leu 


Leu 


Ser 


Tyr 


He 


His 


He 


Phe 


Val 


Ala 


Val 


Leu 


Arg 


145 










150 










155 










160 


He 


Pro 


Ser 


Ala 


Gly Gly 


Lys 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly Ser 










165 










170 










175 




His 


Leu 


Thr 


Val 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 


He 


Gly 


Val 


Tyr 








180 










185 










190 






Phe 


Ser 


Pro 


Thr 


Ser 


Thr 


His 


Thr 


Ala 


Gin 


Lys 


Asp 


Thr 


Ala 


Val 


Ala 






195 










200 










205 








Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2511 

<211> 216 

<212> PRT 

<213> Unknown (p95-dir-0-8 conceptual translation of range 2-649) 



<220> 

<221> VARIANT 

<222> (1) . . . (216) 

<223> Xaa = Any Amino Acid 



<400>2511 



Leu 


Val 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


He 


Pro 


Lys 


Thr 


Leu 


Val 


1 








5 










10 










15 




Asn 


Tyr 


Val 


Ser 
20 


Gly 


Asn 


Lys 


Ala 


He 
25 


Leu 


Tyr 


He 


Ser 


Cys 
30 


Leu 


Ala 


Gin 


Val 


Phe 


Phe 


Phe 


Ser 


Trp 


Phe 


Ala 


Gly Leu 


Asp 


Ser 


He 


Leu 


Leu 






35 










40 










45 








Ala 


Ser 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Xaa 


He 


Ala 


He 


Cys 
60 


Asp 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


Val 


Met 


Thr 


Pro 


Arg 


Val 


Cys 


Val 


Leu 


Leu 


Val 


Ala 


Met 


65 










70 










75 










80 


Cys 


Leu 


Phe 


Gly 


Gly 
85 


Cys 


Ala 


Asn 


Ser 


Leu 
90 


Thr 


His 


Asn 


He 


Leu 
95 


Leu 


Thr 


Gin 


Leu 


Ser 
100 


Phe 


Cys 


Gly 


His 


Thr 
105 


Glu 


He 


Pro 


Leu 


Phe 
110 


Phe 


Cys 


Asp 


Leu 


Asn 
115 


Val 


Val 


He 


Arg 


Leu 
120 


Ala 


Cys 


Ser 


Asp 


Thr 
125 


Phe 


He 


Asn 


Asp 


Trp 


Met 


He 


Tyr 


Thr 


Met 


Gly Gly 


Leu 


Thr 


Ala 


He 


He 


Pro 


Phe 




130 










135 










140 










Ser 


Gly 


He 


Leu 


He 


Ser 


Tyr 


He 


His 


He 


Phe 


Val 


Ala 


Met 


Leu 


Arg 


145 










150 










155 










160 


He 


Leu 


Ser 


Ala 


Gin 
165 


Gly 


Lys 


Trp 


Lys 


Val 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


He 


Ala 


Val 


Tyr 


Leu 


Leu 


Asn 


Gly Thr 


He 


He 


Gly 


Val 


Tyr 








180 










185 










190 






Leu 


Asn 


Pro 


Thr 


Ser 


Ser 


His 


Thr 


Ala 


Gin 


Gin 


Asp 


Thr 


Ala 


Ser 


Ala 
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195 200 205 

Val Met Tyr Thr Met Val Thr Pro 
210 215 

<210> 2512 
<211> 216 
<212> PRT 

<213> Unknown (pl25-dir-0-8 conceptual translation of range 2-649) 



<400>2512 



Phe 


Val 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


His 


lie 


Ser 


Gly Asn 


Lys 


Thr 


He 


Pro 


Tyr 


Ala Gly 


Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Phe 


Phe 


Phe 


He 


Trp 


Phe 


Ala 


Ser 


He 


Asp 


Ser 


Phe 


Leu 


Leu 






35 










40 










45 








Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


He 


Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 




50 










55 










60 










Tyr 


Ala 


Ser 


Leu 


Met 


He 


Pro 


Arg 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Ala 


Thr 


65 










70 










75 










80 


Ser 


Trp 


Ser 


Phe 


Ala 


Cys 


He 


Asn 


Ala 


Leu 


Thr 


His 


Thr 


Val 


Leu 


Leu 










85 










90 










95 




Thr 


Gin 


Leu 


Ser 


Phe 


Cys 


Ser 


His 


Asn 


Glu 


He 


Pro 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Leu 


Ser 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Phe 


He 


Asn 






115 










120 










125 








Asp 


Val 


Leu 


Val 


Tyr 


Thr 


Val 


Gly 


Ala 


Leu 


Pro 


He 


Leu 


Met 


Pro 


Phe 




130 










135 










140 










Val 


Gly 


lie 


Leu 


Val 


Ser 


Tyr 


Thr 


Arg 


He 


Phe 


Ala 


Ala 


Val 


Leu 


Arg 


145 










150 










155 










160 


lie 


Pro 


Ser 


Ala 


Arg 


Gly 


Lys 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Ala 


Val 


He 


Gly 


Val 


Tyr 








180 










185 










190 






Leu 


Ser 


Pro 


Met 


Ser 


Tyr 


His 


Thr 


Val 


Glu 


Lys 


Asp 


Thr 


Ala 


Ala 


Ala 






195 










200 










205 








Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2513 
<211> 216 
<212> PRT 

<213> Unknown <pl23-dir-0-8 conceptual translation of range 2-649) 
<400>2513 

Phe Val Asp Leu Cys Leu Thr Thr Thr Thr Val Pro Lys Met Leu Leu 

15 10 15 

Asn He Gin Thr Gin Lys Lys Thr He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Phe Leu Leu Leu Leu Asp Leu Asp Asn Met He Leu 

35 40 45 

Ala Val Met Ala Phe Asp Arg Tyr Met Ala He Cys His Pro Leu His 

50 55 60 

Tyr Thr Ser Val Met Leu Pro Ser Leu Cys Gly Leu Leu Met Ala Val 
65 70 75 80 

Leu Trp Val Val Ala Asn Leu Phe Ser Leu Leu Phe Thr Leu Leu Met 

85 90 95 

Ala Gin Leu Ser Phe Cys Gly Asn Asn Thr He Pro His Phe Phe Cys 

100 105 110 

Asp Leu Ser Val Leu Leu Lys Leu Ser Cys Ser Asp Thr His He Val 
115 120 125 
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Glu Asn Leu Leu Leu lie Val Ser 

130 135 
lie Cys lie Leu Val Ser Tyr Ser 
145 150 
He Pro Ser Ala Lys Gly Lys Arg 
165 

His Leu Thr Val Val Ala Leu Phe 
180 

Phe Thr Pro Pro Ser Ser His Ser 
195 200 
Val Met Tyr Thr Val Val Thr Pro 
210 215 



Gly Leu Leu Gly Val Thr Pro Leu 
140 

Arg He Val Ala Thr Val Met Arg 
155 160 
Lys Thr Phe Ser Thr Cys Gly Ser 

170 175 
Tyr Cys Ala Gly Phe Gly Val Phe 
185 190 
Gly Gly Lys Asp Thr Ala Ala Ser 
205 



<210> 2514 
<211> 222 
<212> PRT 

<213> Unknown (3983377-dir-0-8 conceptual translation of range 1-666) 



<400>2514 



Ala 


Asn 


Leu 


Ser 


Ser 


Val 


Asp 


He 


Ser 


Ala 


Pro 


Ser 


Val 


He 


Val 


Pro 


1 








5 










10 










15 




Lys 


Ala 


Leu 


Val 
20 


Asn 


His 


Met 


Leu 


Gly 
25 


Ser 


Lys 


Ser 


He 


Ser 
30 


Tyr 


Thr 


Gly 


Cys 


Met 
35 


Thr 


Gin 


He 


Tyr 


Phe 
40 


Phe 


He 


Thr 


Phe 


Asn 
45 


Asn 


Met 


Asp 


Gly 


Phe 
50 


Leu 


Leu 


Ser 


Val 


Met 
55 


Ala 


Tyr 


Asp 


Arg 


Tyr 
60 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Met 


Met 


Met 


Arg 


Pro 


Arg 


Leu 


Cys 


Val 


Leu 


65 










70 










75 










80 


Leu 


Val 


Ala 


He 


Ser 


Trp Ala 


He 


Thr 


Asn 


Leu 


His 


Ala 


Leu 


Leu 


His 










85 










90 










95 




Thr 


Leu 


Leu 


Met 
100 


Val 


Arg 


Leu 


Thr 


Phe 
105 


Cys 


Ser 


His 


Asn 


Ala 
110 


Val 


His 


His 


Phe 


Phe 
115 


Cys 


Asp 


Pro 


Tyr 


Pro 
120 


He 


Leu 


Lys 


Leu 


Ser 
125 


Cys 


Ser 


Asp 


Thr 


Phe 


He 


Asn 


Asp 


Leu 


Met 


Val 


Phe 


Thr 


He Gly Gly 


Leu 


Val 


Phe 




130 










135 










140 










Met 


Thr 


Pro 


Phe 


Thr 


Cys 


He 


He 


Val 


Ser 


Tyr 


Ala 


Tyr 


He 


Phe 


Ser 


145 










150 










155 










160 


Lys 


Val 


Leu 


Lys 


Leu 
165 


Lys 


Ser 


Ala 


His 


Gly 
170 


He 


Arg 


Lys 


Ala 


Leu 
175 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Ala 


He 








180 










185 










190 






Leu 


Gly 


He 
195 


Tyr 


Met 


His 


Pro 


Ser 
200 


Ser 


Thr 


Tyr 


Thr 


Val 
205 


Gin 


Asp 


Thr 


Val 


Ala 
210 


Thr 


Val 


He 


Phe 


Thr 
215 


Val 


Val 


Thr 


Pro 


Met 
220 


Val 


Asn 







<210> 2515 
<211> 156 
<212> PRT 

<213> Unknown ( 902714-dir-0-6 conceptual translation of range 2-469) 



<400>2515 

He Cys His Pro Leu His Tyr Thr Val Met Met Arg Pro Arg Leu Cys 

15 10 15 

Val Leu Leu Val Ala Val Ser Trp Val He Thr Asn Leu His Ala Leu 

20 25 30 

Leu His Thr Leu Leu Met Val Gin Leu Thr Phe Cys Ser His Asn Ala 

35 40 45 

Val His His Phe Phe Cys Asp Pro Tyr Pro He Leu Lys Leu Ser Cys 
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50 55 60 

Ser Asp Thr Phe lie Asn Asp lie Thr Ala Phe Thr Val Gly Gly Leu 
65 70 75 80 

Thr Ser lie Thr Pro Phe Thr Cys lie Thr Val Ser Tyr Ala Tyr lie 

85 90 95 

Leu Ser Ser Val Leu Lys Phe Pro Ser lie Gin Gly lie Arg Lys Ala 

100 105 110 

Leu Ser Thr Cys Gly Ser His Leu Thr Val Val Ser Leu Phe Tyr Gly 

115 120 125 

Ala lie Leu Gly Val Tyr Met His Pro Ser Ser Thr Tyr Ser Leu Gin 

130 135 140 

Asp Thr Val Ala Thr Ala Phe Phe Thr Val Val Thr 
145 150 155 

<210> 2516 
<211> 216 
<212> PRT 

<213> Unknown (OST034-dir-0-8 conceptual translation of range 2-649) 
<400>2516 

Phe Ala Asp lie Ser Ser lie Ser Asn Ser Val Pro Lys Met Leu Val 

15 10 15 

Asn lie Gin Thr Lys Ser Gin Ser lie Ser Tyr Glu Ser Cys lie Thr 

20 25 30 

Gin Met Tyr Phe Ser lie Val Phe Val Val lie Asp Asn Leu Leu Leu 

35 40 45 

Gly Thr Met Ala Tyr Asp His Phe Val Ala He Cys His Pro Leu Asn 

50 55 60 

Tyr Thr He Leu Met Arg Pro Arg Phe Gly He Leu Leu Thr Val He 
65 70 75 ' 80 

Ser Trp Phe Leu Ser Asn He lie Ala Leu Thr His Thr Leu Leu Leu 

85 90 95 

He Gin Leu Leu Phe Cys Asn His Asn Thr Leu Pro His Phe Phe Cys 

100 105 110 

Asp Leu Ala Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr Leu He Asn 

115 120 125 

Glu Leu Val Leu Phe He Val Gly Leu Ser Val He He Phe Pro Phe 

130 135 140 

Thr Leu Ser Phe Phe Ser Tyr Val Cys He He Arg Ala Val Leu Arg 
145 150 155 160 

Val Ser Ser Thr Gin Gly Lys Trp Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Thr Val Val Leu Leu Phe Tyr Gly Thr He Val Gly Val Tyr 

180 185 190 

Phe Phe Pro Ser Ser Thr His Pro Glu Asp Thr Asp Lys He Gly Ala 

195 200 205 

Val Leu Phe Thr Val Val Thr Pro 
210 215 

<210> 2517 
<211> 323 
<212> PRT 

<213> Unknown (p!56-dir-0-12 conceptual translation of range 34-1003) 
<400>2517 

Ser Glu Leu Leu Glu Gly Gly Asn Gin Thr Ser Thr Phe Glu Phe Leu 

15 10 15 

Leu Trp Gly Leu Ser Asp Gin Pro Gin Gin Gin His He Phe Phe Leu 

20 25 30 

Leu Phe Leu Trp Met Tyr Val Val Thr Val Ala Gly Asn Leu Leu He 
35 40 45 
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val 


Leu 


Ala 


He 


Gly 


Thr 


Asp 


Thr 


HIS 


Leu 


HIS 


Thr 


Pro 


Met 


Tyr 


pne 




bU 










bb 










ou 










Pile 


Leu 


ax a 


Ser 


Leu 


ser 


Cys 


Ala 


Asp 


lie 


pne 


pne 


ml. ~- 

i nr 


Ser 


inr 


inr 


a c 










/U 




















ou 


Val 


Pro 


Lys 


Ala 


Leu 


val 


Asn 


lie 


bin 


i nr 


v^in 


ber 


Arg 


Ser 


lie 


Ser 










Q C 
O b 




















Q (% 




Tyr 


AJLa 


Gly 


Cys 


Leu 


Ala 


din 


Leu 


Tyr 


pne 


pne 


tjiy 


l nr 


Ala 


Leu 


Leu 








10U 










lUb 










1 1 u 






Leu 


Leu 


Tnr 


pne 


Gly 


Asp 


Met 


ASp 


Ti- 
ne 


pne 


Leu 


Leu 


Aia 


inr 


riet 


Aia 






1 1 c 

113 










1^ u 










1Z D 








Tyr 


Asp 


Arg 


Tyr 


val 


Ala 


lie 


cys 


HIS 


Pro 


Leu 


HIS 


Tyr 


Met 


riec 


ne 














IOC 

1 J J 










14U 










Met 


Ser 


Leu 


HIS 


Arg 


Cys 


Ala 


Leu 


Leu 


Val 


Thr 


Ala 


Cys 


Trp 


inr 


Leu 


1 A C 

14b 










IbO 










"ICC 

1 bb 










loU 


Thr 


Ser 


Leu 


Val 


Ala 


Met 


Thr 


His 


Thr 


pne 


Leu 


lie 


pne 


Arg 


Leu 


Ser 










165 










1 /U 










1 / b 




pne 


Cys 


Ser 


Lys 


-f- -i _ 
He 


Leu 


Pro 


Asp 


pne 


pne 


Cys 


Asp 


Leu 


Gly 


Pro 


Leu 








i Oft 

loU 










lob 










ton 






Met 


Lys 


Val 


Ser 


Cys 


Ser 


Asp 


Ala 


Gin 


Val 


Asn 


Glu 


Leu 


Val 


Leu 


Leu 






195 










200 


















Phe 


Leu 


Gly 


Gly 


Ala 


Val 


lie 


Leu 


lie 


Pro 


Pne 


Met 


Leu 


lie 


Leu 


Val 




210 










215 










220 










Ser 


Tyr 


He 


Arg 


He 


Val 


Ser 


Ala 


He 


Leu 


Arg 


Ala 


Pro 


Ser 


Ala 


Gin 


225 










230 










235 










240 


Gly Arg 


Cys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Val 


Val 


Val 










Z 4 b 
























Ala 


Leu 


Phe 


Phe 


Gly 


Thr 


Val 


He 


Arg 


Ala 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 








260 










265 










270 






Ser 


Ser 


Ser 


Asn 


Ser 


Val 


Lys 


Glu 


Asp 


Thr 


Val 


Ala 


Ala 


Val 


Met 


Tyr 






275 










280 










285 








Thr 


Val 


Val 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 




290 










295 










300 










Lys 


Asp 


Met 


Lys 


Ala 


Ala 


Val 


Val 


Arg 


Leu 


Leu 


Lys 


Gly 


Arg 


Val 


Ser 



305 310 315 320 

Leu Ser Gin 



<210> 2518 
<211> 320 
<212> PRT 

<213> Unknown (p38-dir-0-ll conceptual translation of range 34-993) 



<400>2518 



Ser 


Asp 


Leu 


Leu 


Glu 


Gly 


Gly Asn 


Gin 


Thr 


Ser 


Thr 


Phe 


Glu 


Phe 


Leu 


1 








5 










10 










15 




Leu 


Ser Gly 


Leu 


Ser 


Asp 


Gin 


Pro 


Gin 


Gin 


Gin 


His 


He 


Leu 


Phe 


Leu 








20 










25 










30 






Leu 


Phe 


Leu 
35 


Trp 


Met 


Tyr 


Val 


Val 
40 


Thr 


Val 


Ala 


Gly 


Asn 
45 


Leu 


Leu 


He 


Val 


Leu 


Ala 


He 


Gly Thr 


Asp 


Thr 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 




50 










55 










60 










Phe' 


Leu 


Ala 


Ser 


Leu 


Ser 


Cys 


Ala 


Asp 


He 


Phe 


Phe 


Thr 


Ser 


Thr 


Thr 


65 










70 










75 










80 


Val 


Pro 


Lys 


Ala 


Leu 
85 


Val 


Asn 


He 


Gin 


Thr 
90 


Gin 


Ser 


Arg 


Ser 


He 
95 


Ser 


Tyr 


Ala 


Gly 


Cys 
100 


Leu 


Ala 


Gin 


Leu 


Tyr 
105 


Phe 


Phe 


Leu 


Thr 


Phe 
110 


Gly 


Asp 


Met 


Asp 


He 
115 


Phe 


Leu 


Leu 


Ala 


Thr 
120 


Met 


Ala 


Tyr 


Asp 


Arg 
125 


Tyr 


Met 


Ala 


He 


Cys 
130 


His 


Pro 


Leu 


His 


Tyr 
135 


Met 


Met 


He 


Met 


Ser 
140 


Leu 


His 


Arg 


Cys 
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J1 - 

Ala 


Leu 


Leu 


val 


mr 


Ala 


Cys 


Trp 


Thr 


Leu 


Thr 


Ser 


Leu 


vai 


Ala 


Met 


1 A C 










1 C A 

lbU 










ICC 

155 










1 £ A 

lbU 


Tnr 


His 


Thr 


Pne 


Leu 


lie 


pne 


Arg 


Leu 


Ser 


Pne 


Cys 


Ser 


Lys 


He 


Tl- 
116 










lo J 










t n a 
1 /O 










1 / D 




Pro 


Asp 


Pne 


pne 


Cys 


Asp 


Leu 


Gly 


Pro 


Leu 


Met 


Lys 


val 


Ser 


Cys 


Ser 








1 O A 

loU 










toe 
lob 










1 A A 

iy o 






Asp 


Thr 


Gin 


Val 


Ser 


Glu 


Leu 


Val 


Leu 


Leu 


Pne 


Leu 


Gly 


Gly 


Ala 


val 






IOC 

19b 










o a f\ 










nn'r 








lie 


Leu 


He 


Pro 


Pne 


Met 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


He 


Arg 


lie 


val 




210 










215 










220 










Ser 


Ala 


T "I _ 

He 


Leu 


Arg 


Ala 


Pro 


Ser 


Ala 


Gin 


Gly 


Arg 


Arg 


Lys 


Ala 


pne 


IOC 










o "3 a 
^5 JO 










235 










O A A 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Val 


Val 


Val 


Ala 


Leu 


pne 


Pne 


Gly 


Thr 










"» A C 

245 










250 










255 




Val 


lie 


Arg 


Ala 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Ser 


Ser 


Ser 


Asn 


Ser 


Val 








260 










265 










270 






Asp 


Glu 


Asp 


Thr 


Ala 


Ala 


Ala 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Leu 






275 










280 










285 








Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Ala 


Ala 




290 










295 










300 










Val 


Val 


Arg 


Leu 


Leu 


Lys 


Gly Arg 


Val 


Ser 


Phe 


Ser 


Gin 


Gly 


Gin Gly 


305 










310 










315 










320 



<210> 2519 
<211> 317 
<212> PRT 

<213> Unknown (p27-dir-0-ll conceptual translation of range 34-984) 
<220> 

<221> VARIANT 

<222> (1)...(317) 

<223> Xaa = Any Amino Acid 



<400>2519 



Ser 


Glu 


Leu 


Leu 


Glu 


Gly 


Gly Asn 


Gin 


Thr 


Ser 


Thr 


Phe 


Glu 


Phe 


Leu 


1 








5 










10 










15 




Leu 


Trp 


Gly 


Leu 


Ser 


Asp 


Gin 


Pro 


Gin 


Gin 


Gin 


His 


He 


Phe 


Phe 


Leu 








20 










25 










30 






Leu 


Phe 


Leu 


Trp 


Met 


Tyr 


Val 


Val 


Thr 


Val 


Ala 


Gly 


Asn 


Leu 


Leu 


He 






35 










40 










45 








Val 


Leu 


Ala 


He 


Gly 


Thr 


Asp 


Thr 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 




50 










55 










60 










Phe 


Leu 


Ala 


Ser 


Leu 


Ser 


Cys 


Ala 


Asp 


He 


Phe 


Ser 


Thr 


Ser 


Thr 


Thr 


65 










70 










75 










80 


Val 


Pro 


Lys 


Ala 


Leu 


Val 


Asn 


He 


Gin 


Thr 


Gin 


Ser 


Arg 


Ser 


He 


Ser 










85 










90 










95 




Tyr 


Ala 


Gly 


Cys 


Leu 


Ala 


Gin 


Leu 


Tyr 


Phe 


Phe 


Leu 


Thr 


Phe 


Gly Asp 








100 










105 










110 






Met 


Asp 


He 


Phe 


Leu 


Pro 


Ala 


Thr 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 






115 










120 










125 








He 


Cys 


His 


Leu 


Leu 


His 


Tyr 


Met 


Met 


He 


Met 


Ser 


Leu 


His 


Arg 


Cys 




130 










135 










140 










Ala 


Phe 


Leu 


Val 


Thr 


Ala 


Cys 


Trp 


Thr 


Leu 


Thr 


Ser 


Leu 


Leu 


Ala 


Met 


145 










150 










155 










160 


Thr 


Arg 


Thr 


Phe 


Leu 


He 


Phe 


Arg 


Leu 


Ser 


Leu 


Cys 


Ser 


Xaa 


He 


Leu 










165 










170 










175 




Pro 


Gly 


Phe 


Phe 


Cys 


Asp 


Leu 


Gly 


Pro 


Leu 


Met 


Lys 


Val 


Ser 


Cys 


Ser 








180 










185 










190 






Asp 


Ala 


Gin 


Val 


Asn 


Glu 


Leu 


Val 


Leu 


Leu 


Phe 


Leu 


Gly 


Gly 


Ala 


Val 






195 










200 










205 








He 


Leu 


He 


Pro 


Phe 


Met 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


He 


Arg 


He 


Val 
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210 215 220 

Ser Ala lie Leu Arg Ala Pro Ser Ala Gin Gly Arg Arg Lys Ala Phe 
225 230 235 240 

Ser Thr Cys Asp Ser His Leu Val Val Val Ala Leu Phe Phe Gly Thr 

245 250 255 

Val lie Arg Ala Tyr Leu Cys Pro Ser Ser Ser Ser Ser Asn Ser Val 

260 265 270 

Lys Glu Asp Thr Ala Ala Ala Val Met Tyr Thr Val Val Thr Pro Leu 

275 280 285 

Leu Asn Pro Phe lie Tyr Ser Met Arg Asn Lys Asp Met Lys Ala Ala 

290 295 300 

Val Val Arg Leu Leu Lys Gly Arg Val Ser Phe Ser Gin 
305 310 315 



<210> 2520 
<211> 242 
<212> PRT 

<213> Unknown (p80-dir-0-9 conceptual translation of range 5-731) 



<400>2520 



Thr 


Asp 


lie 


Phe 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Ala 


Leu 


Val 


Asn 


1 








5 










10 










15 




lie 


Gin 


Thr 


Gin 


Ser 


Thr 


Ser 


lie 


Ser 


Tyr 


Ala 


Gly 


Cys 


Leu 


Ala 


Gin 








20 










25 










30 






Leu 


Tyr 


Phe 


Phe 


Leu 


Thr 


Phe 


Gly 


Asp 


Met 


Asp 


He 


Phe 


Leu 


Leu 


Ala 






35 










40 










45 








Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 




50 










55 










60 










Met 


Met 


lie 


Met 


Ser 


Leu 


Arg 


Arg 


Cys 


Ala 


Val 


Leu 


Val 


Ala 


Ala 


Cys 


65 










70 










75 










80 


Trp 


Thr 


Leu 


Thr 


Ser 


Leu 


Val 


Ala 


Met 


Thr 


His 


Thr 


Phe 


Leu 


He 


Ser 










85 










90 










95 




Gin 


Leu 


Ser 


Phe 


Cys 


Ser 


Lys 


lie 


lie 


Pro 


Asp 


Phe 


Phe 


Cys 


Asp 


Leu 








100 










105 










110 






Gly 


Pro 


Leu 


Met 


Lys 


Val 


Ser 


Cys 


Phe 


Asp 


Thr 


Gin 


Val 


Asn 


Glu 


Leu 






115 










120 










125 








Val 


Leu 


Leu 


Phe 


Leu Gly Gly Thr Val 


He 


Leu 


He 


Pro 


Phe 


Met 


Leu 




130 










135 










140 










Val 


Leu 


Val 


Ser 


Tyr 


lie 


Gin 


lie 


Val 


Ser 


Ala 


He 


Leu 


Arg 


Ala 


Pro 


145 










150 










155 










160 


Ser 


Ala 


Gin 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 










165 










170 










175 




Val 


Val 


Val 


Ala 


Leu 


Phe 


Phe 


Gly Thr 


Val 


He 


Arg 


Ala 


Tyr 


Leu 


Cys 








180 










185 










190 






Pro 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Val 


Glu 


Glu 


Asp 


Thr 


Ala 


Ala 


Ala 






195 










200 










205 








Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 




210 










215 










220 










Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Ala 


Ala 


Val 


Val 


Arg 


Leu 


Leu 


Lys 


Gly 


225 










230 










235 










240 



Arg Val 



<210> 2521 
<211> 225 
<212> PRT 

<213> Unknown (3983403-dir-0-8 conceptual translation of range 1-675) 
<400>2521 

Ala Thr Leu Ser Cys Val Asp He Leu Phe Thr Ser Thr Thr Val Pro 
15 10 15 
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Lys 


Ala 


Leu 


val 


Asn He 


MIS 


rpV» -v- 

inr 


Gin 


Ser 


Arg 


Thr 


He 


Ser 


Tyr 


Ala 


















o c 

2 D 










30 






Gly Cys 


Leu 


val 


bin 


Leu 


Tyr 


.fne 


pne 


Leu 


Thr 


Phe 


Gly 


Asp 


Met 


Asp 
















A A 










4b 








± i e 


Pne 


Leu 


Leu 


Ala 


Thr 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 




bU 










55 










oO 










LI ■» «- 

HIS 


Pro 


Leu 


MIS 


Tyr 


Arg 


Met 


lie 


Met 


Ser 


Phe 


Gin 


Arg 


Cys 


Ser 


Leu 


b b 










70 










/b 










80 


Leu 


val 


i nr 


Val 


Cys 


Trp Thr 


Leu 


Thr 


Thr 


Val 


Val 


Ala 


Met 


Thr 


His 










85 










9 0 










95 




inr 


Pne 


Leu 


lie 


Phe 


Arg 


Leu 


Ser 


pne 


Cys 


Ser 


Gin 


Lys 


Val 


He 


Pro 








i on 

1UU 










lUb 










110 






Asp 


Phe 


rne 


Cys 


Asp Leu Gly 


Pro 


Leu 


Met 


Lys 


He 


Ala 


Cys 


Ser 


Glu 






lie: 










l^U 










125 








Thr 


Arg 


Tin 

lie 


Asn 


Glu 


Leu 


Val 


Leu 


Leu 


Phe 


Leu 


Gly 


Gly 


Ala 


Val 


He 




130 










135 










140 










Leu 


He 


Pro 


Pne 


Leu 


Leu 


lie 


Leu 


Met 


Ser 


Tyr 


He 


Arg 


He 


Val 


Ser 


145 










150 










155 










160 


Ala 


He 


Leu 


Arg 


Val 


Pro 


Ser 


Ala 


Gin 


Gly Arg Arg 


Lys 


Ala 


Phe 


Ser 










165 










170 










175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ala 


Leu 


Phe 


Phe 


Gly 


Thr 


Val 








180 










185 










190 






lie 


Arg 


Ala 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Ser 


Ser 


Ser 


Asn 


Ser 


Val 


Val 






195 










200 










205 








Glu 


Asp 


Thr 


Ala 


Ala 


Ala 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Val 


Leu 




210 










215 










220 










Asn 

































225 



<210> 2522 
<211> 217 
<212> PRT 

<213> Unknown (p!44-dir-0-8 conceptual translation of range 5-654) 



<400>2522 




























Asp 


Asp 


He 


Leu 


Leu 


Val 


Ser 


Thr 


He 


Val 


Pro 


Lys 


Ala 


Leu 


Val 


Asn 


1 








5 










10 










15 




He 


His 


Thr 


Gin 


Ser 


Arg 


Thr 


He 


Ser 


Tyr 


Ala 


Gly Cys 


Leu 


Val 


Gin 








20 










25 










30 






Leu 


Tyr 


Phe 
35 


Phe 


Leu 


Thr 


Phe 


Gly 
40 


Asp 


Met 


Asp 


He 


Phe 
45 


Leu 


Leu 


Ala 


Thr 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 




50 










55 










60 








Arg 


Met 


He 


Met 


Ser 


Phe 


Gin 


Arg 


Cys 


Ser 


Leu 


Leu 


Val 


Thr 


Val 


Cys 


65 










70 










75 










80 


Trp 


lie 


Leu 


Thr 


Thr 
85 


Val 


Val 


Ala 


Met 


Thr 
90 


His 


Thr 


Phe 


Leu 


He 
95 


Phe 


Trp 


Phe 


Ser 


Phe 
100 


Tyr 


Ser 


Lys 


Lys 


Val 
105 


He 


Pro 


Gly 


Phe 


Phe 
110 


Cys 


Asp 


Leu 


Glu 


Pro 
115 


Leu 


He 


Lys 


He 


Pro 
120 


Cys 


Ser 


Glu 


Thr 


Arg 
125 


He 


Asn 


Glu 


Leu 


Val 
130 


Leu 


Leu 


Phe 


Leu 


Gly 
135 


Ser 


Ala 


Val 


Val 


Phe 
140 


He 


Leu 


Leu 


Leu 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


He 


Gin 


He 


Val 


Ser 


Ala 


He 


Phe 


Arg 


Val 


145 










150 










155 








160 


Pro 


Ser 


Ala 


Gin Gly Arg His 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 










165 










170 










175 




Leu 


Ser 


Val 


Val 
180 


Ala 


Leu 


Phe 


Phe 


Gly 
185 


Thr 


Val 


He 


Arg 


Ala 
190 


Tyr 


Leu 


Cys 


Pro 


Ser 
195 


Ser 


Ser 


Ser 


Ser 


Asn 
200 


Ser 


Val 


Val 


Glu 


Asp 
205 


Thr 


Ala 


Ala 
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Ala Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2523 
<211> 215 
<212> PRT 

<213> Unknown (plll-dir-0-8 conceptual translation of range 2-646) 
<220> 

<221> VARIANT 

<222> (1) . . . (215) 

<223> Xaa = Any Amino Acid 



<400>2523 



Val 


Val 


Asp 


Val 


Cys 


Phe 


Ser 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asp 


Met 


Gin 


Thr 
20 


Gly 


Ser 


His 


Thr 


He 

25 


Ser 


Gin 


Ala 


Asp 


Cys 
30 


Leu 


Ser 


Gin 


Val 


Tyr 


Phe 


Ser 


He 


Leu 


Phe 


Gly Asp 


Leu 


Asp 


Asp 


Phe 


Leu 


Leu 






35 










40 










45 








Ala 


Val 
50 


Met 


Ser 


Phe 


Asp 


Xaa 
55 


Tyr 


Met 


Ala 


He 


Cys 
60 


Arg 


Pro 


Leu 


Cys 


Tyr 


Ala 


Thr 


Ala 


Met 


Ser 


Ser 


Gin 


Cys 


Cys 


Val 


Leu 


Leu 


Val 


Ala 


Thr 


65 










70 










75 










80 


Cys 


Trp 


Val 


He 


Ala 


Gin 


Leu 


Asn 


Ser 


Leu 


Leu 


His 


Thr 


Val 


Leu 


Leu 








85 










90 










95 




Ala 


Gin 


Leu 


Thr 
100 


Phe 


Cys 


Ala 


Asp 


His 
105 


Thr 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Leu 


Ala 


Leu 


Leu 


Leu 


Pro 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Ser 


He 


Asn 




115 










120 










125 








Glu 


Leu 


Val 


Leu 


Met 


Ser 


Met 


Gly 


Gly Ala 


Gly 


He 


Leu 


He 


Pro 


Leu 




130 










135 










140 










Met 


Cys 


lie 


Leu 


Gly 


Ser 


Tyr 


Ala 


Gin 


He 


He 


Ser 


Ala 


He 


Leu 


Arg 


145 










150 










155 










160 


Met 


Pro 


Ser 


Ala Gly 


Ser 


Lys 


Arg 


He 


Ala 


Phe 


Ser 


Thr 


Ser 


Ser 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 


Val 


Ser 


Leu 


Phe 


Tyr Gly Thr Val 


He 


Ser 


Glu 


Tyr 








180 










185 










190 






Leu 


Cys 


Pro 
195 


Ser 


Pro 


Ser 


Gly 


Ser 
200 


Ser 


Asp 


Glu 


Ser 


Ser 
205 


Leu 


Ala 


Ala 


Val 


Leu 
210 


Tyr 


Ala 


Val 


Val 


Thr 
215 





















<210> 2524 
<211> 216 
<212> PRT 

<213> Unknown (2921629-dir-0-8 conceptual translation of range 2-649) 



<400>2524 



Phe 


Val 


Asp 


Met 


Gly 


Leu 


Thr 


Ser 


Ser 


Thr 


Val 


Thr 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


He 


Gin 


Thr 


Arg 


His 


His 


Thr 


He 


Thr 


Tyr 


Thr 


Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Phe 


Leu 


Met 


Phe Gly 


Asp 


Leu 


Asp 


Ser 


Phe 


Phe 


Leu 






35 










40 










45 








Ala 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


His 


Pro 


Leu 


Cys 


Tyr 


Ser 


Thr 


Val 


Met 


Arg 


Pro 


Gin 


Val 


Cys 


Ala 


Leu 


Met 


Leu 


Ala 


Leu 


65 










70 










75 










80 


Cys 


Trp 


Val 


Leu 


Thr 


Asn 


He 


Val 


Ala 


Leu 


Thr 


His 


Thr 


Phe 


Leu 


Met 








85 










90 










95 
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Ala Arg Leu Ser Phe Cys Val Thr Gly Glu lie Ala His Phe Phe Cys 

100 105 110 

Asp lie Thr Pro Val Leu Lys Leu Ser Cys Ser Asp Thr His lie Asn 

115 120 125 

Glu Met Met Val Phe Val Leu Gly Gly Thr Val Leu lie Val Pro Phe 

130 135 140 

Leu Cys lie Val Thr Ser Tyr lie His lie Val Pro Ala lie Leu Arg 
145 " 150 155 160 

Val Arg Thr Arg Gly Gly Val Gly Lys Ala Phe Ser Thr Cys Ser Ser 

165 170 175 

His Leu Cys Val Val Cys Val Phe Tyr Gly Thr Leu Phe Ser Ala Tyr 

180 185 190 

Leu Cys Pro Pro Ser lie Ala Ser Glu Glu Lys Asp lie Ala Ala Ala 

195 200 205 

Ala Met Tyr Thr lie Val Thr Pro 
210 215 

<210> 2525 
<211> 342 
<212> PRT 

<213> Unknown ( 1256388-dir-2-13 conceptual translation of range 379-1402) 
<220> 

<221> VARIANT 

<222> (1) . . . (342) 

<223> Xaa = Any Amino Acid 

<400>2525 

Phe Xaa Leu Ser Phe Leu Asn Tyr Arg Cys Ser lie Arg Met Glu Asn 

15 10 15 

Gin Ser Ser Val Ser Glu Phe Phe Leu Arg Gly lie Ser Gly Phe Pro 

20 25 30 

Glu Gin Gin Gin Leu Leu Tyr Gly Leu Phe Leu Cys Met Tyr Leu Val 

35 40 45 

Thr Leu Thr Gly Asn Val Leu lie lie Leu Ala lie Gly Ser Asp Pro 

50 55 60 

His Leu His Thr Pro Met Tyr Phe Phe Leu Ala Asn Leu Ser Phe Ala 
65 70 75 80 

Asp Met Gly Leu He Ser Ser Thr Val Thr Lys Met Leu Phe Asn Val 

85 90 95 

Gin Thr Gin Cys His Thr He Ser Tyr Thr Gly Cys Leu Thr Gin Met 

100 105 110 

Tyr Leu Phe Met Met Phe Gly Asp Leu Asp Ser Phe Phe Leu Ala Val 

115 120 125 

Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu His Tyr Ser 

130 135 140 

Thr He Met Asn Ala Arg He Cys Val Leu Met Leu He Leu Cys Trp 
145 150 155 160 

He Leu Thr Asn Val Val Ala Leu Thr His Thr Leu Leu Met Ala Arg 

165 170 175 

Leu Ser Phe Cys Val Val Gly Glu He Ala His Phe Phe Cys Asp Val 

180 185 190 

Thr Ser Val Met Lys Leu Ser Cys Ser Asp Thr His Val Asn Glu Leu 

195 200 205 

Val Leu Ser Gly Phe Gly Gly Thr Val Leu Met Val Pro Phe Val Ser 

210 215 220 

He Val He Ser Tyr Val His He Val Phe Ala Val Leu Arg He Gin 
225 230 235 240 

Ser Ser Gly Gly Ser Ser Lys Ala Phe Ser Thr Cys Ser Ser His Leu 

245 250 255 

Cys Val Val Cys Val Phe Tyr Gly Thr Leu Phe Ser Val Tyr Leu Phe 
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260 265 270 

Pro Ser Ser Val Glu Thr Thr Glu Lys Asp Val Ala Ala Ala Ala Met 

275 280 285 

Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe lie Tyr Ser Leu Arg 

290 295 300 

Asn Lys Asp lie Lys Gly Ala Leu Lys Arg Leu Leu Ser His Arg Arg 
305 310 315 320 

lie Leu Ser Ser Xaa lie Xaa Thr Arg Gin Val Phe Asn Lys Lys Thr 

325 330 335 

Gly Val Glu Ser Asp Lys 
340 

<210> 2526 
<211> 216 
<212> PRT 

<213> Unknown (plOl-dir-0-8 conceptual translation of range 2-649) 
<400>2526 

Phe Ala Asp lie Cys Phe Thr Ser Ala Ser lie Pro Lys Met Leu Val 

15 10 15 

Asn He Glu Thr Gin Gin Gin Thr He Ser Tyr Val Gly Cys He Thr 

20 25 30 

Gin Leu Tyr Phe Leu Leu Met Phe Gly Gly Leu Asp Asn Leu Leu Leu 

35 40 45 

Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Arg Pro Leu His 

50 55 60 

Tyr Thr Thr Val Met Ser Pro Gin His Cys Val Leu Met Leu Ser Val 
65 70 75 80 

Cys Trp Ala Leu Thr Asn He Pro Ala Leu Thr His Ser He Leu Leu 

85 90 95 

Ala His Leu Asp Phe Cys Ser His His Ala He Pro His Phe Tyr Cys 

100 105 HO 

Asp He Ser Pro Leu Leu Lys Leu Ala Cys Ser Asp Ala His Leu Asn 

115 120 125 

Glu Leu Met Val He He Met Gly Ala He Phe Leu Thr Gly Pro Leu 

130 135 140 

Ala Leu He Val Leu Ser Tyr Ala His He Thr Ser Ala He Leu Gly 
145 150 155 160 

Phe Ser Ser Pro Glu Gly Arg Trp Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Thr Val Val Leu Leu Phe Tyr Gly Ser Leu Met Gly Val Tyr 

180 185 190 

Leu Phe Pro Ser Ser Ser Tyr Ser Val Gin Arg Glu Ser Ser Ala Ala 

195 200 205 

Val Leu Tyr Met Val Val Thr Pro 
210. 215 

<210> 2527 
<211> 176 
<212> PRT 

<213> Unknown ( 3273640-dir-0-7 conceptual translation of range 4-531) 
<400>2527 

Gin Ala Leu Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu His 

15 10 15 

Tyr Thr Thr He Met Ser Pro Gin Leu Cys Gly Leu Leu Ala Gly Gly 

20 25 30 

Leu Trp Met Leu Ser Cys Phe He Ser Leu Thr His He Leu Leu Met 

35 40 45 

Ala Arg Leu Val Phe Cys Gly Asn Asn Lys He Pro His Tyr Phe Cys 
50 55 60 
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Asp 


Leu 


Thr 


Pro 


Leu 


Leu 


Arg 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


Ser 


Val 


Asn 


65 










70 










75 








80 


Lys 


He 


Phe 


Val 


Leu 
85 


He 


Val 


Ala 


Gly 


Met 
90 


Val 


He 


Ala 


Thr 


Pro 
95 


Phe 


lie 


Cys 


He 


Leu 


Ala 


Ser 


Tyr 


Val 


Arg 


He 


He 


Val 


Ala 


He 


Met 


Lys 








100 










105 










110 




Val 


Pro 


Ser 


Ala 


Gly 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 






115 










120 










125 






His 


Leu 


Ser 


Val 


Val 


Ala 


Leu 


Phe 


Tyr 


Gly 


Thr 


Thr 


He 


Gly Val 


Tyr 




130 










135 










140 










Leu 


Cys 


Pro 


Ser 


Ser 


Val 


Arg 


Thr 


Ala 


Val 


Lys 


Glu 


Lys 


Ala 


Ser 


Ala 


145 










150 










155 










160 


Val 


Met 


Tyr 


Thr 


Ala 
165 


Val 


Thr 


Pro 


Met 


Leu 
170 


Asn 


Pro 


Phe 


He 


Cys 
175 


Ser 



<210> 2528 
<211> 175 
<212> PRT 

<213> Unknown (3273644-dir-0-7 conceptual translation of range 4-528) 
<400>2528 



Ala 


Leu 


Glu 


Tyr Asp Arg 


Phe 


Leu 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


1 








5 










10 










15 




Thr 


Thr 


He 


Met 


Ser 


Pro 


Gin 


Leu 


Cys 


Gly 


Leu 


Leu 


Ala 


Gly 


Gly 


Leu 








20 










25 










30 






Trp 


Met 


Leu 


Ser 


Cys 


Phe 


He 


Ser 


Leu 


Thr 


His 


He 


Leu 


Leu 


Met 


Ala 






35 










40 










45 








Arg 


Leu 


Val 


Phe 


Cys 


Gly Asn Asn 


Lys 


He 


Pro 


His 


Tyr 


Phe 


Cys 


Asp 




50 










55 










60 








Leu 


Thr 


Pro 


Leu 


Leu 


Arg 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


Ser 


Val 


Asn 


Lys 


65 










70 










75 










80 


He 


Phe 


Val 


Leu 


He 


Val 


Ala 


Gly Met 


Val 


He 


Ala 


Thr 


Pro 


Phe 


He 










85 










90 










95 




Cys 


He 


Leu 


Ala 


Ser 


Tyr 


Val 


Arg 


He 


He 


Val 


Ala 


He 


Met 


Lys 


Val 








100 










105 










110 






Pro 


Ser 


Ala 


Gly Gly Arg Lys Lys Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 






115 










120 










125 








Leu 


Ser 


Val 


Val 


Ala 


Leu 


Phe 


Tyr 


Gly 


Thr 


Thr 


He 


Gly Val 


Tyr 


Leu 




130 










135 










140 








Cys 


Pro 


Ser 


Ser 


Val 


Arg 


Thr 


Ala 


Val 


Lys 


Glu 


Lys 


Ala 


Ser 


Ala 


Val 


145 










150 










155 










160 


Met 


Tyr 


Thr 


Ala 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Cys 


Ser 












165 










170 








175 





<210> 2529 
<211> 158 
<212> PRT 

<213> Unknown ( 3273656-dir-0-6 conceptual translation of range 4-477) 



<400>2529 




























Ala 


Leu 


Glu 


Tyr 


Asp Arg 


Phe 


Leu 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


1 








5 










10 










15 




Thr 


Thr 


Thr 


Met 


Ser 


Pro 


Gin 


Leu 


Cys 


Gly Leu 


Leu 


Ala 


Gly Gly Leu 








20 










25 










30 






Trp 


Met 


Leu 


Ser 


Cys 


Phe 


He 


Ser 


Leu 


Thr 


His 


He 


Leu 


Leu 


Met 


Ala 






35 










40 










45 








Arg 


Leu 


Val 


Phe 


Cys 


Gly Asn 


Asn 


Lys 


He 


Pro 


His 


Tyr 


Phe 


Cys 


Asp 




50 










55 










60 








Leu 


Thr 


Pro 


Leu 


Leu 


Arg 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


Ser 


Val 


Asn 


Lys 


65 










70 










75 










80 


He 


Phe 


Val 


Leu 


He 


Val 


Ala 


Gly Met 


Val 


He 


Ala 


Thr 


Pro 


Phe 


He 
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85 90 95 

Cys He Leu Ser Ser Tyr Val Arg He He Val Ala He Met Lys Val 

100 105 110 

Pro Ser Ala Gly Gly Arg Lys Lys Ala Phe Ser Thr Cys Ser Ser His 

115 120 125 

Leu Ser Val Val Cys Thr Leu Tyr Gly Thr Thr He Gly Val Tyr Leu 

130 135 140 

Cys Pro Ala Ser Val Arg Thr Ala Val Lys Glu Asn Ala Ser 
145 150 155 

<210> 2530 
<211> 176 
<212> PRT 

<213> Unknown (3273 650-dir-0-7 conceptual translation of range 1-528) 



<400>2530 



Gin 


Ala 


Leu 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 


1 








5 










10 










15 




Tyr 


Thr 


Thr 


He 
20 


Met 


Ser 


Pro 


Arg 


Leu 

25 


Cys 


Gly 


Leu 


Leu 


Ala 

30 


Gly 


Thr 


Pro 


Trp 


Met 
35 


Phe 


Pro 


Thr 


Leu 


Phe 
40 


Pro 


Leu 


Thr 


His 


He 
45 


Leu 


Leu 


Met 


Val 


Arg 
50 


Leu 


Val 


Phe 


Cys 


Gly 
55 


Asn 


Asn 


Lys 


He 


Pro 
60 


His 


Tyr 


Phe 


Cys 


Asp 


Leu 


Thr 


Pro 


Leu 


Leu 


Arg 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


Ser 


Val 


Asn 


65 










70 










75 










80 


Lys 


He 


Phe 


Val 


Leu 
85 


He 


Val 


Ala 


Gly 


Met 
90 


Val 


He 


Ala 


Thr 


Pro 
95 


Phe 


He 


Cys 


He 


Leu 
100 


Ala 


Ser 


Tyr 


Val 


Arg 
105 


He 


He 


Val 


Ala 


He 
110 


Met 


Lys 


Val 


Pro 


Ser 
115 


Ala 


Gly 


Gly 


Arg 


Lys 
120 


Lys 


Ala 


Phe 


Ser 


Thr 
125 


Cys 


Ser 


Ser 


His 


Leu 
130 


Ser 


Val 


Val 


Thr 


Leu 
135 


Leu 


Tyr 


Gly 


Thr 


Thr 
140 


He 


Gly 


Val 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Val 


Arg 


Thr 


Ala 


Val 


Lys 


Glu 


Lys 


Ala 


Ser 


Ala 


145 










150 










155 










160 


Val 


Met 


Tyr 


Thr 


Leu 
165 


Val 


Thr 


Pro 


Met 


Leu 
170 


Asn 


Pro 


Phe 


He 


Cys 
175 


Ser 



<210> 2531 
<211> 157 
<212> PRT 

<213> Unknown (902676-dir-0-6 conceptual translation of range 2-472) 



<400>2531 



He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Ser 


Thr 


He 


Met 


Ser 


Pro 


Arg 


Leu 


Cys 


1 








5 










10 










15 




Gly 


Leu 


Leu 


Val 
20 


Gly 


Val 


Pro 


Trp 


Val 

25 


Tyr 


Ser 


Cys 


Phe 


He 
30 


Ser 


Leu 


Thr 


His 


He 
35 


Leu 


Leu 


Met 


Ala 


Arg 
40 


Leu 


Val 


Phe 


Cys 


Gly 
45 


Lys 


Asn 


Glu 


Leu 


Pro 
50 


His 


Tyr 


Phe 


Cys 


Asp 
55 


Leu 


Thr 


Pro 


Leu 


Leu 
60 


Arg 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


Thr 


Val 


Asn 


Lys 


He 


Phe 


Val 


Leu 


He 


Val 


Ala 


Gly 


Met 


65 










70 










75 










80 


Val 


He 


Ala 


Thr 


Pro 
85 


Phe 


Val 


Cys 


He 


Leu 
90 


Ala 


Ser 


Tyr 


Ala 


Arg 
95 


He 


He 


Val 


Ala 


He 


Met 


Lys 


Val 


Pro 


Ser 


Ala 


Gly 


Gly Arg 


Lys 


Lys 


Ala 








100 










105 










110 






Phe 


Ser 


Thr 
115 


Cys 


Ser 


Ser 


His 


Leu 
120 


Ser 


Val 


Val 


Ala 


Leu 
125 


Phe 


Tyr 


Gly 
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Thr Thr He Gly Val Tyr Leu Cys Pro Ser Ser Val Arg Thr Ala Val 

130 135 140 

Lys Glu Lys Ala Ser Ala Val Met Tyr Thr Ala Val Thr 
145 150 155 

<210> 2532 
<211> 313 
<212> PRT 

<213> Unknown (p82-dir-0-ll conceptual translation of range 1-939) 
<400>2532 

Met Glu Pro Arg Asn Gin Thr Ser Ala Ser Gin Phe He Leu Leu Gly 

15 10 15 

Leu Ser Glu Lys Pro Glu Gin Glu Thr Leu Leu Phe Ser Leu Phe Phe 

20 25 30 

Cys Met Tyr Leu Val Met Val Val Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He Ser He Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Leu Val Asp Phe Cys Leu Ala Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Ser Leu Gin Thr Gly Ser Lys Ala He Ser Tyr Pro Cys 

85 90 95 

Cys Leu He Gin Met Tyr Phe Phe His Phe Phe Gly lie Val Asp Ser 

100 105 110 

Val He He Ala Met Met Ala Tyr Asp Arg Phe Val Ala He Cys His 

115 120 125 

Pro Leu His Tyr Ala Lys He Met Ser Leu Arg Leu Cys Arg Leu Leu 

130 135 140 

Val Gly Ala Leu Trp Ala Phe Ser Cys Phe He Ser Leu Thr His He 
145 150 155 160 

Leu Leu Met Ala Arg Leu Val Phe Cys Gly Ser His Glu Val Pro His 

165 170 175 

Tyr Phe Cys Asp Leu Thr Pro He Leu Arg Leu Ser Cys Thr Asp Thr 

180 185 190 

Ser Val Asn Arg He Phe He Leu He Val Ala Gly Met Val He Ala 

195 200 205 

Thr Pro Phe Val Cys He Leu Ala Ser Tyr Ala Arg He Leu Val Ala 

210 215 220 

He Met Lys Val Pro Ser Ala Gly Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His Leu Ser Val Val Ala Leu Phe Tyr Gly Thr Thr He 

245 250 255 

Gly Val Tyr Leu Cys Pro Ser Ser Val Leu Thr Thr Val Lys Glu Lys 

260 265 270 

Ala Ser Ala Val Met Tyr Thr Ala Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp Leu Lys Gly Ala Leu Arg Lys Leu 

290 295 300 

Val Asn Arg Lys He Thr Ser Ser Ser 
305 310 

<210> 2533 
<211> 157 
<212> PRT 

<213> Unknown (90233 l-dir-0-6 conceptual translation of range 2-472) 
<400>2533 

He Cys His Pro Leu His Tyr Thr Ala Arg Met Asn Leu Cys Leu Cys 

1 5 10 15 

Val Gin Leu Val Ala Gly Leu Trp Leu Val Thr Tyr Leu His Ala Leu 
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Z D 










JO 






L6u His 


inr 


vdl 


Lieu. 


lie 


Ala 


t»m 


Leu 


Ser 


Til* ~ 

Pne 


Cys 


Ala 


Ser 


Asn 


He 




■J o 




























lie iixs 


xijLS 


rTie 


Leu 


Cys 


Asp 


Leu 


Asn 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 






















OU 










»3cr Asp 


val 


Ser 


trie 


Asn 


Val 


Met 


Tl Q 

lie 


lie 


Pne 


A±a 


Val 


Gly 


Asp 


Leu 










*7 n 

/ U 










/ D 










80 


T 1 Ala 
L»cU Aid 


L6U 


i nr 


fro 


Leu 


vai 


Cys 


Ti- 
ne 


Leu 


val 


Ser 


Tyr 


Gly 


Leu 


He 


















y u 










95 




Phe Ser 


Thr 


Val 


Leu 


Lys 


He 


Thr 


Ser 


Thr 


Gin 


Gly 


Lys 


Gin 


Arg 


Ala 






100 










105 










110 






Val Ser 


Thr 


Cys 


Ser 


Cys 


His 


Leu 


Ser 


Val 


Val 


Val 


Leu 


Phe 


Tyr 


Gly 




115 










120 










125 








Thr Ala 


He 


Ala 


Val 


Tyr 


Phe 


Ser 


Pro 


Ser 


Ser 


Pro 


His 


Met 


Pro 


Glu 


130 










135 










140 










Ser Asp 


Thr 


Leu 


Ser 


Thr 


He 


Met 


Tyr 


Ser 


Met 


Val 


Ala 








145 








150 










155 












<210> 2534 




























<211> 217 




























<212> PRT 





























<213> Unknown (pl52-rev-0-8 conceptual translation of range 2-652) 
<400>2534 

Phe Leu Asp He Gly Phe He Ser Thr He He Pro Lys Met Leu Asp 

1 5 10 15 

His He Ser Ser Gly He Lys Leu He Ser Tyr Gly Glu Cys Leu Thr 

20 25 30 

Gin Leu Tyr Phe Ser Gly Leu Phe Ala Asp Leu Asp Asn Asn Phe Leu 

35 40 45 

Leu Ala Val Met Ala Leu Asp Arg Tyr Val Ala He Ser His Pro Leu 

50 55 60 

His Tyr Ala Leu Thr Met Asn Ser Gin Arg Cys Val Leu Leu Val Ala 
65 70 75 80 

Val Ser Trp Val He Thr He Leu His Ala Leu Val His Thr Leu Leu 

85 90 95 

Val Thr Arg Leu Ser Phe Cys Gly Pro Asn He He Pro His Phe Phe 

100 105 110 

Cys Asp Leu Val Pro Leu Leu Lys Leu Ala Cys Ser Ser Thr Cys Val 

115 120 125 

Asn Asp Leu Val Leu He Leu Val Ala Gly Thr Leu Leu He Ala Pro 

130 135 140 

Phe Val Cys He Leu Met Ser Tyr Phe Tyr He Ala Leu Ala He Leu 
145 150 155 160 

Arg lie Asp Ser Pro Arg Gly Lys Gin Arg Ala Phe Ser Ser Cys Thr 

165 170 175 

Ser His Leu Ser Val Val Ser Leu Phe Tyr Ser Thr Ala He Gly Val 

180 185 190 

Tyr Leu Cys Pro Pro Ser Ser His Ser Asp Gly Lys Asp Arg Val Phe 

195 200 205 

Ser Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2535 
<211> 156 
<212> PRT 

<213> Unknown ( 9023 17-dir-0-6 conceptual translation of range 5-472) 
<400>2535 

Cys His Pro Phe His Tyr Thr Met He Leu Thr Arg Met Leu Cys Val 
15 10 15 
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Lys 


11 tr U. 


Val 


Val 


Met 




His 


Ala 


Leu 


Ser 


His 


Leu 


His 


Ala 


Met 


Leu 








20 










25 










30 






His 


Thr 


Phe 


Leu 


Met 


Glv 


Gin 


Leu 


lie 


Phe 


Cvs 

V- Jf o 


Ala 


Asp 


Asn 


Ara 


He 






35 










40 










45 








XT -L- U 


Hi e> 
nib 


Phe 


Phe 


Owe; 


Asp 


Leu 




Ala 


Leu 


Met 


Lys 


He 


Ser 


Cvs 


Thr 




50 










55 










60 










Ser 


Thr 


Tyr 


Leu 


Asn 


Thr 


Leu 


Met 


lie 


His 


Thr 


Glu 


Glv 


Ala 


Val 


Val 


65 










70 










75 










80 


lie 


c pr 
Oci 


Gly Ala 


Leu 


Ala 


Phe 


lie 


Thr 


Ala 


Ser 


Tvr 


Ala 


Cvs 


He 


He 










85 










90 










95 




Leu 


Val 


Val 


Leu 


Arg 


lie 


Pro 


Ser 


Ala 


Lys 


Gly 


Arg 


Trp 


Lys 


Thr 


Phe 








100 










105 










110 






Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


He 


Phe 


Tyr 


Gly 


Thr 






115 










120 










125 








Leu 


Ser 


Trp 


Val 


Tyr 


Phe 


Arg 


Pro 


Leu 


Ser 


Ser 


Tyr 


Ser 


Val 


Thr 


Lys 




130 










135 










140 










Gly 


Arg 


lie 


lie 


Thr 


Val 


Val 


Tyr 


Thr 


Val 


Val 


Thr 











145 150 155 



<210> 2536 
<211> 215 
<212> PRT 

<213> Unknown (OST226-dir-0-8 conceptual translation of range 2-646) 



<400>2536 



Leu 


Thr 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Gin 


1 








5 










10 










15 




He 


He 


Phe 


Ser 
20 


Pro 


Thr 


Lys 


Val 


He 
25 


Ser 


Tyr 


Thr 


Gly 


Cys 
30 


Leu 


Ala 


Gin 


Thr 


Tyr 
35 


Ser 


Ser 


Leu 


Leu 


Arg 
40 


Arg 


His 


Glu 


Asn 


Phe 
45 


He 


Leu 


Ala 


Val 


Met 
50 


Ala 


Tyr 


Asp 


Arg 


Tyr 
55 


He 


Ala 


He 


Cys 


His 
60 


Pro 


Phe 


His 


Tyr 


Thr 


Met 


He 


Leu 


Thr 


Arg Met 


Leu 


Cys 


Val 


Lys 


Met 


Val 


Val 


Met 


Cys 


65 










70 










75 










80 


His 


Ala 


Leu 


Ser 


His 
85 


Leu 


His 


Ala 


Met 


Leu 
90 


His 


Thr 


Phe 


Leu 


Met 
95 


Gly 


Gin 


Leu 


He 


Phe 
100 


Cys 


Ala 


Asp 


Asn 


Arg 
105 


He 


Pro 


His 


Phe 


Phe 
110 


Cys 


Asp 


Leu 


Tyr 


Ala 
115 


Leu 


Met 


Lys 


He 


Ser 
120 


Cys 


Thr 


Ser 


Thr 


Tyr 
125 


Leu 


Asn 


Thr 


Leu 


Met 
130 


He 


His 


Thr 


Glu 


Gly 
135 


Ala 


Val 


Val 


He 


Ser 
140 


Gly 


Ala 


Leu 


Ala 


Phe 


He 


Thr 


Ala 


Ser 


Tyr 


Ala 


Cys 


He 


He 


Leu 


Val 


Val 


Leu 


Arg 


He 


145 










150 










155 










160 


Pro 


Ser 


Ala 


Lys 


Gly Arg 


Trp 


Lys 


Thr 


Phe 


Ser 


Thr 


Arg 


Gly 


Ser 


His 










165 










170 










175 




Leu 


Thr 


Val 


Val 
180 


Ala 


He 


Phe 


Tyr 


Gly 
185 


Thr 


Leu 


Ser 


Trp 


Val 
190 


Tyr 


Phe 


Arg 


Pro 


Leu 


Ser 


Ser 


Tyr 


Ser 


Val 


Thr 


Lys 


Gly Arg 


He 


He 


Thr 


Val 






195 










200 










205 








Val 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 





















210 215 



<210> 2537 
<211> 319 
<212> PRT 

<213> Unknown { 4190944-dir-20-13 conceptual translation of range 2175-3131) 
<220> 

<221> VARIANT 
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<222> (1)...(319) 

<223> Xaa = Any Amino Acid 

<400>2537 

Gin Gin Met Asp Asn Ser Asn Trp Thr Ser Val Ser His Phe Val Leu 

15 10 15 

Leu Gly lie Ser Thr His Pro Glu Glu Gin lie Pro Leu Phe Leu Val 

20 25 30 

Phe Ser Leu Met Tyr Ala lie Asn lie Ser Gly Asn Leu Ala lie He 

35 40 45 

Thr Leu He Leu Ser Ala Pro Arg Leu His He Pro Met Tyr He Phe 

50 55 60 

Leu Ser Asn Leu Ala Leu Thr Asp He Cys Phe Thr Ser Thr Thr Val 
65 70 75 80 

Pro Lys Met Leu Gin He He Phe Ser Pro Thr Lys Val He Ser Tyr 

85 90 95 

Thr Gly Cys Leu Ala Gin Thr Tyr Phe Phe He Cys Phe Ala Val Met 

100 105 110 

Glu Asn Phe He Leu Ala Val Met Ala Tyr Asp Arg Tyr He Ala He 

115 120 125 

Cys His Pro Phe His Tyr Thr Met He Leu Thr Arg Met Leu Cys Val 

130 135 140 

Lys Met Val Val Met Cys His Ala Leu Ser His Leu His Ala Met Leu 
145 150 155 160 

His Thr Phe Leu He Gly Gin Leu He Phe Cys Ala Asp Asn Arg He 

165 170 175 

Pro His Phe Phe Cys Asp Leu Tyr Ala Leu Met Lys He Ser Cys Thr 

180 185 190 

Ser Thr Tyr Leu Asn Thr Leu Met He His Thr Glu Gly Ala Val Val 

195 200 205 

He Ser Gly Ala Leu Ala Phe He Thr Ala Ser Tyr Ala Cys He He 

210 215 220 

Leu Val Val Leu Arg He Pro Ser Ala Lys Gly Arg Trp Lys Thr Phe 
225 230 235 240 

Ser Thr Cys Gly Ser His Leu Thr Val Val Ala He Phe Tyr Gly Thr 

245 250 255 

Leu Ser Trp Val Tyr Phe Arg Pro Leu Ser Ser Tyr Ser Val Thr Lys 

260 265 270 

Gly Arg He He Thr Val Val Tyr Thr Val Val Thr Pro Met Leu Asn 

275 280 285 

Pro Phe He Tyr Ser Leu Arg Asn Gly Asp Val Lys Gly Gly Phe Met 

290 295 300 

Lys Trp Met Ser Arg Met Gin Thr Phe Phe Phe Arg Xaa Asn Pro 
305 310 315 

<210> 2538 
<211> 326 
<212> PRT 

<213> Unknown (4190944-dir-490-12 conceptual translation of range 49118- 
50095) 

<220> 

<221> VARIANT 

<222> (1) . . . (326) 

<223> Xaa = Any Amino Acid 

<400>2538 

He Cys Tyr Ser Val Ser Leu Ser Leu Gly Glu Pro Thr Thr Met Gly 

15 10 15 

Arg Asn Asn Leu Thr Arg Pro Ser Glu Phe lie Leu Leu Gly Leu Ser 
20 25 30 
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Val 
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Pro 


Lys 
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95 




Val 


Asn 


irixe 


Leu 


Ser 


r*i i> 

bill 


X XIX 


Lys 
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Tip 

lie 


C pr 
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Glu 


Cys 


Leu 
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Ala 

Ala 
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Leu 
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Ser 
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Leu 


nib 


T 1 o 
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Leu 


Leu 
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171; 
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1 Xli 


Asn 
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Leu 


He 


Phe 


Cys 
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Tip 
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PVio 

it lie 
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Asp 


Asp 
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Pro 


Val 
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Lys 
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Ser 
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Ser 
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Lys 


Glu 


lie 
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Val 


Met 
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CilU 
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Leu 
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Val 
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215 










o o n 










Pne 


Ser 


Cys 


lie 


He 


He 


Ser 


Tyr 


lieu 


Arg 


lie 


Leu 


lie 


i nr 


vai 


Leu 


"5 O C 










230 










/JJ 










Z 4i U 


Lys 


lie 


Pro 


Ser 


Ala Ala Gly 


Lys 


Arg 


Lys 


Ala 




Cot- 
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i nr 
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245 










^ DU 
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Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Pne 


Tyr 


biy 
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T 1 ^ 
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Tyr 
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270 






Tyr 


Phe 


Gin 


Pro 


Leu 


Ser 


Asn 


Tyr 


Thr 


Val 


Lys 


Asp 


Gin 


He 


Ala 


Thr 






275 










280 










285 








lie 


He 


Tyr 


Thr 


Val 


Leu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 




290 










295 










300 










Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Gin 


Gly 


Leu 


Ala 


Lys 


Leu 


Met 


His 


Arg 


305 










310 










315 










320 


Met 


Lys 


Cys 


Gin 


Xaa 


Lys 























325 



<210> 2539 
<211> 214 
<212> PRT 

<213> Unknown (hg23-dir-0-8 conceptual translation of range 4-645) 
<400>2539 

Val Asp He Cys Tyr Val Thr Val He He Pro Lys Met Leu Val Asn 

15 10 15 

Phe Leu Ser Glu Thr Lys Thr He Ser Tyr Ser Glu Cys Leu Thr Gin 

20 25 30 

Met Tyr Phe Phe Leu Ala Cys Gly Asn Thr Asp Ser Tyr Leu Leu Ala 

35 40 45 

Ala Met Ala He Asp Arg Tyr Val Ala He Cys Asn Pro Phe His Tyr 

50 55 60 

He Thr He Met Ser His Arg Cys Cys Val Leu Leu Leu Val Leu Ser 
65 70 75 80 

Phe Cys He Pro His Leu His Ser Leu Leu His He Leu Leu Thr Asn 

85 90 95 

Gin Val He Phe Cys Ala Ser Asn Val He His His Phe Phe Cys Asp 

100 105 110 

Asp Gin Pro Val Leu Lys Leu Ser Cys Ser Ser His Phe Val Lys Glu 
115 120 125 
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He Thr Val Met Thr Glu Gly Leu Ala Val He Met Thr Pro Phe Ser 

130 135 140 

Cys He He He Ser Tyr Leu Arg He Leu He Thr Val Leu Lys He 
145 150 155 160 

Pro Ser Ala Ala Gly Lys Arg Lys Ala Phe Ser Thr Cys Gly Ser His 

165 170 175 

Leu Thr Val Val Thr Leu Phe Tyr Gly Ser He Ser Tyr Leu Tyr Phe 

180 185 190 

Gin Pro Leu Ser Asn Tyr Thr Val Lys Asp Gin He Ala Thr He He 

195 200 205 

Tyr Pro Val Leu Thr Pro 
210 

<210> 2540 
<211> 316 
<212> PRT 

<213> Unknown ( 4190944-dir-624-13 conceptual translation of range 62576- 
63523) 

<400>2540 

Met Gly Met Ser Asn Leu Thr Arg Leu Ser Glu Phe He Leu Leu Gly 

15 10 15 

Leu Ser Ser Arg Ser Glu Asp Gin Arg Pro Leu Phe Ala Leu Phe Leu 

20 25 30 

He He Tyr Leu Val Thr Leu Met Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He His Ser Asp Pro Arg Leu Gin Asn Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

He Leu Ser Phe Ala Asp He Cys Tyr Thr Thr Val He Val Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Leu Ser Glu Lys Lys Thr He Ser Tyr Ala Glu 

85 90 95 

Cys Leu Ala Gin Met Tyr Phe Phe Leu Val Phe Gly Asn He Asp Ser 

100 105 110 

Tyr Leu Leu Ala Ala Met Ala He Asn Arg Cys Val Ala He Cys Asn 

115 120 125 

Pro Phe His Tyr Val Thr Val Met Asn Arg Arg Cys Cys Val Leu Leu 

130 135 140 

Leu Ala Phe Pro He Thr Phe Ser Tyr Phe His Ser Leu Leu His Val 
145 150 155 160 

Leu Leu Val Asn Arg Leu Thr Phe Cys Thr Ser Asn Val He His His 

165 170 175 

Phe Phe Cys Asp Val Asn Pro Val Leu Lys Leu Ser Cys Ser Ser Thr 

180 185 190 

Phe Val Asn Glu He Val Ala Met Thr Glu Gly Leu Ala Ser Val Met 

195 200 205 

Ala Pro Phe Val Cys He He He Ser Tyr Leu Arg He Leu He Ala 

210 215 220 

Val Leu Lys He Pro Ser Ala Ala Gly Lys His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His Leu Thr Val Val He Leu Phe Tyr Gly Ser He Ser 

245 250 255 

Tyr Val Tyr Leu Gin Pro Leu Ser Ser Tyr Thr Val Lys Asp Arg He 

260 265 270 

Ala Thr He Asn Tyr Thr Val Leu Thr Ser Val Leu Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met Lys Arg Gly Leu Gin Lys Leu He 

290 295 300 

Asn Lys He Lys Ser Gin Met Ser Arg Phe Ser Thr 
305 310 315 
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<210> 2541 
<211> 327 
<212> PRT 

<213> Unknown (4190944-dir-1371-13 conceptual translation of range 137254- 
138234) 

<220> 

<221> VARIANT 

<222> (1)...<327) 

<223> Xaa = Any Amino Acid 

<400>2541 

Arg Lys Ser Arg Asp Met Glu lie Lys Asn Tyr Ser Ser Ser Thr Ser 

15 10 15 

Gly Phe lie Leu Leu Gly Leu Ser Ser Asn Pro Gin Leu Gin Lys Pro 

20 25 30 

Leu Phe Ala lie Phe Leu lie Met Tyr Leu Leu Ala Ala Val Gly Asn 

35 40 45 

Val Leu lie lie Pro Ala lie Tyr Ser Asp Pro Arg Leu His Thr Pro 

50 55 60 

Met Tyr Phe Phe Leu Ser Asn Leu Ser Phe Met Asp lie Cys Phe Thr 
65 70 75 80 

Thr Val lie Val Pro Lys Met Leu Val Asn Phe Leu Ser Glu Thr Lys 

85 90 95 

Val lie Ser Tyr Val Gly Cys Leu Ala Gin Met Tyr Phe Phe Met Ala 

100 105 110 

Phe Gly Asn Thr Asp Ser Tyr Leu Leu Ala Ser Met Ala lie Asp Arg 

115 120 125 

Leu Val Ala lie Cys Asn Pro Leu His Tyr Asp Val Val Met Lys Pro 

130 135 140 

Arg His Cys Leu Leu Met Leu Leu Gly Ser Cys Ser He Ser His Leu 
145 150 155 160 

His Ser Leu Phe Arg Val Leu Leu Met Ser Arg Leu Ser Phe Cys Ala 

165 170 175 

Ser His He He Lys His Phe Phe Cys Asp Thr Gin Pro Val Leu Lys 

180 185 190 

Leu Ser Cys Ser Asp Thr Ser Ser Ser Gin Met Val Val Met Thr Glu 

195 200 205 

Thr Leu Ala Val He Val Thr Pro Phe Leu Cys lie He Phe Ser Tyr 

210 215 220 

Leu Arg He Met Val Thr Val Leu Arg He Pro Ser Ala Ala Gly Lys 
225 230 235 240 

Trp Lys Ala Phe Ser Thr Cys Gly Ser His Leu Thr Ala Val Ala Leu 

245 250 255 

Phe Tyr Gly Ser He He Tyr Val Tyr Phe Arg Pro Leu Ser Met Tyr 

260 265 270 

Ser Val Val Arg Asp Arg Val Ala Thr Val Met Tyr Thr Val Val Thr 

275 280 285 

Pro Met Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys 

290 295 300 

Arg Gly Leu Lys Lys Leu Gin Asp Arg He Tyr Arg Xaa Lys Glu Gin 
305 310 315 320 

Asn Val Gly Val Ser Xaa Leu 
325 

<210> 2542 
<211> 216 
<212> PRT 

<213> Unknown (hgl6-dir-0-8 conceptual translation of range 1-648) 
<400>2542 
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Phe 


Met 


Asp 


He 


Cys 


Phe 


Thr 


Thr 


Val 


He 


Val 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Phe 


Leu 


Ser 


Glu 


Thr 


Lys 


Val 


He 


Ser 


Tyr 


Val 


Gly 


Cys 


Leu 


Ala 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Phe 


Met 


Ala 


Phe 


Gly 


Asn 


Thr 


Asp 


Ser 


Tyr 


Leu 


Leu 






35 










40 










45 








Ala 


Ser 


Met 


Ala 


He 


Asp 


Arg 


Leu 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Asp 


Val 


Val 


Met 


Lys 


Pro 


Arg 


His 


Cys 


Leu 


Leu 


Met 


Leu 


Leu 


Gly 


65 










70 










75 










80 


Ser 


Tyr 


Ser 


He 


Ser 


His 


Leu 


His 


Ser 


Leu 


Phe 


Arg 


Val 


Leu 


Leu 


Met 










85 










90 










95 




Ser 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Ser 


His 


He 


He 


Lys 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Thr 


Gin 


Pro 


Val 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Ser 


Ser 


Ser 






115 










120 










125 








Gin 


Met 


Val 


Val 


Met 


Thr 


Glu 


Thr 


Leu 


Ala 


Val 


He 


Val 


Thr 


Pro 


Phe 




130 










135 










140 










Leu 


Cys 


Thr 


He 


Phe 


Ser 


Tyr 


Leu 


Gin 


He 


He 


Val 


Thr 


Val 


Leu 


Arg 


145 










150 










155 










160 


He 


Pro 


Ser 


Ala 


Ala 


Arg 


Lys 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Ala 


Val 


Ala 


Leu 


Phe 


Tyr 


Gly 


Ser 


He 


He 


Tyr 


Val 


Tyr 








180 










185 










190 






Phe 


Arg 


Pro 


Leu 


Ser 


Met 


Tyr 


Ser 


Val 


Val 


Arg 


Asp 


Arg 


Val 


Ala 


Thr 






195 










200 










205 








Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2543 
<211> 323 
<212> PRT 

<213> Unknown (4190944-dir-1112-13 conceptual translation of range 111405- 
112373) 

<220> 

<221> VARIANT 

<222> (1) . . . (323) 

<223> Xaa = Any Amino Acid 



<400>2543 



Arg 


Asp 


Met 


Glu 


Thr 


Lys 


Asn 


Tyr 


Ser 


Ser 


Ser 


Thr 


Ser 


Gly 


Phe 


He 


1 








5 










10 










15 




Leu 


Leu 


Gly 


Leu 
20 


Ser 


Ser 


Asn 


Pro 


Lys 
25 


Leu 


Gin 


Lys 


Pro 


Leu 
30 


Phe 


Ala 


He 


Phe 


Leu 
35 


He 


Met 


Tyr 


Leu 


Leu 
40 


Thr 


Ala 


Val 


Gly 


Asn 
45 


Val 


Leu 


He 


He 


Leu 
50 


Ala 


He 


Tyr 


Ser 


Asp 
55 


Pro 


Arg 


Leu 


His 


Thr 
60 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Met 


Asp 


He 


Cys 


Phe 


Thr 


Thr 


Val 


He 


65 










70 










75 










80 


Val 


Pro 


Lys 


Met 


Leu 
85 


Val 


Asn 


Phe 


Leu 


Ser 
90 


Glu 


Thr 


Lys 


He 


He 
95 


Ser 


Tyr 


Val 


Gly Cys 


Leu 


He 


Gin 


Met 


Tyr 


Phe 


Phe 


Met 


Ala 


Phe 


Gly 


Asn 








100 










105 










110 






Thr 


Asp 


Ser 
115 


Tyr 


Leu 


Leu 


Ala 


Ser 
120 


Met 


Ala 


He 


Asp 


Arg 
125 


Leu 


Val 


Ala 


He 


Cys 
130 


Asn 


Pro 


Leu 


His 


Tyr 
135 


Asp 


Val 


Val 


Met 


Lys 
140 


Pro 


Trp 


His 


Cys 


Leu 


Leu 


Met 


Leu 


Leu 


Gly 


Ser 


Cys 


Ser 


He 


Ser 


His 


Leu 


His 


Ser 


Leu 


145 










150 










155 










160 
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Phe Arg Val Leu Leu 
165 

He Lys His Phe Phe 
180 

Ser Asp Thr Ser Ser 
195 

Val He Val Thr Pro 
210 

He Val Thr Val Leu 

225 

Phe Ser Thr Cys Gly 
245 

Ser Val He Tyr Val 
260 

Lys Gly Arg Val Ala 
275 

Asn Pro Phe He Tyr 
290 

Lys Lys Leu Arg His 
305 

Met Ser Lys 



<210> 2544 
<211> 216 
<212> PRT 

<213> Unknown (OST046-dir-0-8 conceptual translation of range 2-649) 



<400>2544 



Phe 


Met 


Asp 


He 


Cys 


Phe 


Thr 


Thr 


Val 


He 


Val 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Phe 


Leu 


Ser 
20 


Glu 


Thr 


Lys 


He 


He 
25 


Ser 


Tyr 


Val 


Gly 


Cys 
30 


Leu 


Val 


Gin 


Met 


Tyr 
35 


Phe 


Phe 


Met 


Ala 


Phe 
40 


Gly 


Asn 


Thr 


Asp 


Ser 
45 


Tyr 


Leu 


Leu 


Ala 


Ser 
50 


Met 


Ala 


He 


Asp 


Arg 
55 


Leu 


Val 


Ala 


He 


Cys 
60 


Asn 


Pro 


Leu 


His 


Tyr 


Asp 


Val 


Val 


Met 


Lys 


Pro 


Trp 


His 


Cys 


Leu 


Leu 


Met 


Leu 


Leu 


Gly 


65 










70 










75 










80 


Ser 


Cys 


Ser 


He 


Ser 
85 


His 


Leu 


His 


Ser 


Leu 
90 


Phe 


Arg 


Val 


Leu 


Leu 
95 


Met 


Ser 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Ala 


Ser 


His 
105 


He 


He 


Lys 


His 


Phe 
110 


Phe 


Cys 


Asp 


Thr 


Gin 
115 


Pro 


Val 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Thr 
125 


Ser 


Ser 


Ser 


Gin 


Met 
130 


Val 


Val 


Met 


Thr 


Glu 
135 


Thr 


Leu 


Ala 


Val 


He 
140 


.Val 


Thr 


Pro 


Phe 


Leu 


Cys 


Thr 


He 


Phe 


Ser 


Tyr 


Leu 


Gin 


He 


He 


Val 


Thr 


Val 


Leu 


Arg 


145 








150 










155 










160 


He 


Pro 


Ser 


Ala 


Ala 
165 


Arg 


Lys 


Trp 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Thr 


Val 


Val 


Val 


Leu 


Phe 


Tyr Gly 


Ser 


Val 


He 


Tyr 


Val 


Tyr 








180 










185 










190 






Phe 


Arg 


Pro 


Leu 


Ser 


Met 


Tyr 


Ser 


Val 


Met 


Lys 


Gly Arg 


Val 


Ala 


Thr 






195 










200 










205 








Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 
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<210> 2545 
<211> 216 
<212> PRT 



1546 



BNSDOCID: <WO 01271 58A2_I_> 



Met Ser Arg Leu Ser 
170 

Cys Asp Thr Gin Pro 
185 

Ser Gin Met Val Val 
200 

Phe Leu Cys Thr He 
215 

Arg He Pro Ser Ala 
230 

Ser His Leu Thr Val 
250 

Tyr Phe Arg Pro Leu 

265 

Thr Val Met Tyr Thr 
280 

Ser Leu Arg Asn Lys 

295 

Arg He Tyr Ser Xaa 
310 



Phe Cys Ala Ser His He 
175 

Val Leu Lys Leu Ser Cys 
190 

Met Thr Glu Thr Leu Ala 
205 

Phe Ser Tyr Leu Gin He 
220 

Ala Gly Lys Trp Lys Ala 
235 240 
Val Val Leu Phe Tyr Gly 
255 

Ser Met Tyr Ser Val Met 
270 

Val Val Thr Pro Met Leu 
285 

Asp Met Lys Arg Gly Leu 
300 

Lys Glu Gin Asn Val Gly 
315 320 
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<213> Unknown (plOO-dir-0-8 conceptual translation of range 2-649) 
<400>2545 

Leu Val Asp Leu Cys Phe Thr Thr Val lie Val Pro Gin Met Leu Val 

15 10 15 

Ser Met Leu Met Gin Asn Lys Ala He Ser Phe Ala Gin Cys He Ala 

20 25 30 

Gin Met Tyr Phe Phe Val Ala Phe Gly He Thr Asp Ser Phe Leu Leu 

35 40 45 

Ala Ala Met Pro He Asp Arg Tyr Met Ala He Cys Asn Pro Leu His 

50 55 60 

Tyr Thr Thr Thr Met Ser Pro Arg Arg Cys Val Leu Leu Val Ala Met 
65 70 75 80 

Ser Trp Val Val Ser His Phe His Ser Leu Val His Thr Leu Leu Met 

85 90 95 

Ala Arg Leu Ser Phe Cys Gly Pro Asn Ala He His His Phe Phe Cys 

100 105 110 

Asp Val Gin Pro Leu Leu Thr Leu Ser Cys Ser Asp Thr Ser He Asn 

115 120 125 

Glu Val Leu Ala Phe Thr Glu Gly Ser Leu Val He Met Ser Pro Phe 

130 135 140 

Leu Phe He Val He Ser Tyr Val Trp He Thr Arg Ala Val Leu Arg 
145 150 155 160 

Val Pro Ser Gly Arg Gly Arg Tyr Lys Ala Phe Ser Thr Cys Ser Ser 

165 170 175 

His He Thr Val Val Val Leu Phe Tyr Gly Thr He Val Ser Val Tyr 

180 185 190 

He Arg Pro Ser Ser Thr Tyr Ser Val Thr Lys Asp Arg Val Val Thr 

195 200 205 

Val He Tyr Thr Val Val Thr Pro 
210 215 

<210> 2546 
<211> 328 
<212> PRT 

<213> Unknown (4190944-rev-159-13 conceptual translation of range 16099- 
17082) 

<220> 

<221> VARIANT 

<222> (1)...(328) 

<223> Xaa = Any Amino Acid 



<400>2546 



Phe 


Gin Ala Gly Xaa 


Leu 


Ser 


Leu 


Met 


Met 


Ser 


Phe 


Ala 


Pro 


Asn 


Ala 


1 


5 










10 










15 




Ser 


His Ser Pro Val 


Phe 


Leu 


Leu 


Leu 


Gly 


Phe 


Ser 


Arg 


Ala 


Asn 


He 




20 








25 










30 






Ser 


Tyr Thr Leu Leu 


Phe 


Phe 


Leu 


Phe 


Leu 


Ala 


He 


Tyr 


Leu 


Thr 


Thr 




35 






40 










45 








He 


Leu Gly Asn Val 


Thr 


Leu 


Val 


Leu 


Leu 


He 


Ser 


Trp 


Asp 


Ser 


Arg 




50 




55 










60 










Leu 


His Ser Pro Met 


Tyr 


Tyr 


Leu 


Leu 


Arg 


Gly 


Leu 


Ser 


Val 


He 


Asp 


65 




70 










75 










80 


Met 


Gly Leu Ser Thr 


Val 


Thr 


Leu 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Leu 


Val 




85 










90 










95 




Ser 


His Tyr Pro Thr 


He 


Pro 


Ala 


Ala 


Arg 


Cys 


Leu 


Ala 


Gin 


Phe 


Phe 




100 








105 










110 






Phe 


Phe Tyr Ala Phe 


Gly 


Val 


Thr 


Asp 


Thr 


Leu 


Val 


He 


Ala 


Val 


Met 




115 






120 










125 








Ala 


Leu Asp Arg Tyr 


Val 


Ala 


He 


Cys 


Asp 


Pro 


Leu 


His 


Tyr 


Ala 


Leu 
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130 135 140 



Val 


Met 


Asn 


His 


Gin 


Arg 


Cys 


Ala 


Cys 


Leu 


Leu 


Ala 


Leu 


Ser 


Trp 


Val 


145 










150 










155 










160 


Val 


Ser 


lie 


Leu 


His 


Thr 


Met 


Leu 


Arg 


Val 


Gly 


Leu 


Val 


Leu 


Pro 


Leu 










165 










170 










175 




Cvs 


Trn 


Thr 


Gly Asp Ala 


Gly 


Gly 


Asn 


Val 


Asn 


Leu 


Pro 


His 


Phe 


Phe 


















185 










190 






Cys 


Asp 


His 


Arg 


Pro 


Leu 


Leu 


Arq 


Ala 


Ser 


Cys 


Ser 


a sjp 


He 


His 


Ser 






195 










200 










205 








Asn 


Glu 


Leu 






Phe 


Phe 


Glu 


Gly 


Gly 


Phe 


Leu 


Met 


Leu 


Gly 


Pro 




210 










215 










220 










Cvs 


Ala 


Leu 


lie 


Val 


Leu 


Ser 


Tvr 


Val 


Arg 


He 


Gly 


Ala 


Ala 


He 


Leu 


225 










230 










235 










240 


Arg 


Leu 


Pro 


Ser 


Ala 


Ala 


Glv 


Ara 


Arg 


Arg 


Ala 


Val 


Ser 


Thr 


Cys 


Gly 










245 










250 










255 




Ser 


His 


Leu 


Thr 


Met 


Val 


Gly 


Phe 


Leu 


Tyr 


Gly 


Thr 


He 


He 


Cys 


Val 








260 










265 










270 






Tyr 


Phe 


Gin 


Pro 


Pro 


Phe 


Gin 


Asn 


Ser 


Gin 


Tyr 


Gin 


Asp 


Met 


Val 


Ala 






275 










280 










285 








Ser 


Val 


Met 


Tyr 


Thr 


Ala 


He 


Thr 


Pro 


Leu 


Ala 


Asn 


Pro 


Phe 


Val 


Tyr 




290 










295 










300 










Ser 


Leu 


His 


Asn 


Lys 


Asp 


Val 


Lys 


Gly 


Ala 


Leu 


Cys 


Arg 


Leu 


Leu 


Glu 


305 










310 










315 










320 


Trp 


Val 


Lys 


Val 


Asp 


Pro 


Xaa 


Leu 



















325 



<210> 2547 
<211> 216 
<212> PRT 

<213> Unknown (hg99~dir-0-8 conceptual translation of range 1-648) 



<400>2547 



Phe 


Ala 


Asp 


Leu 


Cys 


Phe 


Ala 


Ser 


Val 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Asp 


1 








5 










10 










15 




Asn 


Leu 


Leu 


Ala 


His 


Asp 


His 


Ser 


He 


Ser 


Leu 


Ala 


Gly 


Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Phe 


Phe 


Ala 


Leu 


Gly 


Val 


Thr 


Asp 


Ser 


Cys 


Leu 


Leu 






35 










40 










45 








Ala 


Asp 


Met 


Ala 


Tyr 


Asp 


Cys 


Tyr 


Val 


Asp 


He 


Arg 


His 


Pro 


Leu 


Pro 




50 










55 










60 










Tyr 


Asp 


Thr 


Arg 


Met 


Ser 


Arg 


Ala 


Met 


Cys 


Ala 


Ala 


Leu 


Val 


Gly 


Met 


65 










70 










75 










80 


Ala 


Trp 


Val 


Val 


Ser 


His 


Val 


His 


Ser 


Leu 


Leu 


Tyr 


He 


Leu 


Leu 


Met 










85 










90 










95 




Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Ser 


His 


Gin 


Val 


Pro 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


His 


Gin 


Pro 


Leu 


Leu 


Arg 


Leu 


Ser 


Cys 


Ser 


Asp 


Asn 


His 


His 


He 






115 










120 










125 








Gin 


Leu 


Leu 


He 


Phe 


Thr 


Glu 


Gly 


Ala 


Ala 


Val 


Val 


Val 


Thr 


Pro 


Phe 




130 










135 










140 










Leu 


Leu 


He 


Leu 


Ala 


Ser 


Tyr 


Gly 


Ala 


He 


Ala 


Ala 


Ala 


Val 


Leu 


Gin 


145 










150 










155 










160 


Leu 


Pro 


Ser 


Ala 


Ser 


Gly 


Arg 


Leu 


Arg 


Ala 


Val 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 


He 


Ala 


Val 


Tyr 








180 










185 










190 






Phe 


Gin 


Ala 


Thr 


Ser 


Arg 


Arg 


Glu 


Ala 


Glu 


Trp 


Gly 


Arg 


Val 


Ala 


Thr 






195 










200 










205 








Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 
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<210> 2548 

<211> 319 

<212> PRT 

<213> Unknown (pl6-dir-0-ll conceptual translation of range 1-960) 



<400>2548 



Met 


Ala 


Pro 


Thr 


Asn 


Leu 


Thr 


Ser 


Ala 


Pro 


Val 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Val 


Thr 


Glu 


Gin 


Thr 


Asp 


Ala 


His 


Pro 


Leu 


Leu 


Phe 


Leu 


Leu 


Cys 








20 










25 










30 






Leu 


Gly 


He 


Tyr 


Leu 


Leu 


Asn 


Ala 


Leu 


Ser 


Asn 


Leu 


Ser 


Met 


Val 


Ala 






35 










40 










45 








Leu 


Val 


Arg 


Ser Asp Gly 


Ala 


Leu 


Arg 


Ser 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 




50 










55 










60 










Gly 


His 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Cys 


Phe 


Thr 


Thr 


Val 


Thr 


Val 


Pro 


65 










70 










75 










80 


Arg 


Leu 


Leu 


Ala 


Gly 


Leu 


Leu 


His 


Pro 


Gly 


Gin 


Ala 


He 


Ser 


Phe 


Gin 










85 










90 










95 




Ala 


Cys 


Phe 


Ala 


Glu 


Met 


Tyr 


Phe 


Phe 


Val 


Ala 


Leu 


Gly 


He 


Thr 


Glu 








100 










105 










110 






Ser 


Tyr 


Leu 


Pro 


Ala 


Ala 


Met 


Ser 


Tyr 


Asp 


Arg 


Ala 


Thr 


Ala 


Ala 


Cys 






115 










120 










125 








Arg 


Pro 


Leu 


Arg 


Tyr 


Gly 


Ala 


Leu 


Val 


Thr 


His 


Gly 


Arg 


Cys 


Ala 


Ser 




130 










135 










140 










Leu 


Val 


Arg 


Ala 


Ser 


Trp 


Ala 


Val 


Thr 


His 


Leu 


His 


Ser 


Leu 


Leu 


His 


145 










150 










155 










160 


Thr 


Leu 


Leu 


Leu 


Ser 


Ala 


Leu 


Ser 


Tyr 


Pro 


Tyr 


Pro 


Thr 


Pro 


Val 


Arg 










165 










170 










175 




Pro 


Phe 


Phe 


Cys 


Asp 


Met 


Thr 


Val 


Met 


Leu 


Ser 


Leu 


Ala 


Thr 


Ser 


Asp 








180 










185 










190 






Thr 


Ser 


Ala 


Ala 


Glu 


Thr 


Ala 


He 


Phe 


Ser 


Glu 


Gly 


Leu 


Ala 


Val 


Val 






195 










200 










205 








Leu 


Ala 


Pro 


Leu 


Leu 


Leu 


Val 


Phe 


Leu 


Ser 


Tyr 


Ala 


Arg 


He 


Leu 


Val 




210 










215 










220 










Ala 


Val 


Leu 


Gly Leu 


Pro 


Arg 


Pro 


Arg 


Arg 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


225 










230 










235 










240 


Ala 


His 


Leu 


Val 


Ala 


Val 


Ala 


Val 


Ala 


Val 


Ala 


Leu 


Phe 


Phe 


Gly 


Ser 










245 










250 










255 




Val 


Leu 


Ser 


Val 


Tyr 


Phe 


Pro 


Pro 


Ser 


Ser 


Ala 


Tyr 


Ser 


Ala 


Arg 


Tyr 








260 










265 










270 






Asp 


Arg 


Leu 


Ala 


Ser 


Val 


Val 


Tyr 


Ala 


Val 


He 


Thr 


Pro 


Thr 


Leu 


Asn 






275 










280 










285 








Pro 


Phe 


He 


Asn 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 


Ala 


Leu 


Lys 




290 










295 










300 










Arg 


Gly 


Leu 


Arg 


Trp Arg 


Ala 


Ala 


Pro 


Gin 


Glu 


Ala 


Trp 


Arg 


Ala 





305 310 315 



<210> 2549 
<211> 158 
<212> PRT 

<213> Unknown (2564509-dir~0-6 conceptual translation of range 1-474) 
<400>2549 

He Cys Ser Pro Leu His Tyr Gly Met Val Met Ser Arg Arg Met Cys 

15 10 15 

Phe Cys Leu Val Ala He Ser Trp Leu Val He Ala Val His Ser Val 

20 25 30 

Leu His Ser Val Leu Thr Ser Arg Leu Ser Phe Cys Gly Ser Asn Gin 

35 40 45 

He His His Phe Phe Cys Asp Met Thr Pro Leu Leu Lys Leu Ser Cys 
'50 55 60 
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Ser 


Asp 


Thr 


Ser 


Val 


Asn 


Glu 


Leu 


Val 


He 


Phe 


He 


Glu 


Gly 


Pro 


Phe 


65 








70 










75 










80 


Ser 


Val 


Ala 


Val 


Pro 


Leu 


Gly 


He 


Val 


Leu 


Val 


Ser 


Tyr 


Val 


Arg 


He 










85 










90 










95 




lie 


Ser 


Ala 


He 


Leu 


Lys 


He 


Arg 


Ser 


Pro 


Glu 


Gly 


Arg 


His 


Arg 


Ala 








100 










105 










110 






Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Met 


Val 


Val 


He 


Leu 


Tyr 


Phe 


Gly 






115 








120 










125 








Thr 


He 


He 


Phe 


Met 


Tyr 


Phe 


Arg 


Pro 


Thr 


Ser 


Ser 


Tyr 


Ser 


Leu 


Asp 




130 










135 










140 










Tyr 


Asp 


Arg 


Val 


Val 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Ala 


Pro 






145 










150 










155 













<210> 2550 
<211> 156 
<212> PRT 

<213> Unknown ( 2 564511-dir-0-6 conceptual translation of range 1-468) 
<400>2550 



Asn 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


Val 


Met 


Ser 


Lys 


Lys 


Val 


Cys 


Leu 


Leu 


1 








5 










10 










15 




Leu 


Val 


Gly 


Met 


Leu 


Trp 


Leu 


Trp 


Ala 


Val 


Leu 


Tyr 


Ser 


Leu 


Met 


His 






20 










25 










30 






He 


Val 


Leu 
35 


He 


Ser 


Arg 


Leu 


Ser 
40 


Phe 


Cys 


Gly 


Ser 


Asn 
45 


Gin 


He 


Asn 


His 


Phe 
50 


Val 


Cys 


Asp 


Thr 


Val 
55 


Pro 


Leu 


Phe 


Lys 


Leu 
60 


Ser 


Cys 


Ser 


Asp 


Thr 


Ser 


Thr 


Asn 


Gin 


Leu 


Val 


He 


Phe 


Thr 


Val 


Gly 


Ser 


Leu 


He 


Val 


65 










70 










75 










80 


Met 


Val 


Pro 


Phe 


Leu 
85 


He 


Val 


Leu 


He 


Ser 
90 


Tyr 


Ala 


Arg 


He 


Val 
95 


Phe 


Ala 


He 


Leu 


Lys 
100 


He 


Ser 


Ser 


Thr 


Asp 
105 


Gly 


Arg 


Arg 


Lys 


Thr 
110 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Tyr 


Phe 


Gly 


Thr 


He 




115 










120 










125 








Met 


Phe 


Met 


Tyr 


Phe 


Arg 


Pro 


Ser 


Ser 


Ser 


Tyr 


Ser 


Leu 


Thr 


Lys 


Asp 




130 








135 










140 










Arg 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Leu 


Ala 


Pro 










145 










150 










155 













<210> 2551 
<211> 158 
<212> PRT 

<213> Unknown (2564513-dir-0-6 conceptual translation of range 1-474) 



<400>2551 



He 


Cys 


Asp 


Pro 


Leu 


Arg 


Tyr 


Thr 


Val 


Val 


Met 


Ser 


Lys 


Arg 


He 


Cys 


1 




5 










10 










15 




Leu 


Gin 


Met 


Val 


Ala 


Gly 


Ser 


Trp 


Val 


Leu 


Val 


Ser 


Leu 


His 


Ser 


Leu 








20 










25 










30 






Leu 


His 


Thr 


Val 


Leu 


Thr 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly 


Arg 


Asn 


Leu 






35 










40 










45 








He 


Arg 


His 


Phe 


Phe 


Cys 


Glu 


Met 


Ser 


Pro 


Leu 


Phe 


Ala 


Leu 


Ser 


Cys 




50 










55 










60 










Ser 


Asp 


Thr 


Thr 


Thr 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Thr 


Glu 


Gly 


Ser 


Phe 


65 








70 










75 










80 


Ser 


Leu 


Ala 


Leu 


Pro 


Phe 


Leu 


Leu 


He 


Leu 


Phe 


Ser 


Tyr 


Leu 


Arg 


He 










85 










90 










95 




Leu 


Ser 


Thr 


Val 


Leu 


Arg 


He 


Arg 


Ser 


Val 


Asp 


Gly 


Lys 


Cys 


Arg 


Ala 








100 










105 










110 






Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


Leu 


Phe 


Tyr 


Gly 
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115 120 125 

Thr Leu Phe Ser Val Tyr Phe Arg Pro Ser Ser Ser His Ser Leu Asp 

130 135 140 

Asn Asp Arg Val Val Ser He Met Tyr Thr Ala He Thr Pro 
145 150 155 

<210> 2552 
<211> 315 
<212> PRT 

<213> Unknown (4808260~rev-1059-13 conceptual translation of range 106061- 
107005) 

<220> 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 

<400>2552 

Cys Leu Leu Ser Glu Val Met Leu Asn Thr Thr Ser Val Thr Glu Phe 

1 5 10 15 

Leu Leu Leu Gly Val Thr Asp lie Gin Glu Leu Gin Pro Phe Leu Phe 

20 25 30 

Val Val Phe Leu Thr He Tyr Phe He Ser Val Thr Gly Asn Gly Ala 

35 40 45 

Val Leu Met He Val He Ser Asp Pro Arg Leu His Ser Leu Met Tyr 

50 55 60 

Phe Phe Leu Gly Asn Leu Ser Tyr Leu Asp He Cys Tyr Ser Thr Val 
65 70 75 80 

Thr Leu Pro Lys Met Leu Gin Asn Phe Leu Ser Thr His Lys Ala He 

85 90 95 

Ser Phe Leu Gly Cys He Ser Gin Leu His Phe Phe His Phe Leu Gly 

100 105 110 

Ser Thr Glu Ser Met Leu Phe Ala Val Met Ala Phe Asp Leu Ser Val 

115 120 125 

Ala He Cys Lys Pro Leu Arg Tyr Thr Val He Met Asn Pro Gin Leu 

130 135 140 

Cys Thr Gin Met Ala He Thr He Trp Val He Gly Phe Phe His Ala 
I 45 150 155 160 

Leu Leu His Ser Val Met Thr Ser Arg Leu Asn Phe Cys Gly Ser Asn 

165 170 175 

Arg He His His Phe Leu Cys Asp He Lys Pro Leu Leu Lys Leu Ala 

180 185 190 

Cys Gly Asn Thr Glu Leu Asn Gin Trp Leu Leu Ser Thr Val Thr Gly 

195 200 205 

Thr He Ala Met Gly Pro Phe Phe Leu Thr Leu Leu Ser Tyr Phe Tyr 

210 215 220 

He He Thr Tyr Leu Phe Phe Lys Thr Arg Ser Cys Ser Met Leu Cys 
225 230 235 240 

Lys Ala Leu Ser Thr Cys Ala Ser His Phe Met Val Val He Leu Phe 

245 250 255 

Tyr Ala Pro Val Leu Phe Thr Tyr He His Pro Ala Leu Glu Ser Phe 

260 265 270 

Met Asp Gin Asp Arg He Val Ala He Met Tyr Thr Val Val Thr Pro 

275 280 285 

Val Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Lys Glu Val Lys Gly 

290 295 300 

Ala Leu Gly Arg Val lie Arg Arg Leu Xaa Phe 
305 310 315 

<210> 2553 
<211> 162 
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<212> PRT 

<213> Unknown (1617234-dir-0-6 conceptual translation of range 1-486) 



<400>2553 



Asn 


Ala 


lie Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Asn 


Thr 


He 


Met 


Asn 


Lys 


Arg 


1 




5 










10 










15 




Thr 


Cys 


Val lie 


Leu 


He 


Val 


Gly 


Ser 


Trp 


Leu 


He 


Ala 


Ser 


He 


Asn 




20 










25 










30 






Ser 


Leu 


lie His 


Thr 


He 


Leu 


Thr 


Phe 


Met 


Leu 


Pro 


Phe 


Cys 


Gly 


Ser 






35 








40 










45 








Asn 


Ala 


He Asd 


Ser 


Phe 


Phe 


Cys 


Asp Met 


Pro 


Pro 


Leu 


Leu 


Lys 


Leu 




50 








55 










60 










Ala 


Cvs 


Thr Asp 


Thr 


Leu 


Val 


Asn 


Gin 


He 


Val 


He 


Phe 


Val 


Thr 


Gly 


65 






70 










75 










80 


Ser 


Cys 


He He 


Ala 


Gly 


Pro 


Phe 


Met 


Leu 


Thr 


Val 


Phe 


Ser 


Tyr 


Val 






85 










90 










95 




Gin 


lie 


He Ser 


Thr 


He 


Val 


Ser 


He 


Arg 


Ser 


Ser 


Ser 


Arg 


Lys 


Lys 






100 










105 










110 






Lys 


Ala 


Phe Ser 


Thr 


Cys 


Thr 


Ser 


His 


He 


Thr 


Ala 


Val 


Val 


He 


Phe 




115 








120 










125 








Tyr 


Val 


Pro Ser 


He 


Cys 


He 


Tyr 


Phe 


Arg 


Pro 


Lys 


Ser 


Asn 


Gin 


Ala 


130 








135 










140 










Met 


lie 


Gin Asp Lys 


Met 


Ala 


Thr 


Val 


He 


Cys 


Ala 


Val 


He 


Thr 


Pro 


145 








150 










155 










160 



Leu Leu 



<210> 2554 
<211> 160 
<212> PRT 

<213> Unknown (4877310-dir-0-6 conceptual translation of range 2-481) 



<400>2554 



Ala 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Asn 


Thr 


He 


Met 


Asn 


Lys 


Arg 


1 






5 










10 










15 




Leu 


Cys 


Val 


Cys 


Leu 


Ala 


Leu 


Gly 


Cys 


Trp 


Gly 


Val 


Gly 


Val 


He 


Asn 






20 










25 










30 






Ser 


Thr 


He 
35 


His 


Val 


Phe 


Phe 


Thr 
40 


Phe 


Gin 


Leu 


Pro 


Phe 
45 


Cys 


Arg 


Ser 


Arg 


His 


He 


Asn 


His 


Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Pro 


Phe 


Phe 


Arg 


Leu 


50 










55 










60 










Ser 


Cys 


Gin 


Asp 


Thr 


Trp 


Phe 


Asn 


Glu 


Leu 


Ala 


Met 


Tyr 


He 


Ser 


Ala 


65 








70 










75 










80 


Cys 


He 


He 


Ala 


He 


Cys 


Ala 


Phe 


Phe 


Leu 


Thr 


Leu 


He 


Ser 


Tyr 


He 








85 










90 










95 




Tyr 


He 


He 


Ser 


Ser 


He 


Ala 


Lys 


He 


Arg 


Ala 


Pro 


Gin 


Gly Arg 


Tyr 






100 










105 










110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


Val 


Tyr 




115 










120 










125 








Tyr 


Gly 


Thr 


He 


Met 


Phe 


He 


Tyr 


Leu 


His 


Pro 


His 


Ser 


Ala 


Tyr 


Ser 


130 










135 










140 










Pro 


Glu 


Met 


Gly Lys 


He 


Val 


Ser 


He 


He 


Tyr 


Thr 


Ser 


Val 


Thr 


Pro 



145 ~ 150 155 160 

<210> 2555 
<211> 160 
<212> PRT 

<213> Unknown (4877337-dir-0-6 conceptual translation of range 2-481) 
<400>2555 

He Cys Ser Pro Leu Leu Tyr Phe Thr Lys Met Ser Thr Arg Val Tyr 
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1 








5 










10 










15 




Val 


Gin 


Leu 


Leu 


Thr 


Val 


Ala 


Tyr 


val 


Gly Gly 


Pne 


Leu 


Asn 


Ala 


Cys 








20 










25 










30 






Ser 


Phe 


Thr 

35 


He 


Cys 


Phe 


Tyr 


Tyr 
40 


Leu 


Leu 


Leu 


Cys 


Gly 
45 


Pro 


Asn 


Arg 


Val 


Asn 
50 


His 


Phe 


Phe 


Cys 


Asp 
55 


Pne 


TV 1 -» 

Ala 


Pro 


Leu 


Val 
60 


GlU 


pne 


Ser 


Cys 


Ser 


Asp 


He 


Ser 


He 


Pro 


Ala 


Val 


Val 


Pro 


Ser 


Phe 


Thr 


Ala 


Gly 


Ser 


65 










70 










75 










80 


He 


He 


Val 


Val 


Thr 
85 


Val 


He 


Val 


He 


Ala 
90 


He 


Ser 


Tyr 


lie 


Tyr 
y d 


lie 


Leu 


He 


Thr 


He 
100 


Leu 


Lys 


Met 


Arg 


Ser 
105 


Thr 


Glu 


Gly 


His 


His 
110 


Lys 


Ala 


Phe 


Ser 


Thr 
115 


Cys 


Thr 


Ser 


His 


Leu 
120 


Thr 


Ala 


Val 


Thr 


Leu 
125 


Phe 


Tyr 


Gly 


Thr 


He 
130 


Thr 


Leu 


He 


Tyr 


Val 
135 


Met 


Pro 


Lys 


Ser 


Ser 
140 


Phe 


Ser 


Thr 


Asp 


Gin 


Asn 


Lys 


Val 


Val 


Cys 


Val 


Phe 


Tyr 


Thr 


Val 


Val 


He 


Pro 


Met 


Leu 


145 










150 










155 










160 



<210> 2556 
<211> 315 
<212> PRT 

<213> Unknown ( 46802 63-dir-l-12 conceptual translation of range 259-1203) 



<220> 

<221> VARIANT 

<222> (1)...(315) 

<223> Xaa = Any Amino Acid 

<400>2556 

Glu Met Glu Pro Gly Asn Tyr Thr Val Val Thr Glu Phe He Leu Leu 

15 10 15 

Gly Leu Thr Asp Asp He Thr Val Ser Val He Leu Phe Val Met Phe 

20 25 30 

Leu He Val Tyr Ser Val Thr Leu Met Gly Asn Leu Asn He He Val 

35 40 45 

Leu He Arg Thr Ser Pro Gin Leu His Thr Pro Met Tyr Leu Phe Leu 

50 55 60 

Ser His Leu Ala Phe Leu Asp He Gly Tyr Ser Ser Ser Val Thr Pro 
65 70 75 80 

He Met Leu Arg Gly Phe Leu Arg Lys Gly Thr Phe He Pro Val Ala 

85 90 95 

Gly Cys Val Ala Gin Leu Cys He Val Val Ala Phe Gly Thr Ser Glu 

100 105 110 

Ser Phe Leu Leu Ala Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

115 120 125 

Ser Pro Leu Leu Tyr Ser Thr Gin Met Ser Ser Thr Val Cys He Leu 

130 135 140 

Leu Val Gly Thr Ser Tyr Leu Gly Gly Trp Val Asn Ala Trp lie Phe 
145 150 155 160 

Thr Gly Cys Ser Leu Asn Leu Ser Phe Cys Gly Pro Asn Lys He Asn 

165 170 175 

His Phe Phe Cys Asp Tyr Ser Pro Leu Leu Lys Leu Ser Cys Ser His 

180 185 190 

Asp Phe Ser Phe Glu Val He Pro Ala He Ser Ser Gly Ser He He 

195 200 205 

Val Val Thr Val Phe He He Ala Leu Ser Tyr Val Tyr He Leu Val 

210 215 220 

Ser He Leu Lys Met Arg Ser Thr Glu Gly Arg Gin Lys Ala Phe Ser 
225 230 235 240 



1553 



BNSDOCID: <WO 01271 58A2J_> 



WO 01/27158 



PCT/USOO/27582 



Thr Cys Thr Ser His Leu Thr Ala Val Thr Leu Phe Phe Gly Thr He 

245 250 255 

Thr Phe He Tyr Val Met Pro Gin Ser Ser Tyr Ser Thr Asp Gin Asn 

260 265 270 

Lys Val Val Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 

275 280 285 

Leu He Tyr Ser Phe Arg Asn Lys Glu Val Lys Glu Ala Met Lys Lys 

290 295 300 

Leu He Ala Lys Thr His Trp Trp Ser Xaa Asn 
305 310 315 

<210> 2557 
<211> 312 
<212> PRT 

<213> Unknown (1246533-dir-0-ll conceptual translation of range 1-936) 
<400>2557 

Met Ala Glu Gly Asn His Thr Leu Ala Ser Glu Phe He Leu Val Gly 

1 5 10 15 

Leu Ser Asp His Pro Lys Met Lys Ala Ala Leu Phe Val Val Phe Leu 

20 25 30 

Leu He Tyr Val He Thr Phe Gin Gly Asn Leu Gly He He He Leu 

35 40 45 

He Gin Gly Asp Pro Arg Leu His Thr Ser Met Tyr Phe Phe Leu Ser 

50 55 60 

Ser Leu Ser Val Val Asp He Cys Phe Ser Ser Val He Ala Pro Arg 
65 70 75 80 

Thr Leu Val Asn Phe Leu Ser Glu Arg Arg Thr He Ser Phe Thr Gly 

85 90 95 

Cys Thr Gly Gin Thr Phe Phe Tyr He Val Phe Val Thr Thr Glu Cys 

100 105 110 

Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Ser Thr He Met Thr Arg Arg Gin Cys Met Gin Leu 

130 135 140 

Val Val Gly Ser Tyr He Gly Gly He Leu Asn Ala He He Gin Thr 
145 150 155 160 

Thr Phe He He Arg Leu Pro Phe Cys Gly Ser Asn He He Asn His 

165 170 175 

Phe Phe Cys Asp Val Pro Pro Leu Leu Ala Leu Ser Leu Ala Ser Thr 

180 185 190 

Tyr He Ser Glu Met He Leu Phe Ser Leu Ala Gly He He Glu Leu 

195 200 205 

Ser Thr Val Thr Ser He Leu Val Ser Tyr He Phe He Ser Cys Ala 

210 215 220 

He Leu Arg lie Arg Ser Ala Glu Gly Arg Gin Lys Ala Leu Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Ala Val Thr Leu Leu Tyr Gly Thr Thr He 

245 250 255 

Phe Thr Tyr Leu Arg Pro Ser Ser Ser Tyr Ser Leu Asn Thr Asp Lys 

260 265 270 

Val Val Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Gin Glu Val Lys Gly Ala Leu Ser Arg Val 

290 295 300 

Val Glu Arg He Thr Val Arg Val 
305 310 

<210> 2558 
<211> 313 
<212> PRT 
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<213> Unknown (p28-dir-0-ll conceptual translation of range 1-939) 



<400>2558 



Met 


Glu 


Gly 


Lys 


Asn 


Leu 


Thr 


Ser 


lie 


Ser 


Glu 


Cys 


Phe 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Glu 


Gin 


Leu 


Glu 


Glu 


Gin 


Lys 


Pro 


Leu 


Phe 


Gly 


Ser 


Phe 


Leu 








20 










25 










30 






Phe 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Ala 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Val 






35 










40 










45 








He 


He 


Thr 


Asp 


Thr 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


Ala 


Cys 


Phe 


Val 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 


Gin 


He 


Gin 


Ser 


Gin 


Ala 


He 


Ser 


Tyr 


Ser 


Gly 










85 










90 










95 




Cys 


Leu 


Leu 


Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Leu 


Phe 


Val 


Met 


Leu 


Glu 


Ala 








100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Cys 


Tyr 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


He 


Leu 


He 


Met 


Ser 


Pro 


Gly 


Leu 


Cys 


He 


Phe 


Leu 




130 










135 










140 










Val 


Ser 


Ala 


Ser 


Trp 


He 


Met 


Asn 


Ala 


Leu 


His 


Ser 


Leu 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Asn 


Ser 


Leu 


Ser 


Phe 


Cys 


Ala 


Asn 


His 


Glu 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


He 


Asn 


Pro 


Leu 


Leu 


Ser 


Leu 


Ser 


Cys 


Thr 


Asp 


Pro 








180 










185 










190 






Phe 


Thr 


Asn 


Glu 


Leu 


Val 


He 


Phe 


He 


Thr 


Gly 


Gly 


Leu 


Thr 


Gly 


Leu 






195 










200 










205 








He 


Cys 


Val 


Leu 


Cys 


Leu 


He 


He 


Ser 


Tyr 


Thr 


Asn 


Val 


Phe 


Ser 


Thr 




210 










215 










220 










He 


Leu 


Lys 


He 


Pro 


Ser 


Ala 


Gin 


Gly 


Lys 


Arg 


i»y s 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Phe 


Gly Thr 


Ser 


Phe 










245 










250 










255 




Cys 


Val 


Asp 


Phe 


Ser 


Ser 


Pro 


Ser 


Thr 


His 


Ser 


Ala 


Gin 


Lys 


Asp 


Thr 








260 










265 










270 






Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Gin 


Glu 


He 


Lys 


Ser 


Ser 


Leu 


Arg 


Lys 


Leu 




290 










295 










300 










He 


Trp 


Val 


Arg 


Lys 


He 


His 


Ser 


Pro 

















305 310 



<210> 2559 
<211> 117 
<212> PRT 

<213> Unknown (2695895-dir-0-5 conceptual translation of range 2-351) 
<220> 

<221> VARIANT 

<222> (1) . . . (117) 

<223> Xaa = Any Amino Acid 

<400>2559 

Asp Leu Cys Tyr Ser Thr Val He Ala Pro Lys Ala Leu Ala He Phe 

1 5 10 15 

Leu Ser Lys Asp Lys Lys He Ser Tyr Asn Gly His Ala Ala Xaa Phe 

20 25 30 

Tyr Phe Leu Cys Cys Val Gly Thr Glu Gly Leu Leu Leu Ala Val Met 
35 40 45 
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Ala Tyr Asp His Phe Ser Ala Phe Cys Ser Pro Phe Leu Tyr Pro Val 

50 55 60 

Arg Met Ser Gin Gin Val Cys Val His Leu Val lie Gly Ser Tyr lie 
65 70 75 80 

Cys Gly Gly lie Asn Ser Met Val Gin Thr Gly Phe Thr Phe Ser Leu 

85 90 95 

Asn Phe Cys Gly Glu Asn Xaa Leu Asp His Phe Phe Cys Asp Val Pro 

100 105 110 

Ala Leu lie Lys lie 
115 

<210> 2560 
<211> 216 
<212> PRT 

<213> Unknown (2921661-dir-0-8 conceptual translation of range 2-649) 



<400>2560 




























Leu 


Ala 


Asp 


Ala 


Cys 


Phe 


Val 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


J. 








5 










10 










15 




Asn 


He 


Gin 


He 
20 


Gin 


Ser 


Gin 


Ala 


He 
25 


Ser 


Tyr 


Ser 


Gly 


Cys 
30 


Leu 


Leu 


Gin 


Leu 


Tyr 
35 


Phe 


Phe 


Met 


Leu 


Phe 
40 


Val 


Met 


Leu 


Glu 


Ala 
45 


Phe 


Leu 


Leu 


Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Cys 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


His 


Pro 


Leu 


His 


Tyr 


He 


Leu 


He 


Met 


Ser 


Pro 


Gly 


Leu 


Arg 


He 


Phe 


Leu 


Val 


Ser 


Ala 


65 










70 










75 










80 


Ser 


Trp 


He 


Met 


Asn 
85 


Ala 


Leu 


His 


Ser 


Leu 
90 


Leu 


His 


Thr 


Leu 


Leu 
95 


Met 


Asn 


Ser 


Leu 


Ser 
100 


Phe 


Cys 


Ala 


Asn 


His 
105 


Glu 


He 


Pro 


His 


Phe 
110 


Leu 


Cys 


Asp 


He 


Asn 


Pro 


Leu 


Leu Gly 


Leu 


Ser 


Cys 


Thr 


Asp 


Pro 


Phe 


Thr 


Asn 






115 










120 










125 








Glu 


Leu 


Val 


He 


Phe 


He 


Thr 


Gly Gly 


Leu 


Thr 


Gly 


Leu 


He 


Cys 


Val 




130 










135 










140 










Leu 


Cys 


Leu 


He 


He 


Ser 


Tyr 


Thr 


Asn 


Val 


Phe 


Ser 


Thr 


He 


Leu 


Lys 


145 










150 










155 










160 


He 


Pro 


Ser 


Ala 


Gin 
165 


Gly 


Lys 


Arg 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Ser 
175 


Ser 


His 


Leu 


Ser 


Val 
180 


Val 


Ser 


Leu 


Phe 


Phe 
185 


Gly 


Thr 


Ser 


Phe 


Cys 
190 


Val 


Asp 


Phe 


Ser 


Ser 
195 


Pro 


Ser 


Thr 


His 


Ser 
200 


Ala 


Gin 


Lys 


Asp 


Thr 
205 


Val 


Ala 


Ser 


Val 


Met 
210 


Tyr 


Thr 


Val 


Val 


Thr 
215 


Pro 



















<210> 2561 
<211> 313 
<212> PRT 

<213> Unknown (pl9-dir-0-ll conceptual translation of range 1-939) 
<400>2561 

Met Glu Gly Lys Asn Leu Thr Ser He Ser Glu Phe Phe Leu Leu Gly 

15 10 15 

Phe Ser Glu Gin Leu Glu Glu Gin Lys Ala Leu Phe Gly Ser Phe Leu 

20 25 30 

Phe Met Tyr Leu Val Met Val Ala Gly Asn Leu Leu He He Leu Val 

35 40 45 

He He Thr Asp Thr Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Leu Ala Asp Ala Cys Phe Val Ser Thr Thr Val Pro Lys 
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65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 
85 


Gin 


He 


Gin 


Ser 


Gin 
90 


Ala 


He 


Ser 


Tyr 


Ser 
95 


Gly 


Cys 


Leu 


Leu 


Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Leu 


Phe 


Val 


Met 


Leu 


Glu 


Ala 






100 










105 










110 






Phe 


Leu 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 
120 


Asp 


His 


Tyr 


Val 


Ala 
125 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


He 


Leu 


He 


Met 


Ser 


Pro 


Gly Leu 


Cys 


Val 


Phe 


Leu 




130 










135 










140 










Val 


Ser 


Ala 


Ser 


Trp 


He 


Met 


Asn 


Ala 


Leu 


Tyr 


Ser 


Leu 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Asn 


Ser 
165 


Leu 


Ser 


Phe 


Cys 


Ala 
170 


Asn 


His 


Glu 


lie 


Pro 
175 


His 


Phe 


Phe 


Cys 


Asp 
180 


He 


Asp 


Pro 


Leu 


Leu 
185 


Ser 


Leu 


Ser 


Cys 


Ala 
190 


Asp 


Pro 


Phe 


Thr 


Asn 


Glu 


Leu 


Val 


He 


Phe 


lie 


Thr Gly Gly Leu 


Thr 


Gly 


Leu 






195 










200 










205 








lie 


Cys 
210 


Val 


Leu 


Cys 


Leu 


He 
215 


He 


Ser 


Tyr 


Thr 


Asn 
220 


Val 


Phe 


Ser 


Thr 


He 


Leu 


Lys 


He 


Pro 


Ser 


Ala 


Gin 


Gly 


Lys 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Cys 


Gly Thr 


Ser 


Phe 








245 










250 










255 




Cys 


Val 


Tyr 


Phe 


Ser 


Pro 


Pro 


Ser 


Thr 


Arg 


Ser 


Ala 


Gin 


Lys 


Asp 


Thr 






260 










265 










270 






Val 


Ala 


Ser 
275 


Val 


Met 


Tyr 


Thr 


Val 
280 


Val 


Thr 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Phe 


He 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Gin 
295 


Glu 


He 


Lys 


Ser 


Ser 
300 


Leu 


Arg 


Lys 


Leu 


He 


Trp 


Val Arg Lys 


He 


His 


Ser 


Pro 
















305 










310 























<210> 2562 
<211> 313 
<212> PRT 

<213> Unknown (p40-dir-0-ll conceptual translation of range 1-938) 



<400>2562 



Met 


Glu 


Gly 


Lys 


Asn 


Leu 


Thr 


Ser 


He 


Ser 


Glu 


Phe 


Phe 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Glu 


Gin 


Leu 


Glu 


Glu 


Gin 


Lys 


Ala 


Leu 


Leu 


Val 


Ser 


Phe 


Leu 








20 










25 










30 






Phe 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Ala 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Val 






35 










40 










45 








He 


He 


Thr 


Asp 


Thr 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


Ala 


Cys 


Phe 


Val 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


lie 


Gin 


lie 


Gin 


Ser 


Gin 


Ala 


He 


Ser 


Tyr 


Ser 


Gly 










85 










90 










95 




Cys 


Leu 


Leu 


Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Leu 


Phe 


Val 


Met 


Leu 


Glu 


Ala 








100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


His 


Tyr 


Val 


Ala 


lie 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


lie 


Leu 


He 


Met 


Ser 


Pro 


Gly 


Leu 


Cys 


Val 


Phe 


Leu 




130 










135 










140 










Val 


Ser 


Ala 


Ser 


Trp 


He 


Met 


Asp 


Ala 


Leu 


His 


Ser 


Leu 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Asn 


Ser 


Leu 


Ser 


Phe 


Tyr 


Ala 


Asn 


His 


Glu 


Thr 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


He 


Asp 


Pro 


Leu 


Leu 


Ser 


Leu 


Ser 


Cys 


Thr 


Asp 


Pro 
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180 185 190 

Phe Thr Asn Glu Leu Val He Phe He Thr Gly Gly Leu Thr Gly Leu 

195 200 . 205 

Val Cys Val Leu Cys Leu He He Ser Tyr Thr Asn He Phe Ser Thr 

210 215 220 

He Leu Lys He Pro Ser Ala Gin Gly Lys Arg Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Phe Gly Thr Ser Phe 

245 250 255 

Cys Val Tyr Phe He Pro Pro Ser Thr Arg Ser Ala Gin Lys Asp Thr 

260 265 270 

Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Gin Glu He Lys Ser Ser Leu Arg Lys Leu 

290 295 300 

He Trp Val Arg Glu He His Ser Pro 
305 310 



<210> 2563 
<211> 161 
<212> PRT 

<213> Unknown (293757-dir-0-6 conceptual translation of range 2-484) 



<400>2563 



Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


1 








5 








Pro 


Lys 


He 


Cys 


Cys 


Leu 


Leu 


He 








20 










Ala 


Ser 


Ala 


Met 


Ala 


His 


Thr 


Gly 






35 










40 


Asp 


Ser 


Asn 


He 


He 


Asn 


His 


Tyr 




50 










55 




Pro 


Leu 


Ser 


Cys 


Ser 


Ser 


Thr 


Tyr 


65 










70 






Val 


Val 


Gly 


Ser 


Ala 


He 


He 


Leu 










85 








Tyr 


Ala 


Met 


He 


Leu 


Phe 


Asn 


He 








100 










Trp 


Ser 


Lys 


Ala 


Leu Gly Thr 


Cys 






115 










120 


Leu 


Phe 


Tyr 


Gly 


Ser 


Gly 


Leu 


Leu 




130 










135 




Lys 


Thr 


Val 


Gly Gin 


Gly Lys 


Phe 



145 150 
Val 



Leu 


Thr 
10 


Tyr 


Lys 


Val 


He 


Met 
15 


Ser 


Phe 


Ser 


Ser 


Tyr 


Leu 


Met 


Gly 


Phe 


25 










30 






Cys 


Met 


He 


Arg 


Leu 
45 


Ser 


Phe 


Cys 


Met 


Cys 


Asp 


He 
60 


Phe 


Pro 


Leu 


Leu 


Val 


Asn 


Glu 
75 


Leu 


Met 


Ser 


Ser 


Val 
80 


Cys 


Cys 
90 


Leu 


He 


He 


Leu 


He 
95 


Ser 


He 


His 


Met 


Ser 


Ser 


Gly 


Lys 


Gly 


105 










110 






Gly 


Ser 


His 


He 


He 
125 


Thr 


Val 


Ser 


Ala 


Tyr 


Val 


Lys 
140 


Pro 


Ser 


Ser 


Ala 


Phe 


Ser 


Val 
155 


Phe 


Tyr 


Thr 


Leu 


Leu 
160 



<210> 2564 
<211> 313 
<212> PRT 

<213> Unknown (p39-dir-0-ll conceptual translation of range 1-939) 



<400>2564 




























Met 


Glu 


Gly 


Lys 


Asn 


Leu 


Thr 


Ser 


He 


Ser 


Glu 


Phe 


Phe 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Glu 


Gin 
20 


Leu 


Glu 


Glu 


Gin 


Lys 
25 


Ala 


Leu 


Phe 


Gly 


Ser 
30 


Phe 


Leu 


Phe 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Ala Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Val 






35 










40 










45 








He 


He 


Thr 


Asp 


Thr 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 



50 55 60 
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Asn Leu Ser Leu Ala Asp Ala Cys Phe Val Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met Leu Ala Asn He Gin lie Gin Ser Gin Ala He Ser Tyr Ser Gly 

85 90 95 

Cys Leu Leu Gin Leu Tyr Phe Phe Met Leu Phe Val Met Leu Glu Ala 

100 105 HO 

Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 

115 120 125 

Pro Leu His Tyr He Leu He Met Ser Pro Gly Leu Cys Val Phe Leu 

130 135 140 

Val Ser Ala Ser Trp He Met Asn Ala Leu His Ser Leu Leu His Thr 
145 150 155 160 

Leu Leu Met Asn Ser Leu Ser Phe Cys Ala Asn His Glu He Pro His 

165 170 175 

Phe Phe Cys Asp He Asp Pro Leu Leu Ser Leu Ser Cys Thr Asp Pro 

180 185 190 

Phe Thr Asn Glu Leu Val He Phe He Thr Gly Gly Leu Thr Gly Leu 

195 200 205 

Val Cys Val Leu Cys Leu He He Ser Tyr Thr Asn He Phe Ser Thr 

210 215 220 

He Leu Lys He Pro Ser Ala Gin Gly Lys Arg Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Phe Gly Thr Ser Phe 

245 250 255 

Cys Val Tyr Phe He Pro Pro Ser Thr Arg Ser Ala Gin Lys Asp Thr 

260 265 270 

Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

2 ?5 280 285 

He Tyr Ser Leu Arg Asn Gin Glu He Lys Ser Ser Leu Arg Lys Leu 

2 90 295 300 

He Trp Val Arg Glu He His Ser Pro 
305 310 

<210> 2565 
<211> 315 
<212> PRT 

<213> Unknown ( 3738097-rev-723-12 conceptual translation of range 72448- 
73392) 

./ 

<220> 

<221> VARIANT 

<222> (1)...(315) 

<223> Xaa = Any Amino Acid 

<400>2565 

Met Leu Ala Arg Asn Asn Ser Leu Val Thr Glu Phe He Leu Ala Gly 

1 5 10 15 

Leu Thr Asp Arg Pro Glu Phe Trp Gin Pro Phe Phe Phe Leu Phe Leu 

2 0 25 30 

Val He Tyr He Val Thr Met Val Gly Asn Leu Gly Leu He Thr Leu 

35 40 45 

Phe Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Phe 

50 * 55 60 

Asn Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val Phe Thr Pro Lys 
65 70 75 80 

Met Leu Met Asn Phe Val Ser Lys Lys Asn He He Ser Asn Val Gly 

85 90 95 

Cys Met Thr Arg Leu Phe Phe Phe Leu Phe Phe Val He Ser Glu Cys 

100 105 no 

Tyr Met Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
H5 120 125 



1559 



BNSDOCID: <WO 01271 58A2J_> 



WO 01/27158 



PCT/US00/27582 



Pro 


Leu 


Leu 


Tyr 


Lys 


vai 


inr 


Met 


Ser 


His 


Gin 


vai 


cys 


Ser 


Met 


Leu 




1 O A 

130 




















1 A A 

140 










Thr 


Phe 


Ala 


Ala 


Tyr 


lie 


Met 


Gly 


Leu 


Ala 


Gly 


Ala 


Thr 


Ala 


His 


Thr 


145 










150 










i c c 










1 C A 

loO 


Gly 


Cys 


Met 


Phe 


Arg 


Leu 


Thr 


Pne 


Cys 


Ser 


Ala 


Asn 


lie 


lie 


Asn 


His 










1 c c 

lob 










*1 1 A 
1 /U 










1 / b 




Tyr 


Leu 


Cys 


Asp 


He 


Leu 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Thr 


Ser 


Thr 








i o a 
180 










"IOC 

lob 










"1 Q A 






Tyr 


Val 


Asn 


Glu 


Val 


Val 


Val 


Leu 


He 


Val 


Val 


Gly 


Thr 


Asn 


He 


Thr 
















O A A 

zUU 










2 Ub 








Val 


Pro 


Ser 


Cys 


Thr 


lie 


Leu 


He 


Ser 


Tyr 


Vai 


Pne 


He 


Val 


Tnr 


Ser 




210 










215 










220 










lie 


Leu 


His 


lie 


Lys 


Ser 


Thr 


Gin 


Gly 


Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


n o c 

225 










OTA 
2 J 0 










O "3 C 










1 A A 

240 


Cys 


Ser 


Ser 


His 


Val 


lie 


Ala 


Leu 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser 


Ala 


Ala 










245 










250 










o c c 

255 




Phe 


Met 


Tyr 


He 


Lys 


Tyr 


Ser 


Ser 


Gly 


Ser 


Met 


Glu 


Gin 


Gly 


Lys 


Val 








260 










265 










270 






Phe 


Ser 


Val 


Phe 


Tyr 


Thr 


Asn 


Val 


Val 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Val 


Ala 


Leu 


Arg 


Lys 


Ala 


Leu 




290 










295 










300 










He 


Lys 


He 


Gin 


Arg 


Arg 


Asn 


He 


Phe 


Xaa 


Leu 












305 










310 










315 













<210> 2566 
<211> 313 
<212> PRT 

<213> Unknown (p41-dir-0-ll conceptual translation of range 1-938) 



<400>2566 



Met 


Glu 


Gly 


Lys 


Asn 


Leu 


Thr 


Ser 


He 


Ser 


Glu 


Phe 


Phe 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Glu 


Gin 


Leu 


Glu 


Glu 


Gin 


Lys 


Ala 


Leu 


Phe 


Gly 


Ser 


Phe 


Leu 








20 










25 










30 






Phe 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Ala 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Val 






35 










40 










45 








He 


He 


Thr 


Asp 


Thr 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


Ala 


Cys 


Phe 


Val 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 


Arg 


He 


Gin 


Ser 


Gin 


Ala 


He 


Ser 


Tyr 


Ser 


Gly 










85 










90 










95 




Cys 


Leu 


Leu 


Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Leu 


Phe 


Val 


Met 


Leu 


Glu 


Ala 








100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


He 


Leu 


He 


Met 


Ser 


Pro 


Gly 


Leu 


Cys 


Val 


Phe 


Leu 




130 










135 










140 










Val 


Ser 


Ala 


Ser 


Trp 


He 


Met 


Asn 


Ala 


Leu 


His 


Ser 


Leu 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Asn 


Ser 


Leu 


Ser 


Phe 


Cys 


Thr 


Asn 


Arg 


Glu 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


He 


Asn 


Pro 


Leu 


Leu 


Ser 


Leu 


Ser 


Cys 


Thr 


Asp 


Pro 








180 










185 










190 






Phe 


Thr 


Asn 


Glu 


Leu 


Val 


He 


Phe 


He 


Thr 


Gly 


Gly 


Val 


Ala 


Gly 


Leu 






195 










200 










205 








Val 


Cys 


Val 


Leu 


Cys 


Leu 


He 


He 


Ser 


Tyr 


Met 


Asn 


Val 


Phe 


Ser 


Thr 




210 










215 










220 










He 


Leu 


Lys 


He 


Pro 


Ser 


Ala 


Gin 


Gly 


Lys 


Arg 


Ser 


Ser 


Phe 


Ser 


Thr 


225 










230 










235 










240 
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Cys Ser Ser His Leu Ser Val Val Ser Leu Phe Phe Gly Thr Ser Phe 

245 250 255 

Cys Val Tyr Val Ser Pro Pro Ser Thr Leu Ser Ala Gin Lys Asp Thr 

260 265 270 

Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Thr Leu Asn Pro Phe 

275 280 285 

lie Tyr Ser Leu Arg Asn Gin Glu He Lys Ser Ser Leu Arg Lys He 

290 295 300 

He Trp Val Arg Lys He His Ser Pro 
305 310 

<210> 2567 
<211> 315 
<212> PRT 

<213> Unknown ( 2317703-air-0-13 conceptual translation of range 211-1155) 
<220> 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 

<400>2567 

Met Ala Thr Gly Asn Tyr Cys Val Phe Pro Glu Phe He Leu Thr Gly 

15 10 15 

Leu Ser Lys Lys Ser Glu Leu Gin Met Pro Leu Phe Val Leu Phe Leu 

20 25 3 0 

Gly He Tyr He Val Thr Val Val Gly Asn Leu Gly Met He Thr Leu 

35 40 45 

He Arg Leu Ser Ser Leu Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 

50 55 60 

Ser Leu Ser Phe He Asp Leu Cys His Ser Thr Val He Thr Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Val Ala Glu Lys Asn He He Ser Tyr Thr Gly 

85 90 95 

Cys Met Thr Gin Leu Phe Phe Phe Leu He Phe Ala He Ala Glu Cys 

100 105 110 

His Met Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Asn Ala He Met Ser Tyr Gin Ser Tyr He Ser Met 

130 135 140 

He Ser Gly Val Tyr He He Gly Val Val Cys Ala Ser Ala His Thr 
145 150 155 160 

Gly Phe Met He Arg Ser Gin Phe Cys Asn Leu Asp Val He Asn His 

165 170 175 

Tyr Phe Cys Asp Leu Leu Pro Leu Leu Glu Leu Ala His Ser Ser Thr 

180 185 190 

Tyr Val Asn Glu Leu Val He Leu He Cys Gly Thr Cys Asn He Val 

195 200 205 

Val Pro Thr Leu Thr He Leu Thr Ser Tyr He Phe He He Ala Thr 

210 215 220 

He Leu His He Arg Ser Thr Glu Gly Arg Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His He Leu Ala Val Ala Val Phe Phe Gly Ser Ala Ala 

245 250 255 

Phe Met Tyr Leu Gin Pro Ser Ser Val Ser Ser Met Asp Gin Gly Lys 

260 265 270 

Val Ser Ser Val Phe Tyr Thr He Val Val Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Ser Thr Ala Leu Lys Lys He 

290 295 300 

Leu Glu Arg Lys Ser Phe Val Xaa Thr Glu Val 
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305 310 315 

<210> 2568 
<211> 114 
<212> PRT 

<213> Unknown (888-dir-0-5 conceptual translation of range 2-343) 



<400>2568 



He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Pro 


Val 


He 


Met 


Ser 


Asn 


Thr 


Leu 


Cys 


1 




5 










10 










15 




He 


Arg 


Leu 


Leu 


Val 


Leu 


Ser 


Leu 


Leu 


Gly 


Gly 


Leu 


Leu 


His 


Ala 


He 






20 










25 










30 






He 


His 


Ser 
35 


Ser 


Phe 


Leu 


Phe 


Arg 
40 


Leu 


Thr 


Phe 


Cys 


Asp 
45 


Ser 


He 


He 


Val 


His 
50 


His 


Phe 


Tyr 


Cys 


Asp 
55 


He 


He 


Pro 


Leu 


Leu 
60 


Lys 


He 


Thr 


Cys 


Thr 


Asp 


Pro 


Ser 


He 


Asn 


Tyr 


Leu 


He 


Val 


Phe 


He 


Phe 


Ala 


Gly 


Ser 


65 








70 










75 










80 


He 


Gin 


Met 


Phe 


Thr 
85 


He 


Leu 


He 


Val 


Leu 
90 


Val 


Ser 


Tyr 


Thr 


Leu 
95 


Val 


Leu 


Phe 


Thr 


He 
100 


Leu 


Arg 


Lys 


Lys 


Ser 
105 


Leu 


Gin 


Gly 


He 


Lys 
110 


Lys 


Ala 



Phe Ser 



<210> 2569 
<211> 159 
<212> PRT 

<213> Unknown (1514485-dir-0-6 conceptual translation of range 2-478) 
<400>2569 



Val 


Ala 


He 


Cys Asn Pro 


Leu 


Leu 


Tyr 


Thr 


He 


Ser 


Met 


Pro 


Lys 


Ser 


1 






5 








10 










15 




Leu 


Cys 


Met 


Lys Leu Val 


Ala 


Gly 


Ser 


Tyr 


Leu 


Gly 


Gly 


Val 


Leu 


Asn 






20 






25 










30 






Ser 


Leu 


Thr 


Gin Thr Cys 


Cys 


Leu 


Leu 


Pro 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 






35 






40 










45 








Asn 


Val 


He 


Asn His Tyr 


Phe 


Cys 


Asp 


Thr 


Asn 


Pro 


Leu 


Leu 


Lys 


Leu 




50 






55 










60 










Thr 


Cys 


Ser 


Asp Gly Arg 


Leu 


Asn 


Glu 


Leu 


Leu 


Leu 


Val 


Thr 


Phe 


Asn 


65 




70 










75 










80 


Gly 


Thr 


He 


Ser Met Thr 


Val 


Leu 


Leu 


He 


He 


Val 


He 


Ser 


Tyr 


Val 






85 








90 










95 




Tyr 


He 


Leu 


Val Ser He 


Leu 


Ser 


He 


Arg 


Ser 


Ala 


Arg 


Gly 


Arg 


His 






100 






105 










110 






Lys 


Ala 


Phe 


Ser Thr Cys 


Ala 


Ser 


His 


Leu 


Leu 


Thr 


Val 


Thr 


Leu 


Phe 




115 






120 










125 








Tyr 


Val 


Pro 


Ala Gly Leu 


Ser 


His 


Met 


Gin 


Pro 


Gly 


Ser 


Lys 


Tyr 


Ser 


130 






135 










140 










Leu 


Asp 


Met 


Glu Lys Val 


Thr 


Ala 


Val 


Phe 


Tyr 


Thr 


Leu 


Leu 


Val 





145 150 155 

<210> 2570 
<211> 131 
<212> PRT 

<213> Unknown (1514487-dir-0-5 conceptual translation of range 2-394) 
<400>2570 

Val Ala He Cys Ser Pro Leu Leu Tyr Ser Thr Val Met Thr Lys Arg 

15 10 15 

Val Cys Met Gin Leu Val Val Gly Ser Tyr Met Gly Gly Leu Leu Asn 
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20 25 30 

Ser Leu Thr His Thr Cys Gly Leu Leu Gly Leu Pro Phe Cys Gly Pro 

35 40 45 

Asn Val He Asn His Tyr Phe Cys Asp He Pro Pro Leu Leu Gin Leu 

50 55 60 

Ala Cys Ser Asp Thr His Arg Asn Glu Thr Leu Leu Leu Ala Phe Ser 
65 t 70 75 80 

Ala Val He Ala Leu Phe Thr Leu Phe Val He Thr Ala Ser Tyr Met 

85 90 95 

Leu He Leu Ser Val He Leu Lys He Gin Ser Asp Asp Gly Arg Lys 

100 105 110 

Lys Thr Phe His Thr Cys Ala Ser His Leu Thr Ala He Thr He Phe 

115 120 125 

Phe Gly Ser 
130 

<210> 2571 
<211> 114 
<212> PRT 

<213> Unknown ( 32508-dir-0-5 conceptual translation of range 2-343) 
<400>2571 



He 


Val 


Ser 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala 


Met 


Ser 


Asp 


Arg 


Lys 


Cys 


1 








5 










10 










15 




Val 


Glu 


Leu 


Val 


Thr 


Gly 


Ser 


Trp 


He 


Gly Gly 


He 


Val 


Asn 


Thr 


Leu 








20 










25 










30 






He 


His 


Thr 
35 


He 


Ser 


Leu 


Arg 


Arg 
40 


Leu 


Ser 


Phe 


Cys 


Arg 
45 


Leu 


Asn 


Ala 


Val 


Ser 
50 


His 


Phe 


Phe 


Cys 


Asp 
55 


He 


Pro 


Ser 


Leu 


Leu 
60 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Ser 


Met 


Asn 


Glu 


Leu 


Leu 


Leu 


Leu 


Thr 


Phe 


Ser 


Gly Val 


65 










70 










75 










80 


He 


Ala 


Met 


Ala 


Thr 
85 


Phe 


Leu 


Thr 


Val 


He 
90 


He 


Ser 


Tyr 


He 


Phe 
95 


He 


Ala 


Phe 


Ala 


Ser 
100 


Leu 


Arg 


He 


His 


Ser 
105 


Ala 


Ser 


Gly 


Arg 


Gin 
110 


Gin 


Ala 



Phe Ser 



<210> 2572 
<211> 315 
<212> PRT 

<213> Unknown (p42-dir-0-ll conceptual translation of range 1-945) 



<400>2572 



Met 


Glu 


Ser 


Glu 


Ala 


Gly 


Thr 


Asn 


Arg 


Thr 


Ala 


Val 


Ala 


Glu 


Phe 


He 


1 








5 










10 










15 




Leu 


Leu 


Gly 


Leu 
20 


Val 


Gin 


Thr 


Glu 


Glu 
25 


Met 


Gin 


Ser 


Val 


Val 

30 


Phe 


Val 


Leu 


Leu 


Leu 


Phe 


Ala 


Tyr 


Leu 


Val 


Thr 


Thr 


Gly 


Gly Asn 


Pro 


Ser 


He 






35 










40 










45 








Leu 


Ala 
50 


Ala 


Val 


Leu 


Val 


Glu 
55 


Pro 


Lys 


Leu 


His 


Thr 
60 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


Asn 


Leu 


Ser 


Val 


Leu 


Asp 


Val 


Gly 


Cys 


He 


Thr 


Val 


Thr 


65 










70 










75 










80 


Val 


Pro 


Ala 


Met 


Leu 
85 


Gly 


Arg 


Leu 


Leu 


Ser 
90 


His 


Lys 


Cys 


He 


He 
95 


Ser 


Tyr 


Asp 


Ala 


Cys 
100 


Leu 


Ser 


Gin 


Leu 


Phe 
105 


Phe 


Phe 


His 


Leu 


Leu 
110 


Ala 


Gly 


Met 


Asp 


Cys 
115 


Phe 


Leu 


Leu 


Thr 


Ala 
120 


Met 


Ala 


Tyr 


Asp 


Arg 
125 


Phe 


Leu 


Ala 
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lie Cys Arg Pro 
130 

Gly Met Leu Val 
145 

Thr His Thr lie 

lie Asn His Phe 
180 

Ser Ser Thr Gin 
195 

Met Ala Val Val 
210 

Val Ala Ala Val 

225 

Phe Ser Thr Cys 

Thr Gly Val Phe 
260 

Lys Asp Lys Gly 
275 

Asn Pro Leu lie 
290 

Trp Gin Leu Leu 
305 



Leu Thr Tyr Ser 
135 

Ala Val Ser Trp 
150 

Ala Leu Thr Thr 
165 

Tyr Cys Asp Leu 

Leu Asn Glu Leu 
200 

Pro Leu Val Leu 
215 

Leu Gin lie His 
230 

Gly Ser His Leu 
245 

Ser Tyr Met Arg 

Val Gly Val Phe 
280 

Tyr Ser Leu Arg 
295 

Val Gly Lys Arg 
310 



Thr Arg Met Ser 
140 

Thr Cys Ala Phe 
155 

Leu Asn Phe Cys 
170 

Pro Gin Leu Phe 
185 

Leu Leu Phe Val 

lie Ser Val Ser 
220 

Ser Ala Glu Gly 

235 

Thr Val Val Gly 
250 

Leu Gly Ser Val 
265 

Met Thr Val lie 

Asn Thr Asp Val 
300 

Ser Leu Thr 
315 



Gin Thr Val Gin 

Thr Asn Ala Leu 
160 

Gly Pro Ser Val 
175 

Gin Leu Ser Cys 
190 

Ala Ala Ala Phe 
205 

Tyr Ala His Val 

Arg Lys Lys Ala 
240 

lie Phe Tyr Gly 
255 

Glu Ser Ser Asp 
270 

Asn Pro Met Leu 
285 

Gin Gly Ala Leu 



<210> 2573 
<211> 315 
<212> PRT 

<213> Unknown (pl76-dir-0-ll conceptual translation of range 1-945) 



<400>2573 



Met 


Gin 


Pro 


Glu 


Ser 


Gly 


Ala 


Asn 


Gly 


Thr 


Val 


He 


Ala 


Glu 


Phe 


He 


1 








5 










10 










15 




Leu 


Leu Gly 


Leu 


Leu 


Glu 


Ala 


Pro 


Gly 


Leu 


Gin 


Pro 


Val 


Val 


Phe 


Val 








20 










25 










30 






Leu 


Phe 


Leu 


Phe 


Ala 


Tyr 


Leu 


Val 


Thr 


Val 


Gly 


Gly 


Asn 


Leu 


Ser 


He 






35 










40 










45 








Leu 


Ala 


Ala 


Val 


Leu 


Val 


Glu 


Pro 


Lys 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 




50 










55 










60 










Phe 


Leu Gly 


Asn 


Leu 


Ser 


Val 


Leu 


Asp 


Val 


Gly 


Cys 


He 


Ser 


Val 


Thr 


65 










70 










75 










80 


Val 


Pro 


Ser 


Met 


Leu 


Ser 


Arg 


Leu 


Leu 


Ser 


Arg 


Lys 


Arg 


Ala 


Val 


Pro 










85 










90 










95 




Cys 


Gly Ala 


Cys 


Leu 


Thr 


Gin 


Leu 


Phe 


Phe 


Phe 


His 


Leu 


Phe 


Val 


Gly 








100 










105 










110 






Val 


Asp 


Cys 


Phe 


Leu 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Leu 


Ala 






115 










120 










125 








He 


Cys 


Arg 


Pro 


Leu 


Thr 


Tyr 


Ser 


Thr 


Arg 


Met 


Ser 


Gin 


Thr 


Val 


Gin 




130 










135 










140 










Arg 


Met 


Leu 


Val 


Ala 


Ala 


Ser 


Trp 


Ala 


Cys 


Ala 


Phe 


Thr 


Asn 


Ala 


Leu 


145 










150 










155 










160 


Thr 


His 


Thr 


Val 


Ala 


Met 


Ser 


Thr 


Leu 


Asn 


Phe 


Cys 


Gly 


Pro 


Asn 


Glu 










165 










170 










175 




Val 


Asn 


His 


Phe 


Tyr 


Cys 


Asp 


Leu 


Pro 


Gin 


Leu 


Phe 


Gin 


Leu 


Ser 


Cys 








180 










185 










190 






Ser 


Ser 


Thr 


Gin 


Leu 


Asn 


Glu 


Leu 


Leu 


Leu 


Phe 


Ala 


Val 


Gly 


Phe 


He 






195 










200 










205 








Met 


Ala Gly Thr 


Pro 


Met 


Ala 


Leu 


He 


Val 


He 


Ser 


Tyr 


He 


His 


Val 




210 










215 










220 










Ala 


Ala 


Ala 


Val 


Leu 


Arg 


He 


Arg 


Ser 


Val 


Glu 


Gly 


Arg 


Lys 


Lys 


Ala 



225 230 235 240 
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Phe Ser Thr Cys Gly Ser His Leu Thr Val Val Ala Met Phe Tyr Gly 

245 250 255 

Ser Gly lie Phe Asn Tyr Met Arg Leu Gly Ser Thr Lys Leu Ser Asp 

260 265 270 

Lys Asp Lys Ala Val Gly lie Phe Asn Thr Val lie Asn Pro Met Val 

275 280 285 

Asn Pro lie lie Tyr Arg Phe Arg Asn Pro Glu Val Gin Ser Ala lie 

290 295 300 

Trp Arg Met Leu Thr Gly Arg Arg Ser Leu Ala 
305 310 315 

<210> 2574 
<211> 162 
<212> PRT 

<213> Unknown ( 1552397-dir-0-6 conceptual translation of range 1-486) 



<400>2574 



Val 


Ala 


Val 


Cys 


His 


Pro 


Leu 


Leu 


Tyr 


Val 


Phe 


His 


Met 


Ser 


Gin 


Lys 


1 








5 










10 










15 




His 


Cys 


Thr 


Phe 


Phe 


Val 


Ser 


Ala 


Ala 


Trp 


He 


He 


Gly 


Phe 


Leu 


Asp 








20 










25 










30 






Pro 


Thr 


Ser 


Tyr 


Val 


Val 


Leu 


He 


Ser 


Lys 


Phe 


Ser 


Phe 


Cys 


Thr 


Ser 






35 










40 










45 








Asn 


He 


He 


Asp 


His 


Phe 


Phe 


Cys 


Asp 


Leu 


Ala 


Pro 


Leu 


Leu 


Lys 


Leu 




50 










55 










60 










Ser 


Cys 


Ser 


Asp 


Thr 


Phe 


Gin 


He 


Glu 


Val 


Leu 


Asn 


Tyr 


Val 


Glu 


Ser 


65 










70 










75 










80 


Ala 


Leu 


Val 


Thr 


Leu 


Asn 


Ser 


Phe 


Val 


Leu 


Thr 


Val 


He 


Ser 


Tyr 


He 










85 










90 










95 




Phe 


Thr 


He 


Ser 


Ala 


He 


Leu 


Asn 


He 


Lys 


Ser 


Ala 


Glu 


Gly Arg 


His 








100 










105 










110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Thr 


Ser 


His 


Leu 


Thr 


Cys 


Val 


He 


He 


Phe 






115 










120 










125 








Tyr 


Ser 


Thr 


He 


He 


Ser 


Leu 


Tyr 


He 


Arg 


Pro 


He 


Ser 


Thr 


Tyr 


Ala 




130 










135 










140 










Pro 


Lys 


Gin 


Asp 


Gin 


Phe 


Phe 


Ala 


Leu 


Leu 


Tyr 


He 


Val 


Leu 


He 


Pro 


145 










150 










155 










160 


Leu 


Leu 































<210> 2575 
<211> 161 
<212> PRT 

<213> Unknown ( 1552399-dir-0-6 conceptual translation of range 1-483) 



<400>2575 



Val 


Ala 


He 


Cys 


Tyr 


Pro 


Leu 


His 


Tyr 


Ala 


Leu 


Arg 


Met 


Ser 


Leu 




1 








5 










10 










15 




His 


Cys 


Ala 


Lys 


He 


He 


Val 


Gly 


Val 


Trp 


Val 


Ala 


Gly 


Phe 


Leu 


Ala 








20 










25 










30 






Pro 


Val 


He 


His 


Thr 


Val 


Leu 


Met 


Thr 


Asn 


Leu 


Ser 


Phe 


Cys 


Ser 


Ser 






35 










40 










45 








Asn 


His 


He 


Asn 


His 


Phe 


Leu 


Cys 


Asp 


Leu 


Thr 


Pro 


Val 


Leu 


Lys 


He 




50 










55 










60 










Ser 


Cys 


Ser 


Asp 


Thr 


Ser 


Leu 


He 


Glu 


Met 


He 


Thr 


Tyr 


He 


Asp 


Gly 


65 










70 










75 










80 


Val 


He 


Val 


Ala 


Phe 


Ser 


Thr 


Phe 


Thr 


He 


Thr 


Ser 


Val 


Ser 


Tyr 


Val 










85 










90 










95 




Phe 


He 


Leu 


Phe 


Lys 


He 


Leu 


Lys 


He 


His 


Ser 


Ser 


Gin 


Gly 


Lys 


Lys 








100 










105 










110 






Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Thr 


Ser 


His 


Leu 


Thr 


Cys 


Val 


He 


He 


Phe 
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115 120 125 

Tyr Gly Ser lie lie Cys Leu Tyr Met Arg Pro Thr Lys Ser lie Ser 

130 135 140 

Pro Asn Gin Asp Val Phe Ala Leu Leu Tyr Ala Val Leu Val Pro Met 
145 150 155 160 

Leu 



<210> 2576 
<211> 160 
<212> PRT 

<213> Unknown (4877302-dir-0-6 conceptual translation of range 2-481) 



<400>2576 



He 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Thr 


Ser 


He 


He 


Ser 


Thr 


Lys 


1 








5 










10' 










15 




Val 


Cys 


He 


Leu 


Leu 


Ala 


Ala 


Leu 


Arg 


Trp 


Ser 


Val 


Gly 


Phe 


Val 


Cys 








20 










25 










30 






Thr 


Leu 


Pro 


Cys 


Thr 


Val 


Leu 


Leu 


Leu 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly 


Pro 






35 










40 










45 








Lys 


Glu 


He 


Tyr 


His 


Tyr 


Tyr 


Cys 


Asp 


His 


Pro 


Gin 


He 


Leu 


Lys 


Val 




50 










55 










60 










Ala 


Cys 


Asn 


Asp 


Thr 


Ser 


Leu 


Asn 


Tyr 


Tyr 


Val 


Ser 


Leu 


Tyr 


Val 


Ala 


65 










70 










75 










80 


Ala 


Val 


Val 


He 


Val 


Val 


Pro 


Phe 


Leu 


Phe 


He 


Leu 


Ser 


Thr 


Tyr 


Leu 










85 










90 










95 




Gly 


He 


Leu 


Arg 


Ala 


Val 


Leu 


Lys 


He 


Arg 


Ser 


Ala 


Glu 


Gly 


Arg 


Arg 








100 










105 










110 






Lys 


Thr 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Val 


Cys 


Val 


Val 


He 


Phe 






115 










120 










125 








Tyr 


Leu 


Ser 


Ala 


Gly 


Phe 


Ala 


Tyr 


Phe 


Arg 


Pro 


Gin 


Glu 


Thr 


Ser 


Ala 




130 










135 










140 










Ser 


Asp 


Tyr 


Ser 


He 


Met 


Ala 


Ser 


Leu 


Leu 


Tyr 


Ser 


Thr 


Leu 


Ser 


Pro 


145 










150 










155 










160 



<210> 2577 
<211> 153 
<212> PRT 

<213> Unknown (2564501-dir-0-6 conceptual translation of range 1-459) 
<400>2577 



Lys 


Pro 


Leu 


His 


Tyr 


Met 


Thr 


He 


Met 


Ser 


His 


Arg 


Thr 


Cys 


Gly 


Leu 


1 








5 










10 










15 




Leu 


Val 


Ala 


Ala 
20 


Ser 


Trp 


Val 


Gly 


Gly 
25 


Ser 


He 


His 


Ser 


Leu 
30 


Leu 


Gin 


Thr 


Leu 


Leu 
35 


Leu 


Ala 


Trp 


Leu 


Pro 
40 


Tyr 


Cys 


Gly 


Pro 


Asn 
45 


Met 


He 


Asp 


Ser 


Phe 
50 


Phe 


Cys 


Asp 


Ala 


Pro 
55 


Pro 


Leu 


Leu 


Lys 


Leu 
60 


Ala 


Cys 


Thr 


Asp 


Thr 


Thr 


Leu 


Val 


Gly 


Trp 


Leu 


He 


Leu 


Cys 


Asn 


Gly 


Gly 


Leu 


He 


Ala 


65 










70 










75 










80 


Val 


Cys 


Ser 


Phe 


Ser 
85 


Val 


Leu 


Val 


Thr 


Ser 
90 


Tyr 


Thr 


Phe 


He 


He 
95 


Arg 


Thr 


Pro 


Arg 


Thr 
100 


Gin 


Leu 


He 


Glu 


Gly 
105 


Lys 


Arg 


Arg 


Ala 


Leu 
110 


Ser 


Thr 


Cys 


Gly 


Ser 
115 


His 


Cys 


He 


Val 


Val 
120 


Val 


Phe 


Phe 


Phe 


Gly 
125 


Pro 


Cys 


He 


Tyr 


He 
130 


Tyr 


Leu 


Arg 


Pro 


Ser 
135 


He 


Ser 


He 


Phe 


Leu 
140 


Asp 


Lys 


Val 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 


Leu 


He 


Thr 


Pro 

















145 150 
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<210> 2578 
<211> 152 
<212> PRT 

<213> Unknown <2564499-dir-0-6 conceptual translation of range 1-456) 
<400>2578 



Asn 


Pro 


Leu 


Arg 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Arg 


Lys 


Val 


Cys 


Ser 


Leu 


1 








5 










10 










15 




Leu 


Val 


Leu 


Ala 


Cys 


Trp 


Val 


Gly Gly 


Ala 


Val 


His 


Ser 


Thr 


Ala 


Gin 








20 










25 










30 






Val 


Leu 


Leu 
35 


Val 


Met 


Thr 


Leu 


Pro 
40 


Phe 


Cys 


Gly 


Pro 


Asn 
45 


Glu 


Val 


Gly 


His 


Phe 
50 


Phe 


Cys 


Asp 


He 


Pro 
55 


Pro 


Leu 


Phe 


Pro 


Leu 
60 


Val 


Cys 


Thr 


Asp 


Thr 


Phe 


Leu 


Ser Gly Val 


Leu 


He 


Met 


Ser 


Asn 


Ser 


Gly 


Leu 


He 


Ser 


65 










70 










75 










80 


Leu 


Ala 


Cys 


Phe 


Leu 
85 


Thr 


Leu 


He 


He 


Ser 
90 


Tyr 


Thr 


Leu 


He 


Leu 
95 


Leu 


Ala 


Val 


Arg 


Arg 
100 


Cys 


Ser 


Ala 


Glu 


Gly 
105 


Lys 


Ser 


Lys 


Ala 


Leu 
110 


Ser 


Thr 


Cys 


Gly 


Thr 
115 


His 


Leu 


Thr 


Val 


Val 
120 


Thr 


He 


Ala 


Phe 


Gly 
125 


Pro 


Ser 


He 


Phe 


He 
130 


Tyr 


Met 


Lys 


Pro 


Met 
135 


Asn 


Leu 


Gin 


Val 


Asp 
140 


Lys 


He 


Val 


Ala 


Leu 


Phe 


Phe 


Val 


He 


He 


Thr 


Pro 



















145 150 

<210> 2579 
<211> 205 
<212> PRT 

<213> Unknown (hg449~dir-0-7 conceptual translation of range 1-616) 
<220> 

<221> VARIANT 

<222> (1)...(205) 

<223> Xaa = Any Amino Acid 



<400>2579 



Leu 


Met 


Glu 


He 


Ser 


Tyr 


Phe 


Thr 


Val 


Val 


Pro 


Lys 


Phe 


He 


Thr 


Asp 


1 








5 










10 










15 




Leu 


Leu 


Ala 


Lys 


He 


Lys 


Ala 


He 


Ser 


Leu 


Glu 


Gly 


Tyr 


Leu 


Ala 


Gin 








20 










25 










30 






He 


Phe 


Leu 


His 


Phe 


Cys 


Gly 


He 


Pro 


Trp 


He 


Phe 


Leu 


Leu 


Pro 


Leu 






35 










40 










45 








Met 


Thr 


Asn 


Asp 


Gin 


Tyr 


Met 


Ala 


Asn 


Cys 


Lys 


Leu 


Tyr 


Tyr 


Tyr 


Thr 




50 










55 










60 










Thr 


He 


Met 


Ser 


Cys 


Arg 


Val 


Cys 


His 


Leu 


Leu 


Val 


Ala 


Gly 


Phe 


Trp 


65 










70 










75 










80 


Leu 


Arg 


Gly 


He 


He 


His 


Ser 


Met 


Val 


Gin 


He 


Leu 


Val 


Ser 


Val 


Gin 










85 










90 










95 




Leu 


Phe 


Phe 


Cys 


Gly 


Pro 


Asn 


Met 


lie 


Asp 


His 


Ser 


Phe 


Cys 


Asp 


Leu 








100 










105 










110 






Gin 


Val 


Leu 


Phe 


Lys 


Leu 


Ala Cys Thr 


Asp 


Thr 


Phe 


Val 


Glu Gly 


Val 






115 










120 










125 








He 


Val 


Leu 


Ala 


Asn 


Ser 


Glu 


Leu 


Val 


Ser 


Val 


Phe 


Phe 


Leu 


He 


Leu 




130 










135 










140 










Val 


Ser 


Ser 


Tyr 


He 


He 


He 


Leu 


Val 


Asn 


Leu 


Arg 


Asn 


His 


Ser 


Ala 


145 










150 










155 










160 


Glu 


Gly 


Arg 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys Ala 


Ser 


Tyr 


Leu 


Val 


Phe 










165 










170 










175 
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Xaa Thr Cys lie Phe Leu Tyr Val Xaa Leu Ser Ser Thr Phe Thr Lys 

180 185 190 

Asp Lys Leu Val Ala Val Phe Tyr Val lie lie Thr Pro 
195 200 205 

<210> 2580 
<211> 154 
<212> PRT 

<213> Unknown (902708-dir-0-6 conceptual translation of range 2-463) 
<400>2580 



JLi.e 


uys 


Lys 


Pro 


Leu 


nls 


Tyr 




i nr 


Tl tt 

lie 


rieii 


Ser 


Arg 


Pro 


Val 


Cys 


1 








5 










10 










15 




He 


Phe 


Leu 


Val 
20 


Gly 


Ala 


Ala 


Val 


He 
25 


Leu 


Gly 


Phe 


He 


His 
30 


Gly 


Ala 


He 


Gin 


Thr 
35 


Leu 


Phe 


Met 


Ala 


Gin 
40 


Leu 


Pro 


Phe 


Cys 


Gly 
45 


Pro 


Asn 


He 


He 


Asn 
50 


His 


Phe 


Met 


Cys 


Asp 
55 


Leu 


He 


Pro 


Leu 


Leu 
60 


Glu 


Leu 


Ala 


Cys 


Thr 


Asp 


Thr 


His 


Thr 


Leu 


Gly 


Pro 


Leu 


He 


Ala 


Ala 


Asn 


Ser 


Gly 


Ser 


65 










70 










75 










80 


Leu 


Cys 


Leu 


Leu 


Thr 
85 


Phe 


Ser 


Met 


Leu 


Val 
90 


Val 


Ser 


Tyr 


Val 


Val 

95 


He 


Pro 


Arg 


Ser 


Leu 
100 


Arg 


Asn 


His 


Ser 


Ser 
105 


Glu 


Gly 


Arg 


Arg 


Lys 
110 


Ala 


Leu 


Ser 


Thr 


Cys 
115 


Ala 


Ser 


His 


Val 


Thr 
120 


Val 


Val 


Val 


Leu 


Phe 
125 


Leu 


Val 


Pro 


Cys 


Ser 
130 


Tyr 


Leu 


Tyr 


Leu 


Arg 
135 


Pro 


Met 


Thr 


Ser 


Phe 
140 


Pro 


Thr 


Asn 


Lys 


Ala 


Val 


Thr 


Val 


Phe 


Cys 


Thr 


Leu 


Val 


Thr 















145 150 

<210> 2581 
<211> 114 
<212> PRT 

<213> Unknown (32513-dir-0-5 conceptual translation of range 2-343) 



<400>2581 



He 


Cys 


Tyr 


Pro 


Leu 


Arg 


Tyr 


Thr 


Ala 


He 


Met 


Asn 


Pro 


Arg 


He 


Cys 


1 








5 










10 










15 




Val 


Ala 


Leu 


Ala 
20 


Val 


Gly 


Thr 


Trp 


Leu 
25 


Leu 


Gly 


Cys 


He 


His 
30 


Ser 


Ser 


He 


Leu 


Thr 
35 


Ser 


Leu 


Thr 


Phe 


Thr 
40 


Leu 


Pro 


Tyr 


Cys 


Gly 
45 


Pro 


Asn 


Glu 


Val 


Asp 
50 


His 


Phe 


Phe 


Cys 


Asp 
55 


He 


Pro 


Ala 


Leu 


Leu 
60 


Pro 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Ser 


Leu 


Ala 


Gin 


Arg 


Val 


Ser 


Phe 


Thr 


Ser 


Val 


Gly 


Leu 


65 










70 










75 










80 


He 


Ser 


Leu 


Val 


Cys 
85 


Phe 


Leu 


Leu 


He 


Leu 
90 


Leu 


Ser 


Tyr 


Thr 


Arg 
95 


He 


Thr 


He 


Ser 


He 
100 


Leu 


Ser 


He 


Arg 


Thr 
105 


Thr 


Glu 


Gly 


Arg 


Arg 
110 


Arg 


Ala 



Phe Ser 



<210> 2582 
<211> 114 
<212> PRT 

<213> Unknown (32516-dir-0-5 conceptual translation of range 2-343) 
<400>2582 
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He 


Cys 


His 


Pro 


Leu 


Asn 


Tyr 


Pro 


Val 


He 


Met 


Asn 


Arg 


Gly 


Val 


Phe 


1 








5 










10 










15 




Met 


Lys 


Leu 


Val 


He 


Phe 


Ser 


Trp 


He 


Ser 


Gly 


He 


Met 


Val 


Ala 


Thr 








20 










25 










30 






Val 


Gin 


Thr 


Thr 


Trp 


Val 


Phe 


Ser 


Phe 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Glu 






35 










40 










45 








He 


Asn 


His 


Leu 


Phe 


Cys 


Glu 


Thr 


Pro 


Pro 


Val 


Leu 


Glu 


Leu 


Val 


Cys 




50 










55 










60 










Ala 


Asp 


Thr 


Phe 


Leu 


Phe 


Glu 


He 


Tyr 


Ala 


Phe 


Thr 


Gly 


Thr 


He 


Leu 


65 










70 










75 










80 


He 


Val 


Met 


Val 


Pro 


Phe 


Leu 


Leu 


He 


Leu 


Leu 


Ser 


Tyr 


He 


Arg 


Val 










85 










90 










95 




Leu 


Phe 


Ala 


He 


Leu 


Lys 


Met 


Pro 


Ser 


Thr 


Thr 


Gly 


Arg 


Gin 


Lys 


Ala 



100 105 110 



Phe Ser 



<210> 2583 
<211> 195 
<212> PRT 

<213> Unknown (2252615-dir-0-7 conceptual translation of range 1-586) 



<400>2583 



Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


1 








5 










10 










15 




Ser 


Cys 


Val 


Arg 
20 


Pro 


Gin 


Met 


Leu 


Val 
25 


His 


Leu 


Trp 


Gly 


Pro 
30 


His 


Lys 


Thr 


He 


Ser 
35 


Phe 


Leu 


Gly 


Cys 


Ala 
40 


Val 


Gin 


Leu 


Phe 


He 
45 


Phe 


Leu 


Leu 


Leu 


Gly 
50 


Thr 


Thr 


Glu 


Cys 


Val 
55 


Leu 


Leu 


Thr 


Val 


Met 
60 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


Met 


His 


Pro 


65 










70 










75 










80 


Arg 


Leu 


Cys 


Arg 


Gin 
85 


Leu 


Ala 


Ala 


Val 


Ala 
90 


Trp 


Val 


Met 


Gly 


Leu 
95 


Val 


Gin 


Ser 


He 


Val 
100 


Gin 


Thr 


Pro 


Pro 


Thr 
105 


Leu 


Arg 


Leu 


Pro 


Phe 
110 


Cys 


Pro 


His 


Arg 


Gin 
115 


He 


Asp 


Asp' 


Phe 


Val 
120 


Cys 


Gin 


Val 


Pro 


Ser 
125 


Leu 


He 


Arg 


Leu 


Ser 
130 


Cys 


Gly 


Asp 


Thr 


Thr 
135 


Phe 


Asn 


Gly 


He 


Gin 
140 


Leu 


Ala 


Val 


Ser 


Ser 


Val 


Val 


Phe 


Leu 


Val 


Val 


Pro 


Leu 


Ala 


Leu 


He 


Leu 


He 


Ser 


Tyr 


145 










150 










155 










160 


Gly Ala 


He 


Ala 


Arg 


Ala 


Val 


Leu 


Arg 


He 


Ser 


Ser 


Ala 


Thr 


Ala 


Trp 










165 










170 










175 




Arg 


Lys 


Ala 


Leu 
180 


Gly 


Thr 


Cys 


Ser 


Ser 
185 


His 


Leu 


Ala 


Val 


Val 
190 


Thr 


Leu 



Phe Tyr Ser 
195 

<210> 2584 
<211> 106 
<212> PRT 

<213> Unknown ( 3328023-dir-0-5 conceptual translation of range 1-318) 
<400>2584 

Thr Thr Glu Cys Val Leu Leu Thr Val Met Ala Phe Asp Arg Tyr Val 

15 10 15 

Ala Val Cys Gin Pro Leu His Tyr Ala Thr He Met His Pro Arg Leu 

20 25 30 

Cys Arg Gin Leu Ala Ala Val Ala Trp Val Met Gly Leu Val Gin Ser 
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35 40 45 

He Val Gin Thr Pro Pro Thr Leu Arg Leu Pro Phe Cys Pro His Arg 

50 55 60 

Arg Val Asp Asp Phe Val Cys Glu Val Pro Ala Leu He Arg Leu Ser 
65 70 75 80 

Cys Gly Asp Thr Thr Tyr Asn Glu He Gin Met Ala Val Ala Ser Val 

85 90 95 

Phe He Leu Val Val Pro Leu Ser Leu He 
100 105 



<210> 2585 
<211> 194 
<212> PRT 

<213> Unknown (2828696-dir-0-7 conceptual translation of range 1-582) 



<400>2585 



Tyr 


Phe 


Phe 


Leu 


Ser 


Asp 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


1 








5 










10 










15 




Ser 


Cys 


Val 


Pro 
20 


Gin 


Met 


Leu 


Val 


Asn 
25 


Leu 


Trp 


Gly 


Pro 


Lys 
30 


Lys 


Thr 


He 


Ser 


Phe 
35 


Leu 


Gly 


Cys 


Ser 


Val 
40 


Gin 


Leu 


Phe 


He 


Phe 
45 


Leu 


Ser 


Leu 


Gly 


Thr 
50 


Thr 


Glu 


Cys 


He 


Leu 
55 


Leu 


Thr 


Val 


Met 


Ala 
60 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


He 


His 


Pro 


Arg 


65 










70 










75 










80 


Leu 


Cys 


Trp 


Gin 


Leu 
85 


Ala 


Ser 


Val 


Ala 


Trp 
90 


Val 


Met 


Ser 


Leu 


Val 
95 


Gin 


Ser 


He 


Val 


Gin 
100 


Lys 


Pro 


Ser 


Thr 


Leu 
105 


His 


Leu 


Pro 


Phe 


Cys 
110 


Pro 


His 


Gin 


Gin 


He 
115 


Asp 


Asp 


Phe 


Leu 


Cys 
120 


Glu 


Val 


Pro 


Ser 


Leu 
125 


He 


Gly 


Leu 


Ser 


Cys 
130 


Gly 


Asp 


Thr 


Ser 


Tyr 
135 


Asn 


Glu 


He 


Gin 


Leu 
140 


Ala 


Val 


Ser 


Ser 


Val 


He 


Phe 


Val 


Val 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Ala 


Tyr 


Tyr 


Gly 


145 










150 










155 










160 


Ala 


Thr 


Ala 


Gin 


Ala 
165 


Val 


Leu 


Arg 


He 


Asn 
170 


Ser 


Ala 


Thr 


Ala 


Trp 
175 


Arg 


Lys 


Ala 


Phe 


Gly 
180 


Thr 


Cys 


Ser 


Ser 


His 
185 


Leu 


Thr 


Val 


Val 


Thr 
190 


Leu 


Phe 



Tyr Ser 



<210> 2586 
<211> 318 
<212> PRT 

<213> Unknown (4160199-rev-489-12 conceptual translation of range 49035- 
49987) 

<400>2586 

Gin Glu Gin Ala Met Val Asn Gin Ser Ser Thr Pro Gly Phe Leu Leu 

15 10 15 

Leu Gly Phe Ser Glu His Pro Gly Leu Glu Arg Thr Leu Phe Val Val 

20 25 30 

Val Phe Thr Ser Tyr Leu Leu Thr Leu Val Gly Asn Thr Leu He He 

35 40 45 

Leu Leu Ser Ala Leu Asp Pro Lys Leu His Ser Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Ser Cys Val 
65 70 75 80 

Pro Gin Met Leu Val Asn Leu Trp Gly Pro Lys Lys Thr He Ser Phe 
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85 










90 










95 




Lieu 


Asp 


Cys 


Ser 


Val 


Gin 


lie 


Pne 


lie 


Phe 


Leu 


Ser 


Leu 


Gly Thr 


Thr 








100 










lUb 










110 








Cys 


lie 


Leu 


Leu 


Thr 


Val 


Met 


TV 1 — 

Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 






lib 










lzO 










125 








Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


He 


His 


Pro 


Arg 


Leu 


Cys 


Trp 




130 










13 5 










140 










Gin 


Leu 


Ala 


Ser 


Val 


Ala 


Trp 


Val 


He 


Gly Leu 


Val 


Glu 


Ser 


Val 


Val 


14b 










t C A 

IbO 










ICC 

lbb 










160 


Cain 


Tnr 


Pro 


Ser 


Thr 


Leu 


His 


Leu 


Pro 


Pne 


Cys 


Pro 


Asp 


Arg 


Gin 


Val 










lob 










170 










175 




Asp 


Asp 


Phe 


Val 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


He 


Arg 


Leu 


Ser 


Cys 


Glu 








180 










185 










190 






Asp 


Thr 


Ser 


Tyr 


Asn 


Glu 


He 


Gin 


Val 


Ala 


Val 


Ala 


Ser 


Val 


Phe 


He 






195 










200 










205 








Leu 


Val 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Gly 


Ala 


lie 


Thr 




zlO 










215 










220 










Trp 


Ala 


Val 


Leu 


Arg 


lie 


Asn 


Ser 


Ala 


Lys 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


o o c 










23 0 










235 










240 


Gly 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Ser 


Ser 










245 










250 










255 




Val 


He 


Ala 


Val 


Tyr 


Leu 


Gin 


Pro 


Lys 


Asn 


Pro 


Tyr 


Ala 


Gin 


Glu 


Arg 








260 










265 










270 






Gly 


Lys 


Phe 


Phe 


Gly 


Leu 


Phe 


Tyr 


Ala 


Val 


Gly 


Thr 


Pro 


Ser 


Leu 


Asn 






275 










280 










285 








Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Thr 


Arg 


Ala 


Phe 


Arg 




290 










295 










300 










Arg 


Leu 


Leu 


Gly Lys 


Glu 


Met 


Gly 


Leu 


Thr 


Gin 


Ser 


Trp 


Arg 







305 310 315 



<210> 2587 
<211> 320 
<212> PRT 

<213> Unknown ( 1041044~dir-3-13 conceptual translation of range 488-1447) 



<400>2587 



Gin 


Glu 


Gin 


Ala 


Met 


Asp 


Asn 


Gin 


Ser 


Ser 


Thr 


Pro 


Gly 


Phe 


Leu 


Leu 


1 








5 










10 










15 




Leu 


Gly 


Phe 


Ser 


Glu 


His 


Pro 


Gly 


Leu 


Gly 


Arg 


Thr 


Leu 


Phe 


Val 


Asp 








20 










25 










30 






Val 


He 


Thr 


Ser 


Tyr 


Leu 


Leu 


Thr 


Leu 


Val 


Gly Asn 


Thr 


Leu 


He 


He 






35 










40 










45 








Leu 


Leu 


Ser 


Ala 


Leu 


Asp 


Thr 


Lys 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 




50 










55 










60 










Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


Ser 


Cys 


Val 


65 










70 










75 










80 


Pro 


Gin 


Met 


Leu 


Ala 


Asn 


Leu 


Trp 


Gly 


Pro 


Lys 


Lys 


Thr 


He 


Ser 


Phe 










85 










90 










95 




Leu 


Asp 


Cys 


Ser 


Val 


Gin 


He 


Phe 


He 


Phe 


Leu 


Ser 


Leu 


Gly 


Thr 


Thr 








100 










105 










110 






Glu 


Cys 


He 


Leu 


Met 


Lys 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 






115 










120 










125 








Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


He 


His 


Pro 


Arg 


Leu 


Cys 


Trp 




130 










135 










140 










Gin 


Leu 


Ala 


Ser 


Val 


Ala 


Trp 


Val 


He 


Gly 


Leu 


Val 


Gly 


Ser 


Val 


Val 


145 










150 










155 










160 


Gin 


Thr 


Pro 


Ser 


Thr 


Leu 


His 


Leu 


Pro 


Phe 


Cys 


Pro 


Asp 


Arg 


Gin 


Val 










165 










170 










175 




Asp 


Asp 


Phe 


Val 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


He 


Arg 


Leu 


Ser 


Cys 


Glu 








180 










185 










190 






Asp 


Thr 


Ser 


Tyr 


Asn 


Glu 


He 


Gin 


Val 


Ala 


Val 


Ala 


Ser 


Val 


Phe 


He 
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IOC 

19 b 










zuu 










205 








Leu 


Val 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Val 


Ser 


Tyr Gly 


Ala 


He 


Tnr 




210 










z ±o 










OTA 

zzu 










Trp 


Ala 


Val 


Leu 


Arg 


lie 


Asn 


Ser 


Ala 


Thr 


Ala 


Trp 


Arg 


Lys 


Ala 


Pne 


225 




















Z J D 










o a r\ 


Gly Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


val 


Thr 


Leu 


Phe 


Tyr 


Ser 


Ser 










245 




















•5CC 




Val 


lie 


Ala 


Val 


Tyr 


Leu 


Gin 


Pro 


Lys 


Asn 


Pro 


Tyr 


Ala 


Gin 


Gly 


Arg 








260 










265 










270 






Gly 


Lys 


Phe 


Phe Gly 


Leu 


Phe 


Tyr 


Ala 


Val 


Gly 


Thr 


Pro 


Ser 


Leu 


Asn 






275 










280 










285 








Pro 


Leu 


Val 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


He 


Lys 


Arg 


Ala 


Leu 


Arg 




290 










295 










300 










Arg 


Leu 


Leu 


Gly 


Lys 


Glu 


Arg 


Asp 


Ser 


Arg 


Glu 


Ser 


Trp 


Arg 


Ala 


Ala 


305 










310 










315 










320 



<210> 2588 
<211> 316 
<212> PRT 

<213> Unknown (3093312-dir-1364-13 conceptual translation of range 136584- 
137530) 



<400>2588 



Val 


Ala 


Met 


He 


He 


He 


Cys 


Asn 


Asp 


Ser 


His 


Ser 


Asp 


Phe 


He 


Leu 


1 








5 










10 










15 




Leu 


Gly 


Phe 


Ser 


Asn 


Lys 


Pro 


His 


Leu 


Glu 


Lys 


He 


Leu 


Phe 


Val 


He 








20 










25 










30 






He 


Phe 


He 


Phe 


Tyr 


Phe 


Leu 


Thr 


Leu 


Ala 


Gly 


Asn 


Met 


Val 


He 


Val 






35 










40 










45 








Leu 


Val 


Ser 


Leu 


Lys 


Asp 


Pro 


Lys 


Leu 


His 


He 


Pro 


Met 


Tyr 


Phe 


Phe 




50 










55 










60 










Leu 


Ser 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Leu 


Cys 


Leu 


Thr 


Ser 


Ser 


Cys 


Val 


65 










70 










75 










80 


Pro 


Gin 


Met 


Leu 


lie 


Asn 


Phe 


Trp 


Gly 


Pro 


Glu 


Lys 


Thr 


He 


Ser 


Tyr 










85 










90 










95 




He 


Gly 


Cys 


Ala 


He 


Gin 


Leu 


Tyr 


Val 


Phe 


Leu 


Trp 


Leu 


Gly 


Ala 


Thr 








100 










105 










110 






Glu 


Tyr 


Val 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Val 


Asp 


Cys 


Tyr 


Val 


Ala 


Val 






115 










120 










125 








Cys 


His 


Pro 


Leu 


Gin 


Asn 


Thr 


Met 


He 


Met 


His 


Pro 


Lys 


Leu 


Cys 


Leu 




130 










135 










140 










Gin 


Leu 


Ala 


He 


Leu 


Ala 


Trp Gly 


Thr 


Gly 


Leu 


Ala 


Gin 


Ser 


Leu 


He 


145 










150 










155 










160 


Gin 


Ser 


Pro 


Ala 


Thr 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Ser 


Gin 


Arg 


Met 


Val 










165 










170 










175 




Asp 


Asp 


Val 


Val 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


lie 


Gin 


Leu 


Ser 


Ser 


Thr 








180 










185 










190 






Asp 


Thr 


Thr 


Tyr 


Ser 


Glu 


He 


Gin 


Met 


Ser 


He 


Ala 


Ser 


Val 


Val 


Leu 






195 










200 










205 








Leu 


Val 


Met 


Pro 


Leu 


He 


He 


He 


Leu 


Ser 


Ser 


Ser 


Gly 


Ala 


He 


Ala 




210 










215 










220 










Lys 


Ala 


Val 


Leu 


Arg 


He 


Lys 


Ser 


Thr 


Ala 


Gly 


Gin 


Lys 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Gly 


Thr Cys 


He 


Ser 


His 


Leu 


Leu 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 










245 










250 










255 




Val 


Thr 


Gly 


Val 


Tyr 


Leu 


Gin 


Pro 


Lys 


Asn 


His 


Tyr 


Pro 


His 


Glu 


Trp 








260 










265 










270 






Gly 


Lys 


Phe 


Leu 


Thr 


Leu 


Phe 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Thr 


Leu 


Asn 






275 










280 










285 








Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 


Ala 


Leu 


He 




290 










295 










300 
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Arg Leu Gly Arg Arg Thr Trp Asp Ser Gin Asn Asn 
305 310 315 

<210> 2589 
<211> 348 
<212> PRT 

<213> Unknown (5262456-dir-612-12 conceptual translation of range 61285- 
62326) 

<220> 

<221> VARIANT 

<222> (1)...<348) 

<223> Xaa = Any Amino Acid 



<400>2589 



Leu 




rne 


Cys 


Pro 






Asn 


TV-it 
i nx 


Leu 


Ser 


Ser 


Leu 


Asn 


Ser 


Cvs 


1 








-> 










10 










15 




Asn 


vai 


rne 


Leu 


Leu 


vax 


Leu 


Asn 


Arg 


val 


Met 


Gly 


Met 


Thr 


Asn 


Ser 








on 

A u 




















30 






Ser 


vai 


Lys 


\j j.y 


Asp 


irxlti 


tip 
lie 


Leu 


Val 


Glv 
uiy 


Phe 


Ser 


His 


Gin 


Pro 


His 






J b 




















45 








Leu 


Glu 


Lys 


x JLe 


Leu 


rne 


vax 


Ala 
Alo 


Veil 


Leu 


Tip 

1 lc 




iyi 


Leu 


Leu 


Thr 
























60 










Leu 


Val 


Gly 


Asn 


i nr 


T T_ "I 

vax 


xxe 


xxe 


Leu 


xxe 


Cys 


Ser 


Val 


Asp 


Pro 


Lys 


OD 










/ u 










75 










80 


Leu 


Liys 


Tnr 


Pro 


wet 


Tyr 


rile 


rne 


Leu 




n i z> 


Leu 


Ser 


Leu 


Val 


Asp 










O D 










on 

-7 W 










95 




lie 


Cys 


rne 


i nr 


i nr 


i>er 


11c 


Veil 


Pro 


vlll 


Leu 


Leu 




Asn 


Leu 


Lys 






i nn 

1UU 










i ns 

lUJ 










110 






bxy 


Pro 


Asp 


Lys 


1 ill 


Tic, 
IXC 


nphr 


Phe 


Leu 


Glv 


Cvs 


Val 


He 


Gin 


Leu 


Tvr 






X 1 D 










1 90 

1<&U 










125 








lxe 


Ser 


Leu 


nla 


Leu 




ser 


X 111 


ox u 




Val 


Leu 


Leu 


Ala 


Val 


Met 




1 in 










13 5 










140 










Ala 

Ala 


rne 


Asp 


Arg 


xyr 


/al C* 


Ala 


Val 


Cys 


Lys 


Pro 


Leu 


His 


Tvr 


Thr 


Ala 


145 










150 










155 










160 


Val 


Met 


Asn 


Pro 


Gin 


Leu 


Cys 


Gin 


Ala 


Leu 


Ala 


Gly 


Val 


Ala 


Trp 


Leu 










165 










170 










175 




Ser 


Gly 


Val 


Gly 


Asn 


Thr 


Leu 


He 


Gin 


Gly 


Thr 


Val 


Thr 


Leu 


Trp 


Leu 








180 










185 










190 






Pro 


Arg 


Cys 


Gly 


His 


Arg 


Leu 


Leu 


Gin 


His 


Phe 


Phe 


Cys 


Glu 


Val 


Pro 






195 










200 










205 








Ser 


Met 


He 


Lys 


Leu 


Ala 


Cys 


Val 


Asp 


He 


His 


Asp 


Asn 


Glu 


val 


Gin 




210 










215 










220 










Leu 


Phe 


Val 


Ala 


Ser 


Leu 


Val 


Leu 


Leu 


Leu 


Leu 


Pro 


Leu 


Val 


Leu 


He 


225 










230 










235 










240 


Leu 


Leu 


Ser 


Tyr 


Gly 


His 


He 


Ala 


Lys 


Val 


Val 


He 


Arg 


He 


Lys 


Ser 










245 










250 










255 




Val 


Gin 


Ala 


Trp 


Cys 


Lys 


Gly 


Leu 


Gly 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


He 








260 










265 










270 






Val 


Val 


Ser 


Leu 


Phe 


Cys 


Gly 


Thr 


He 


Thr 


Ala 


Val 


Tyr 


He 


Gin 


Ser 






275 










280 










285 








Asn 


Ser 


Ser 


Tyr 


Ala 


His 


Ala 


His 


Gly 


Lys 


Phe 


He 


Ser 


Leu 


Phe 


Tyr 




290 










295 










300 










Thr 


Val 


Val 


Thr 


Pro 


Thr 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


305 










310 










315 










320 


Asn 


Asp 


Val 


Lys 


Gly 


Ala 


Leu 


Arg 


Leu 


Phe 


Asn 


Arg 


Asp 


Leu 


Gly 


Thr 










325 










330 










335 




Xaa 


Lys 


Met 


Lys 


Gin 


Ser 


Thr 


Gin 


Arg 


Ser 


Thr 


Phe 











340 345 



<210> 2590 
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<211> 312 \ 
<212> PRT 

<213> Unknovm (200153-dir-0-ll conceptual translation of range 1-936) 



<400>2590 





fZl 11 


vd x 


a en 


Ser 


Asn 


Ser 


Ser 


Ser 


Glv 


Thr 


Phe 


He 


Leu 


Met 


Gly 


1 








c 

mJ 










10 










15 




Vol 


Ser 


Asp 


Hi c: 


JrX 


His 


Leu 


Glu 


He 


He 


Phe 


Phe 


Ala 


Val 


He 


Leu 








o n 










25 










30 






ai a 
nld 


Ser 


Tyr 


Leu 


Leu 




Leu 


Val 


Glv 


Asn 


Leu 


Thr 


He 


He 


Leu 


Leu 
















40 










45 








Ser 


Arg 


Leu 


Asp 


Al a 


Arg 


j_»eu 


Hi <3 


Thr 


Pro 


Met 


Tvr 


Phe 


Phe 


Leu 


Ser 




en 




















60 










Asn 


L»eu 


ber 




Leu 


Asp 


T on 




r Jlti 


x xix 


1 XXX 


Ser 


Ser 


Val 


Pro 


Gin 


a c 










*7 n 
/ u 










7«; 
/ ~j 










80 


Met 


Leu 


Lys 


Asn 


Leu 


Trp 


Lsiy 


Pro 


Asp 


Lys 


X XIX. 


Tip 


Ser 


xyx 


Glv 


Glv 
vjxy 










Q C 




















95 




Cys 


Val 


Tnr 


bin 


Leu 


Tyr 


vai 


rne 


Leu 


Trp 


Leu 


vjxy 


Ala 


Thr 


Glu 


Cys 








1UU 










1UD 










X X \J 






He 


Leu 


Leu 


val 


vai 


Met 


Ala 


jrne 


Asp 


Arg 


Tyr 




Al 3 


Val 


Cys 


A rn 






1 1 c 

lib 










ion 

1/5 u 










IOC 
_L Z, _J 








Pro 


Leu 


His 


Tyr 


Met 


lxir 


vai 




Asn 


Pro 


Arg 


Leu 


i-ys 


x xp 


v»xy 


Leu 




130 










IjD 










1 AO 
14± u 










Ala 


Ala 


He 


Ser 


Trp 


Leu 


biy 


Gly 


Leu 


biy 


Asn 


Ser 


Val 


lie 


m n 

Vjlll 


0 tr -L 


145 










-ten 
IbO 










ice 
lbb 










1DU 


Thr 


Pne 


Thr 


Leu 


Gin 


Leu 


Pro 


Phe 


Cys 


vjiy 


nlS 


Arg 


Lys 


Val 


Asp 


Asn 










165 










1 / u 










17c 

X / D 




Phe 


Leu 


Cys 


Glu 


1 7 -v 1 

Val 


Pro 


Ala 


Met 


lie 


Lys 


Leu 


Aid 


Cys 




Asp 


X XXX 








180 










1 Q C 

lob 
















Ser 


Leu 


Asn 


Glu 


Ala 


vai 


Leu 


Asn 


oiy 


vai 


Cys 


1 XIX 


lr lit; 


rue 


X XIX. 


V^l 
vai 






1 Q C 

iy o 










o no 

A U U 










205 








Val 


- 

Pro 


Val 


Ser 


Val 


He 


Leu 


Val 


Ser 


Tvr 


Cvs 

\_y o 


Phe 


He 


Ala 


Gin 


Ala 




210 










215 










220 










Val 


Met 


Lys 


He 


Arg 


Ser 


Val 


Glu 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Asn 


Thr 


225 










230 










235 










240 


Cys 


Val 


Ser 


His 


Leu 


Val 


Val 


Val 


Phe 


Leu 


Phe 


Tyr 


Gly 


Ser 


Ala 


He 










245 










250 










255 




Tyr 


Gly 


Tyr 


Leu 


Leu 


Pro 


Ala 


Lys 


Ser 


Ser 


Asn 


Gin 


Ser 


Gin 


Gly 


Lys 








260 










265 










270 






Phe 


He 


Ser 


Leu 


Phe 


Tyr 


Ser 


Val 


Val 


Thr 


Pro 


Met 


Val 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 


Ala 


Leu 


Gly 


Arg 


Leu 




290 










295 










300 










Leu 


Gly 


Lys 


Gly Arg Gly 


Ala 


Ser 
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<210> 2591 
<211> 157 
<212> PRT 

<213> Unknown (902728-dir-0-6 conceptual translation of range 2-472) 



<400>2591 

Val Cys Arg Pro Leu His Tyr Met 

1 5 
Trp Val Leu Ala Ala He Ser Trp 
20 

He Gin Ser Thr Phe Thr Leu Gin 

35 40 
Val Asp Asn Phe Leu Cys Glu Val 

50 55 
Gly Asp Thr Ser Leu Asn Glu Ala 



Thr Val Met Asn Pro Arg Leu Cys 

10 15 
Leu Gly Gly Leu Gly Asn Ser Val 
25 30 
Leu Pro Phe Cys Gly His Arg Lys 
45 

Pro Ala Met He Lys Leu Ala Cys 
60 

Val Leu Asn Gly Val Cys Thr Phe 
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65 70 75 80 



Phe Thr 


Ala 


Val 


Pro 
85 


Leu 


Ser 


He 


He 


Leu 
90 


Val 


Ser 


Tyr 


Cys 


Phe 
95 


He 


Ala Gin 


Ala 


Val 


Met 


Lys 


He 


Arg 


Ser 


Val 


Glu 


Gly Arg 


Arg 


Lys 


Ala 






100 










105 










110 






Phe Asn 


Thr 
115 


Cys 


Val 


Ser 


His 


Leu 
120 


Val 


Val 


Val 


Phe 


Leu 
125 


Phe 


Tyr 


Gly 


Ser Ala 


lie 


Tyr 


Gly 


Tyr 


Leu 


Leu 


Pro 


Ala 


Lys 


Ser 


Ser 


Asn 


Gin 


Asp 


130 










135 










140 










Gin Gly 


Lys 


Phe 


He 


Ser 


Leu 


Phe 


Tyr 


Ser 


Val 


Val 


Thr 
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<210> 2592 

<211> 312 

<212> PRT 

<213> Unknown (pl46-dir-0-ll conceptual translation of range 1-936) 



<400>2592 



Met 


Asp 


Gly Val 


Asn 


Asp 


Ser 


Ser 


Leu 


Gin 


Gly 


Phe 


Val 


Leu 


Met 


Ser 


1 








5 










10 










15 




He 


Ser 


Asp 


His 


Pro 


Gin 


Leu 


Glu 


Met 


He 


Phe 


Phe 


He 


Ala 


He 


Leu 








20 










25 










30 






Phe 


Ser 


Tvr 


Leu 


Leu 


Thr 


Leu 


Leu 


Gly 


Asn 


Ser 


Thr 


He 


He 


Leu 


Leu 






35 










40 










45 








Ser 


Arg 


Leu 


Glu 


Ala 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Ser 


Leu 


Asp 


Leu 


Ala 


Phe 


Ala 


Thr 


Ser 


Ser 


Val 


Pro 


Gin 


65 










70 










75 










80 


Met 


Leu 


He 


Asn 


Leu 


Trp 


Gly 


Pro 


Gly 


Lys 


Thr 


He 


Ser 


Tyr 


Gly 


Gly 










85 










90 










95 




Cys 


He 


Thr 


Gin 


Leu 


Tyr 


Val 


Phe 


Leu 


Trp 


Leu 


Gly 


Ala 


Thr 


Glu 


Cys 






100 










105 










110 






He 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Arg 






115 










120 










125 








Pro 


Leu 


Arg 


Tyr 


Thr 


Ala 


He 


Met 


Asn 


Pro 


Gin 


Leu 


Cys 


Trp 


Leu 


Leu 




130 










135 










140 










Ala 


Val 


He 


Ala 


Trp 


Leu 


Gly 


Gly 


Leu 


Gly 


Asn 


Ser 


Val 


He 


Gin 


Ser 


145 










150 










155 










160 


Thr 


Phe 


Thr 


Leu 


Gin 


Leu 


Pro 


Leu 


Cys 


Gly 


His 


Arg 


Arg 


Val 


Glu 


Gly 










165 










170 










175 




Phe 


Leu 


Cys 


Glu 


Val 


Pro 


Ala 


Met 


He 


Lys 


Leu 


Ala 


Cys 


Gly 


Asp 


Thr 








180 










185 










190 






Ser 


Leu 


Asn 


Gin 


Ala 


Val 


Leu 


Asn 


Gly 


Val 


Cys 


Thr 


Phe 


Phe 


Thr 


Ala 






195 










200 










205 








Val 


Pro 


Leu 


Ser 


He 


He 


Val 


He 


Ser 


Tyr 


Cys 


Leu 


He 


Ala 


Gin 


Ala 




210 










215 










220 










Val 


Leu 


Lys 


He 


His 


Ser 


Ala 


Glu 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Asn 


Thr 


225 










230 










235 










240 


Cys 


Leu 


Ser 


His 


Leu 


Leu 


Val 


Val 


Phe 


Leu 


Phe 


Tyr 


Gly 


Ser 


Ala 


Ser 








245 










250 










255 




Tyr 


Gly 


Tyr 


Leu 


Leu 


Pro 


Ala 


Lys 


Asn 


Ser 


Lys 


Gin 


Asp 


Gin 


Gly 


Lys 








260 










265 










270 






Phe 


He 


Ser 


Leu 


Phe 


Tyr 


Ser 


Leu 


Val 


Thr 


Pro 


Met 


Val 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Met 


Glu 


Val 


Lys 


Gly 


Ala 


Leu 


Arg 


Arg 


Leu 




290 










295 










300 










Leu 


Gly 


Lys 


Gly Arg 


Glu 


Val 


Gly 
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<210> 2593 
<211> 216 
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<212> PRT 

<213> Unknown (2921701-dir-0-8 conceptual translation of range 2-648) 



<400>2593 



Leu 


Leu 


Asp 


Leu 


Cvs 


Tvr 


Thr 


Thr 


Cvs 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Leu 




Ser 


He 


Arg 


Lys 


Val 


He 


Ser 


Tvr 


Arg 


Glv 


Cys 


Val 


Ala 








20 










25 










30 






Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ala 


Leu 


Glv 


Ala 


Thr 


Glu 


Tvr 


Leu 


Leu 


Leu 






35 










40 










45 








Ala 


Val 


Met 


Ser 


Phe 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cvs 


Arcr 


Pro 


Leu 


His 




50 










55 










60 














Val 


He 


Met 


His 


Gin 


Arg 


Leu 


Cvs 


Leu 


Gin 


Leu 


Ala 


Ala 


Ala 


65 










70 










75 










80 


O tr x 


Arg 


v ci x 


± nx. 


Gl v 
vj -i- _y 


Phe 


Ser 


Asn 


Ser 


Val 




Leu 


Ser 


Thr 


Leu 


Thr 










85 










90 










95 




i-i eu 




L6U 


tr±. \J 


Leu 


Cys 


Asp 


Pro 




Val 


He 


Asp 


His 


Phe 


Leu 


Cvs 








i no 

1 u u 










105 










110 








Val 


Pro 


Ala 


Leu 


Leu 


Lys 


Leu 




y a 


Val 


Glu 


Thr 


Thr 


Ala 


Asn 






115 










120 










125 








Glu 


Ala 


Glu 


Leu 


Phe 


Leu 


Val 


Ser 


Glu 


Leu 


Phe 


His 


Leu 


He 


Pro 


Leu 




130 










135 










140 










Thr 


Leu 


He 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Arg 


Ala 


Val 


Leu 


Arg 


145 










150 










155 










160 


He 


Gin 


Ser 


Ala 


Glu 


Gly Arg 


Gin 


Lys 


Ala 


Phe 


Gly 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


He 


Val 


Val 


Ser 


Leu 


Phe 


Lys 


Gly 


Thr 


Ala 


Val 


Ser 


Val 


Ty r 








180 










185 










190 






Leu 


Gin 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys 


Asp 


Gin 


Gly 


Lys 


Met 


Val 


Ser 






195 










200 










205 








Leu 


Phe 


Tyr 


Gly 


He 


He 


Ala 


Pro 



















210 215 



<210> 2594 
<211> 216 
<212> PRT 

<213> Unknown (2921699-dir-0-8 conceptual translation of range 2-649) 



<400>2594 



Leu 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Cys 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Leu 


Cys 


Ser 
20 


He 


Arg 


Lys 


Val 


He 
25 


Ser 


Tyr 


Arg 


Gly 


Cys 
30 


Val 


Ala 


Gin 


Leu 


Phe 
35 


He 


Phe 


Leu 


Ala 


Leu 
40 


Gly 


Ala 


Thr 


Glu 


Tyr 
45 


Leu 


Leu 


Leu 


Ala 


Val 
50 


Met 


Ser 


Phe 


Asp 


Arg 
55 


Phe 


Val 


Ala 


He 


Cys 
60 


Arg 


Pro 


Leu 


His 


Tyr 


Ser 


Val 


He 


Met 


His 


Gin 


Arg 


Leu 


Cys 


Leu 


Gin 


Leu 


Ala 


Ala 


Ala 


65 










70 










75 










80 


Ser 


Trp 


Val 


Thr 


Gly 
85 


Phe 


Ser 


Asn 


Ser 


Val 
90 


Trp 


Leu 


Ser 


Thr 


Leu 
95 


Thr 


Leu 


Gin 


Leu 


Pro 
100 


Leu 


Cys 


Asp 


Pro 


Tyr 
105 


Val 


He 


Asp 


His 


Phe 
110 


Leu 


Cys 


Glu 


Val 


Pro 
115 


Ala 


Leu 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Val 


Glu 


Thr 
125 


Thr 


Ala 


Asn 


Glu 


Ala 
130 


Glu 


Leu 


Phe 


Leu 


Val 
135 


Ser 


Glu 


Leu 


Phe 


His 
140 


Leu 


He 


Pro 


Leu 


Thr 


Leu 


He 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Arg 


Ala 


Val 


Leu 


Arg 


145 










150 










155 










160 


He 


Gin 


Ser 


Ala 


Glu 
165 


Gly 


Arg 


Gin 


Lys 


Ala 
170 


Phe 


Gly 


Thr 


Cys 


Gly 
175 


Ser 



1576 



BNSDOCID: <WO_0127158A2J_> 
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His Leu lie Val Val Ser Leu Phe Tyr Ser Thr Ala Val Ser Val Tyr 

180 185 190 

Leu Gin Pro Pro Ser Pro Ser Ser Lys Asp Gin Gly Lys Met Val Ser 

195 200 205 

Leu Phe Tyr Gly lie lie Ala Pro 
210 215 

<210> 2595 
<211> 215 
<212> PRT 

<213> Unknown (2921706-dir-0-8 conceptual translation of range 2-646) 
<220> 

<221> VARIANT 

<222> (1) . . . (215) 

<223> Xaa = Any Amino Acid 



<400>2595 



Leu 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Cys 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Leu 


Cys 


Ser 


He 


Arg 


Lys 


Val 


He 


Ser 


Tyr 


Arg 


Gly 


Cys 


Val 


Ala 








20 










25 










30 






Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ala 


Leu 


Gly Ala 


Thr 


Glu 


Tyr 


Leu 


Leu 


Leu 






35 










40 










45 








Ala 


Val 


Thr 


Ser 


Leu 


He 


Gly Cys 


Ser 


Tyr 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 




50 










55 










60 










Ser 


Val 


He 


Met 


His 


Gin 


Arg 


Leu 


Cys 


Leu 


Gin 


Leu 


Ala 


Ala 


Ala 


Ser 


65 










70 










75 










80 


Trp 


Val 


Thr 


Gly 


Phe 


Ser 


Asn 


Ser 


Val 


Trp 


Leu 


Ser 


Thr 


Leu 


Thr 


Leu 










85 










90 










95 




Gin 


Leu 


Pro 


Leu 


Cys 


Asp 


Pro 


Tyr 


Val 


He 


Asp 


His 


Phe 


Leu 


Cys 


Glu 








100 










105 










110 






Val 


Pro 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Val 


Glu 


Thr 


Thr 


Ala 


Asn 


Glu 






115 










120 










125 








Ala 


Glu 


Leu 


Phe 


Leu 


Asp 


Ser 


Glu 


Leu 


Phe 


His 


Leu 


He 


Pro 


Leu 


Thr 




130 










135 










140 










Leu 


He 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Arg 


Ala 


Val 


Leu 


Arg 


He 


145 










150 










155 










160 


Gin 


Ser 


Ala 


Glu Gly Arg 


Gin 


Lys 


Ala 


Phe 


Gly 


Thr 


Cys 


Gly 


Ser 


His 










165 










170 










175 




Leu 


He 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Ser 


Thr 


Ala 


Val 


Ser 


Val 


Tyr 


Leu 








180 










185 










190 






Xaa 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys 


Asp 


Gin Gly 


Lys 


Met 


Val 


Ser 


Leu 






195 










200 










205 








Phe 


Tyr 


Gly 


He 


He 


Ala 


Pro 





















210 215 



<210> 2596 
<211> 112 
<212> PRT 

<213> Unknown ( 1142995-dir-0-5 conceptual translation of range 1-336) 
<400>2596 

Arg Pro Leu His Tyr Ser Val He Met His Gin Arg Leu Cys Leu Gin 

15 10 15 

Leu Ala Ala Val Ser Trp He He Gly Phe Gly Asn Ser Val Trp Leu 

20 25 30 

Ser He Leu Thr Leu Gin Leu Pro Arg Cys Gly His Tyr Val He Asp 

35 40 45 

His Phe Leu Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Val Asp 
50 55 60 



1577 



BNSDOCID: <WO 01271 58A2_L> 
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PCT/US00/27582 



Val Thr Ala Asn Glu Ala Glu Leu Phe Phe Val Ser Val Phe Phe His 
65 70 75 80 

Leu Thr Pro Leu Ser Leu lie Leu Thr Ser Tyr Ala Phe lie Ala Arg 

85 90 95 

Ala lie Leu Lys lie Gin Ser Ala Glu Gly Arg Gin Lys Ala Phe Gly 
100 105 110 

<210> 2597 
<211> 314 
<212> PRT 

<213> Unknown (3080457-rev-750-12 conceptual translation of range 75137- 
76079) 



<400>2597 



Asn 


Met 


Asn 


Trp 


Val 


Asn 


Lys 


Ser 


Val 


Pro 


Gin 


Glu 


Phe 


He 


Leu 


Leu 


1 








5 










10 










15 




Val 


Phe 


Ser 


Asp 


Gin 


Pro 


Trp 


Leu 


Glu 


He 


Pro 


Pro 


Phe 


Val 


Met 


Phe 








20 










25 










30 






Leu 


Phe 


Ser 


Tyr 


lie 


Leu 


Thr 


lie 


Phe 


Gly 


Asn 


Leu 


Thr 


He 


He 


Leu 






35 










40 










45 








Val 


Ser 


His 


Val 


Asp 


Phe 


Lys 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 










60 










Ser 


Asn 


Leu 


Ser 


Leu 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Ser 


Thr 


Val 


Pro 


65 










70 










75 










80 


Gin 


Met 


Leu 


Val 


Asn 


lie 


Cys 


Asn 


Thr 


Arg 


Lys 


Val 


He 


Ser 


Tyr 


Gly 










85 










90 










95 




Gly Cys 


Val 


Ala 


Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ala 


Leu 


Gly 


Ser 


Thr 


Glu 








100 










105 










110 






Cys 


Leu 


Leu 


Leu 


Ala 


Val 


Met 


Cys 


Phe 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 






115 










120 










125 








Arg 


Pro 


Leu 


His 


Tyr 


Ser 


lie 


He 


Met 


His 


Gin 


Arg 


Leu 


Cys 


Phe 


Gin 




130 










135 










140 










Leu 


Ala 


Ala 


Ala 


Ser 


Trp 


lie 


Ser 


Gly 


Phe 


Ser 


Asn 


Ser 


Val 


Leu 


Gin 


145 










150 










155 










160 


Ser 


Thr 


Trp 


Thr 


Leu 


Lys 


Met 


Pro 


Leu 


Cys 


Gly 


His 


Lys 


Glu 


Val 


Asp 










165 










170 










175 




His 


Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Val 


Asp 








180 










185 










190 






Thr 


Thr 


Ala 


Asn 


Glu 


Ala 


Glu 


Leu 


Phe 


Phe 


He 


Ser 


Val 


Leu 


Phe 


Leu 






195 










200 










205 








Leu 


lie 


Pro 


Val 


Thr 


Leu 


lie 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Gin 




210 










215 










220 










Ala 


Val 


Leu 


Arg 


lie 


Gin 


Ser 


Ala 


Glu 


Gly 


Gin 


Arg 


Lys 


Ala 


Phe 


Gly 


225 










230 










235 










240 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


lie 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Ala 










245 










250 










255 




lie 


Ser 


Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys 


Asp 


Arg 


Gly 








260 










265 










270 






Lys 


Met 


Val 


Ser 


Leu 


Phe 


Cys 


Gly 


He 


He 


Ala 


Pro 


Met 


Leu 


Asn 


Pro 






275 










280 










285 








Leu 


lie 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Glu 


Ala 


Phe 


Lys 


Arg 




290 










295 










300 










Leu 


Leu 


Gin 


Arg 


Val 


Phe 


Leu 


He 


Lys 


Lys 















305 310 



<210> 2598 
<211> 343 
<212> PRT 

<213> Unknown ( 506841-dir-0-12 conceptual translation of range 60-1090) 
<220> 



1578 
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<221> VARIANT 

<222> (1)...(343) 

<223> Xaa = Any Amino Acid 



<400>2598 




























Cys 


He 


He 


Tyr 


Met 


Ser 


Val 


Ala 


Asn 


Glu 


Ser 


He 


Ser 


Arg 


Glu 


Phe 


1 








5 










10 










15 




lie 


Leu 


Leu 


Gly 


Phe 


Ser 


Asp 


Arg 


Pro 


Trp 


Leu 


Glu 


Leu 


Pro 


Leu 


Phe 








20 










25 










30 






Val 


Val 


Phe 


Leu 


Val 


Ser 


Tyr 


He 


Leu 


Thr 


He 


Phe 


Gly 


Asn 


Met 


Met 






35 










40 










45 








lie 


He 


Leu 


Val 


Ser 


Arg 


Leu 


Asp 


Ser 


Lys 


Leu 


His 


Thr 


Pro 


Met 


Tyr 




50 










55 










60 










Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Leu 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Ser 


65 










70 










75 










80 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


He 


Asn 


He 


Cys 


Ser 


Thr 


Arg 


Lys 


Val 


He 










85 










90 










95 




Ser 


Tyr 


Gly Gly 


Cys 


Val 


Val 


Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ser 


Leu 


Gly 








100 










105 










110 






Ser 


Thr 


Glu 


Cys 


Phe 


Leu 


Leu 


Gly 


Val 


Met 


Ser 


Leu 


Asp 


Arg 


Phe 


Leu 






115 










120 










125 








Ala 


He 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 


Ser 


Val 


He 


Met 


His 


Gin 


Arg 


Arg 




130 










135 










140 










Cys 


Leu 


His 


Leu 


Ala 


Ala 


Ala 


Cys 


Trp 


He 


Ser 


Gly 


Phe 


Ser 


Asn 


Ser 


145 










150 










155 










160 


Val 


Leu 


Gin 


Ser 


Thr 


Trp 


Thr 


Leu 


Gin 


Met 


Pro 


Leu 


Cys 


Gly 


His 


Lys 










165 










170 










175 




Glu 


Val 


Asp 


His 


Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 








180 










185 










190 






Cys 


Val 


Asp 


Thr 


Thr 


Ala 


Asn 


Glu 


Ala 


Glu 


Leu 


Phe 


Phe 


He 


Ser 


Val 






195 










200 










205 








Leu 


Phe 


Leu 


Leu 


He 


Pro 


Val 


Thr 


Leu 


He 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 




210 










215 










220 










He 


Val 


Gin 


Ala 


Val 


Leu 


Lys 


He 


Arg 


Ser 


Ala 


Glu 


Cys 


Arg 


Arg 


Lys 


225 










230 










235 










240 


Ala 


Phe Gly Thr 


Cys 


Gly 


Ser 


His 


Leu 


He 


Val 


Val 


Val 


Leu 


Phe 


Tyr 










245 










250 










255 




Gly Thr 


Ala 


He 


Tyr 


Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys 








260 










265 










270 






Asp Arg Gly 


Lys 


Met 


Val 


Ser 


Leu 


Phe 


Tyr Gly 


He 


He 


Thr 


Pro 


Met 






275 










280 










285 








Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Glu 


Glu 


Val 


Lys 


Gly Ala 




290 










295 










300 










Phe 


Lys 


Arg 


Leu 


Met 


Lys 


Arg 


He 


He 


Leu 


He Gly 


Lys 


Xaa 


Gly Val 


305 










310 










315 










320 


Pro 


Glu 


Xaa 


Xaa 


Pro 


Tyr 


Xaa 


Tyr 


Lys 


Tyr 


He 


Phe 


He 


Ala 


Cys 


Lys 










325 










330 










335 




Leu 


Tyr 


Cys 


Phe 


Leu 


Leu 


Cys 





















340 



<210> 2599 
<211> 348 
<212> PRT 

<213> Unknown (3093312-rev-75-13 conceptual translation of range 7680-8721) 



<220> 

<221> VARIANT 

<222> (1)...(348) 

<223> Xaa = Any Amino Acid 

<400>2599 



1579 



BNSDOCID: <WO 01271 58A2_I_> 
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PCT/US00/27582 



Leu 


lie 


Ala 


Pne 


Leu 


£>er 


Tyr 


lie 


pne 


T A** 

Leu 


\jiy 


vai 


Arg 


Asn 


Lys 


Aaa 


l 








_> 










1U 










Id 




val 


He 


Met 


Asn 


Trp 


GlU 


TV r>-r% 

Asn 


G1U 


Ser 


Ser 


Pro 


T , ,_ 

Lys 


Glu 


Pne 


T T a 

lie 


Leu 








20 










z o 










J O 






Leu 


Gly 


Phe 


Ser 


Asp 


Arg 


Aia 


Trp 


Leu 


Gin 


Met 


Pro 


Leu 


pne 


Val 


vai 






J b 




















A 








Leu 


Leu 


He 


Ser 


Tyr 


Thr 


Tl « 

lie 


Tnr 


lie 


Pne 


Gly 


Asn 


val 


Ser 


Tl A 

lie 


Met 




50 










3D 










C A 

bU 










Met 


Val 


Cys 


He 


Leu 


Asp 


Pro 


Lys 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Pne 


pne 


65 










/ U 










•7 C 
/ J 










oU 


Leu 


Thr 


Asn 


Leu 


Ser 


lie 


Leu 


Asp 


Leu 


Cys 


Tyr 


Tnr 


Tnr 


Thr 


inr 


vai 










85 
























Pro 


His 


Met 


Leu 


Val 


Asn 


He 


Gly 


Cys 


Asn 


Lys 


Lys 


Thr 


lie 


Ser 


Tyr 








100 










105 










110 






Ala 


Gly 


Cys 


Val 


Ala 


His 


Leu 


I le 


He 


Pne 


Leu 


Ala 


Leu 


Gly 


Ala 


Thr 






115 










120 










12 D 








Glu 


Cys 


Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 




130 










135 










140 










Cys 


Arg 


Pro 


Leu 


His 


Tyr 


Val 


Val 


He 


Met 


Asn 


Tyr 


Trp 


Phe 


Cys 


Leu 


145 










150 










155 










160 


Arg 


Met 


Ala 


Ala 


Phe 


Ser 


Trp 


Leu 


He 


Gly 


Phe 


Gly 


Asn 


Ser 


Val 


Leu 










165 










170 










175 




Gin 


Ser 


Ser 


Leu 


Thr 


Leu 


Asn 


Met 


Pro 


Arg 


Cys 


Gly 


His 


Gin 


Glu 


Val 








180 










185 










190 






Asp 


His 


Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ala 






195 










200 










205 








Asp 


Thr 


Lys 


Pro 


He 


Glu 


Ala 


Glu 


Leu 


Phe 


Phe 


Phe 


Ser 


Val 


Leu 


He 




210 










215 










220 










Leu 


Leu 


He 


Pro 


Val 


Thr 


Leu 


He 


Leu 


He 


Ser 


Tyr 


Gly 


Phe 


He 


Ala 


225 










230 










235 










240 


Gin 


Ala 


Val 


Leu 


Lys 


He 


Arg 


Ser 


Ala 


Glu 


Gly 


Arg 


Gin 


Lys 


Ala 


Phe 










245 










250 










255 




Gly 


Thr 


Cys 


Gly 


Ser 


His 


Met 


He 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 








260 










265 










270 






Ala 


He 


Tyr 


Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Ser 


Thr 


Ser 


Lys 


Asp 


Trp 






275 










280 










o o c 

285 








Gly 


Lys 


Met 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


He 


He 


Thr 


Ser 


Met 


Leu 


Asn 




290 










295 










300 










Ser 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Glu 


Ala 


Phe 


Lys 


305 










310 










315 










320 


Arg 


Leu 


Met 


Pro 


Arg 


He 


Phe 


Phe 


Cys 


Lys 


Lys 


Xaa 


Arg 


Ser 


Thr 


Pro 










325 










330 










335 




Ser 


Val 


Met 


Arg 


He 


Phe 


Leu 


Val 


Phe 


Pro 


Tyr 


Leu 











340 345 



<210> 2 600 - 
<211> 272 
<212> PRT 

<213> Unknown ( 5262456-rev-0-10 conceptual translation of range 184-1000) 



<400>2600 

Met Trp He Asn Asn Gin Ser Ser 

1 5 
Phe Ser Asp Arg Pro Trp Leu Glu 
20 

Ala Tyr He Phe Ser Leu Phe Gly 

35 40 
His Leu Asp Pro Gin Leu Asp Ser 

50 55 
Leu Ser Phe Leu Asp Leu Cys Tyr 
65 70 



Leu Asp Asp Phe He Leu Leu Gly 

10 15 
Thr Pro Leu Val He Phe Leu Val 
25 30 
Asn He Ser He He Leu Val Ser 
45 

Pro Met Tyr Phe Phe Val Ser Asn 
60 

Thr Thr Ser Thr Val Pro Gin Met 
75 80 



1580 
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Leu 


Val 


Asn 


Leu 


Arg 


Gly 


Pro 


Glu 


Lys 


Thr 


He 


Ser 


Tyr 


Gly 


Gly 


Cys 










85 










90 










95 




Val 


Ala 


Gin 


Leu 


Tyr 


He 


Phe 


Leu 


Ala 


Leu 


Gly 


Ser 


Thr 


Glu 


Cys 


He 








100 










105 










110 






Leu 


Leu 


Ala 


He 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Ala 


Ala 


He 


Cys 


Lys 


Pro 






115 










120 










125 








Leu 


His 


Tyr 


Pro 


Val 


He 


Met 


Asn 


His 


Arg 


Arg 


Cys 


He 


His 


Met 


Ala 




130 










135 










140 










Ala 


Gly 


Thr 


Trp 


He 


Ser 


Gly 


Phe 


Ala 


Asn 


Ser 


Leu 


Val 


Gin 


Ser 


Thr 


145 










150 










155 










160 


Leu 


Thr 


Val 


Val 


Ala 


Pro 


Arg 


Cys 


Gly 


Gin 


Arg 


Val 


Leu 


Asp 


His 


Phe 










165 










170 










175 




Phe 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


He 


Asp 


He 


Arg 








180 










185 










190 






Val 


Asn 


Glu 


Met 


Glu 


Leu 


Asn 


Val 


Leu 


Gly 


Ala 


Leu 


Leu 


Leu 


Leu 


Met 






195 










200 










205 








Pro 


Leu 


Thr 


Leu 


He 


Leu 


Gly 


Thr 


Tyr 


Val 


Phe 


He 


Ala 


Gin 


Ala 


Val 




210 










215 










220 










Met 


Arg 


lie 


Cys 


Ser 


Ala 


Glu 


Ser 


Arg 


Trp 


Lys 


Ala 


Phe 


Asn 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Leu 


Leu 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Phe 


Thr 


Ala 


He 


Ser 










245 










250 










255 




Met 


Tyr 


Val 


Gin 


Pro 


Pro 


Ser 


Ser 


Tyr 


Ser 


His 


Asp 


Arg 


Gly 


Lys 


He 






260 










265 










270 







<210> 2601 
<211> 350 
<212> PRT 

<213> Unknown (3093312-dir-1027-12 conceptual translation of range 102817- 
103865) 

<220> 

<221> VARIANT 
<222> (1) . . . (350) 
<223> Xaa = Any Ami] 

<400>2601 

Phe Leu Ser Gly Asn 

1 5 
Ser Ser Glu Gly Tyr 
20 

Leu Glu Val Val Leu 
35 

Leu He Gly Asn Leu 
50 

Leu His Thr Pro Leu 
65 

Leu Cys Tyr Thr Thr 
85 

Gly Val Glu Lys Thr 
100 

Phe Phe Leu Thr Leu 
115 

Ser Tyr Asp Arg Tyr 
130 

Leu Met His Ser Arg 
145 

Ser Gly Phe Thr Asn 
165 

Pro Leu Cy s Gly His 
180 



no Acid 



Arg Lys Xaa Met Met Met Glu Lys Xaa Asn Ala 

10 15 
Phe He Leu Val Gly Phe Ser Asn Trp Pro Tyr 

25 30 
Phe Val Val He Leu He Phe Cys Leu Met Thr 

40 45 
Phe He He He Leu Thr Tyr Leu Asp Ser His 

55 60 
Tyr Phe Phe Leu Ser Asn Leu Ser Phe Leu Asp 
70 75 80 

Ser Ser He Pro Gin Leu Leu Val Ser Leu Trp 

90 95 
He Ser Tyr Ala Gly Cys Met Val Gin Leu Tyr 

105 HO 
Gly Thr Thr Glu Cys Val Leu Leu Val Val Met 

120 125 
Ala Ala Val Cys Arg Pro Leu His Tyr Thr Val 

135 140 
Phe Cys His Leu Leu Ala Val Ala Ser Trp Val 
150 155 160 

Pro Ala Leu His Ser Ser Phe Thr Phe Trp Val 

170 175 
Arg Gin He Asp His Phe Phe Cys Glu Val Pro 
185 190 
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Ala Leu Leu Xaa Leu Ser Phe Val Asn Thr Arg Glu Asn Lys Leu Thr 

195 200 205 

Leu Met lie Thr Ser Ser lie Phe Val Leu Leu Leu Leu Thr Leu lie 

210 215 220 

Phe Thr Ser Tyr Gly Ala lie Ala Gin Ala Val Leu Arg Met Gin Ser 
225 230 235 240 

Thr Thr Gly Leu Gin Lys Val Phe Gly Thr Cys Gly Ala His His Met 

245 250 255 

Val Val Ser Leu Phe Phe lie Pro Ala Met Cys Met Tyr Leu Gin Pro 

260 265 270 

Pro Ser Gly Asn Ser Gin Asp Gin Gly Lys Phe lie Ala Leu Phe Tyr 

275 280 285 

Thr Val Val Thr Pro Ser Leu Asn Pro Leu lie Tyr Thr Leu Arg Asn 

290 295 300 

Lys Asp Val Arg Gly Val Val Lys Arg Leu Arg Gly Trp Glu Xaa Ala 
305 310 315 320 

Cys Val Cys Val lie Leu Thr lie Xaa Trp Ser Leu Ser Ser Gin Xaa 

325 330 335 

Phe lie His Leu Phe He Tyr Gin Pro Phe Phe Tyr Ser Leu 
340 345 350 

<210> 2602 
<211> 205 
<212> PRT 

<213> Unknown (5262456-dir-273-9 conceptual translation of range 27452-28066) 
<400>2602 

Gin Lys He Ala Lys Met lie Asn Asp Ser Tyr Phe Gly Trp Leu Met 

15 10 15 

Leu Leu Gly Phe Pro Gly Lys Pro Gin Leu Glu Met He He Ser Gly 

20 25 30 

Val Val Phe Phe Phe Tyr Ala He Ser Leu Met Gly Asn Met Val Leu 

35 40 45 

He Leu Leu Pro Leu Leu Asp Lys His Leu Gin Thr Pro He Tyr Phe 

50 55 60 

Phe Leu Arg Asn Leu Ala He Leu Asp Leu Cys Tyr Thr Thr Asn He 
65 70 75 80 

Val Pro Gin Met Leu Val Asn Ala Trp Gly Lys Asp Lys Lys He Thr 

85 90 95 

Phe Gly Gly Cys Ala Phe Gin Leu Phe Thr Asn Val Thr Leu Cys Thr 

100 105 110 

Val Glu Cys Met Leu Leu Ala Val Met Ser Tyr Asp Pro Phe Asn Ala 

115 120 125 

Val Cys Lys Pro Leu Asp Tyr Met Thr He Met Asn Pro Gin Leu Cys 

130 135 140 

Gin Gly Leu Val Ala Met Thr Trp Leu He Gly Val Thr Asn Cys Met 
145 150 155 160 

He Leu Ser Pro Cys Pro Val Ser Leu Pro Arg Cys Gly Asp His His 

165 170 175 

Leu Asp His Tyr Phe Cys Glu He Ser Ala Met Val Lys He Ala Cys 

180 185 190 

Gly Ala Thr Thr Val Met Glu Glu Thr Val Arg Val Lys 
195 200 205 

<210> 2603 
<211> 210 
<212> PRT 

<213> Unknown (2924249-rev-741-9 conceptual translation of range 74285-74912) 
<220> 

<221> VARIANT 
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<222> (1) . . . (210) 

<223> Xaa = Any Amino Acid 



<400>2603 



Ser 


Val 


Lys 


Tyr 


Leu 


Asn 


Glu 


Ser 


Phe 


Pro 


Glu 


Asp 


Phe 


He 


Leu 


Met 


1 








5 










10 










15 




Gly 


Phe 


Val 


Lys 


Tyr 


Pro 


Trp 


Leu 


Asp 


Phe 


Leu 


Leu 


Phe 


Cys 


Val 


Leu 








20 










25 










30 






Leu 


Thr 


Phe 


Tyr 


Met 


Phe 


Thr 


Leu 


Leu 


Gly Asn 


Ser 


Ala 


He 


He 


Leu 






35 










40 










45 








Val 


Ser 


Gin 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 




50 










55 










60 










Thr 


Ser 


Leu 


Ser 


Val 


Leu 


Tyr 


Leu 


Cys 


Phe 


Thr 


Thr 


Thr 


Thr 


Val 


Pro 


65 










70 










75 










80 


Gin 


Met 


Leu 


Phe 


Asn 


Leu 


Gly 


Gly 


Thr 


Asn 


Lys 


Asn 


He 


Thr 


Xaa 


He 










85 










90 










95 




Gly 


Cys 


Met 


Ala 


Gin 


Ala 


Tyr 


Val 


Phe 


His 


Trp 


Leu 


Ala 


Cys 


He 


Glu 








100 










105 










110 






Cys 


Val 


Leu 


Leu 


Gly 


He 


Val 


Ala 


Leu 


Asp 


Cys 


Tyr 


Val 


Ala 


Val 


Cys 






115 










120 










125 








Lys 


Pro 


Pro 


Arg 


Tyr 


Thr 


He 


He 


He 


Asp 


His 


Lys 


Val 


Cys 


Leu 


His 




130 










135 










140 










Leu 


Ser 


Ser 


Thr 


Ala 


Trp 


Leu 


He 


Gly 


Leu 


Ala 


Asn 


Ser 


Leu 


Leu 


Gin 


145 










150 










155 










160 


Ser 


Thr 


He 


Thr 


He 


Gin 


Leu 


Pro 


Leu 


Xaa 


Arg 


Cys 


He 


Ala 


Gin 


He 










165 










170 










175 




Phe 


Leu 


Xaa 


Leu 


Glu 


Ser 


Val 


Thr 


Xaa 


Gin 


Ser 


Leu 


Thr 


Val 


Thr 


Tyr 








180 










185 










190 






Leu 


Xaa 


Asp 


Leu 


Leu 


Gin 


His 


Ser 


He 


Xaa 


Gly Gin 


Leu 


His 


Ala 


Gly 






195 










200 










205 









Glu Leu 



210 

<210> 2604 
<211> 210 
<212> PRT 

<213> Unknown ( 4156137-rev-1191-9 conceptual translation of range 119253- 
119880) 

<220> 

<221> VARIANT 

<222> (1) . . . (210) 

<223> Xaa = Any Amino Acid 

<400>2604 



Ser 


Val 


Lys 


Tyr 


Leu 


Asn 


Glu 


Ser 


Phe 


Pro 


Glu 


Asp 


Phe 


He 


Leu 


Met 


1 








5 










10 










15 




Gly 


Phe 


Val 


Lys 
20 


Tyr 


Pro 


Trp 


Leu 


Asp 
25 


Phe 


Leu 


Leu 


Phe 


Cys 
30 


Val 


Leu 


Leu 


Thr 


Phe 
35 


Tyr 


Met 


Phe 


Thr 


Leu 
40 


Leu 


Gly 


Asn 


Ser 


Ala 
45 


He 


He 


Leu 


Val 


Ser 
50 


Gin 


Leu 


Asp 


Ser 


Gin 
55 


Leu 


His 


Ser 


Pro 


Met 
60 


Tyr 


Phe 


Leu 


Leu 


Thr 


Ser 


Leu 


Ser 


Val 


Leu 


Tyr 


Leu 


Cys 


Phe 


Thr 


Thr 


Thr 


Thr 


Val 


Pro 


65 










70 










75 










80 


Gin 


Met 


Leu 


Phe 


Asn 
85 


Leu 


Gly 


Gly 


Thr 


Asn 
90 


Lys 


Asn 


He 


Thr 


Xaa 
95 


He 


Gly 


Cys 


Met 


Ala 
100 


Gin 


Ala 


Tyr 


Val 


Phe 
105 


His 


Trp 


Leu 


Ala 


Cys 
110 


Thr 


Glu 


Cys 


Val 


Leu 
115 


Leu 


Gly 


He 


Val 


Ala 
120 


Leu 


Asp 


Cys 


Tyr 


Val 
125 


Ala 


Val 


Cys 
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Lys 


Pro 


Pro 


Arg 


Tyr 


Thr 


He 


He 


He Asp His 




val 


Tyr 


Leu 


nis 




130 










135 






140 








Leu 


Ser 


Ser 


Thr 


Ala 


Tm 


Leu 


He Gly Leu Ala 


Asn 


Ser 


Leu 


Leu 


Gin 


145 










ISO 






155 










160 


Ser 


Thr 


He 


X I li 


Tip 

lie 

165 


bin 


Leu 


Pro 


Leu Xaa Arg 
170 


Cys 


He 


Ala 


Gin 
175 


He 


Phe 


Leu 


Xaa 


Leu 


Glu 


Ser 


Val 


Thr 


Xaa Gin Ser 


Leu 


Thr 


Val 


Thr 


Tyr 








180 










185 






190 




Leu 


Xaa 


Asp 


Leu 


Leu 


Gin 


His 


Ser 


He Xaa Gly Gin 


Leu 


His 


Ala Gly 






195 










200 






205 








Glu 


Leu 
210 



























<210> 2605 
<211> 216 
<212> PRT 

<213> Unknown (2921643-dir-0-8 conceptual translation of range 2-649) 



<400>2605 



Leu 


Val 


Asp 


Val 


Ser 


Tyr 


Ala Thr 


Ser Val 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


1 








5 






10 










15 




His 


Phe 


Leu 


Ala 
20 


Glu 


His 


Lys Ala 


He Pro 
25 


Phe 


Gin 


Ser 


Cys 
30 


Ala 


Ala 


Gin 


Leu 


Phe 
35 


Phe 


Ser 


Leu 


Ala Leu 
40 


Gly Gly 


He 


Glu 


Phe 
45 


Val 


Leu 


Leu 


Ala 


Val 


Met 


Gly Tyr 


Asp 


Arg Tyr 


Val Ala 


Val 


Cys 


Asp 


Ala 


Leu 


Arg 




50 










55 






60 








Tyr 


Ser 


Ala 


He 


Met 


His 


Gly Gly 


Leu Cys 


Ala 


Arg 


Leu 


Ala 


He 


Thr 


65 










70 






75 










80 


Ser Trp Val 


Ser 


Gly 


Phe 


He Ser 


Ser Pro 


Val 


Gin 


Thr 


Ala 


He 


Thr 










85 






90 










95 




Phe 


Gin 


Leu 


Pro 


Met 


Cys 


Arg Asn 


Lys Phe 


He 


Asp 


His 


He 


Ser 


Cys 








100 








105 








110 




Glu 


Leu 


Leu 


Ala 


Val 


Val 


Arg Leu Ala Arg 


Val 


Asp 


Thr 


Ser 


Ser 


Asn 






115 








120 








125 








Glu 


Val 
130 


Thr 


He 


Met 


Val 


Ser Ser 
135 


He Val 


Leu 


Leu 
140 


Met 


Thr 


Pro 


Phe 


Cys 


Leu 


Val 


Leu 


Leu 


Ser 


Tyr He 


Gin He 


He 


Ser 


Thr 


He 


Leu 


Lys 


145 










150 






155 










160 


He 


Gin 


Ser 


Arg 


Glu 


Gly Arg Lys 


Lys Ala 


Phe 


His 


Thr 


Cys 


Ala 


Ser 










165 






170 










175 




His 


Leu 


Thr 


Val 


Val 


Ala 


Leu Cys 


Tyr Gly 


Val 


Ala 


He 


Phe 


Thr 


Tyr 








180 








185 








190 




He 


Gin 


Pro 
195 


His 


Ser 


Ser 


Pro Ser 
200 


Val Leu 


Gin 


Glu 


Lys 
205 


Leu 


Phe 


Ser 



Val Phe Tyr Ala He Leu Thr Pro 



210 215 

<210> 2606 
<211> 216 
<212> PRT 

<213> Unknown (2921711-dir-0-8 conceptual translation of range 2-649) 
<400>2606 

Leu Val Asp Val Ser Cys Ala Thr Ser Val Val Pro Gin Leu Leu Ala 

15 10 15 

His Phe Leu Ala Glu His Lys Ala He Pro Phe Gin Ser Cys Ala Ala 

20 25 30 

Gin Leu Phe Phe Ser Leu Ala Leu Gly Gly He Glu Phe Val Leu Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asp Ala Leu Arg 
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50 55 60 

Tyr Ser Ala lie Met His Gly Gly Leu Cys Ala Arg Leu Ala lie Thr 
65 70 75 80 

Ser Trp Val Ser Gly Phe lie Ser Ser Pro Val Gin Thr Ala He Thr 

85 90 95 

Phe Gin Leu Pro Met Cys Arg Asn Lys Phe He Asp His He Ser Cys 

100 105 HO 

Glu Leu Leu Ala Val Val Arg Leu Ala Cys Val Asp Thr Ser Ser Asn 

115 120 125 

Glu Val Thr He Met Val Ser Ser He Val Leu Leu Met Thr Pro Phe 

130 135 140 

Cys Leu Val Leu Leu Ser Tyr He Gin He He Ser Thr He Leu Lys 
145 150 155 160 

He Gin Ser Arg Glu Gly Arg Lys Lys Ala Phe His Thr Cys Ala Ser 

165 170 175 

His Leu Thr Val Val Ala Leu Cys Tyr Gly Val Ala He Phe Thr Tyr 

180 185 190 

He Gin Pro His Ser Ser Pro Ser Val Leu Gin Glu Lys Leu Phe Ser 

195 200 205 

Val Phe Tyr Ala He Leu Thr Pro 
210 215 

<210> 2607 
<211> 317 
<212> PRT 

<213> Unknown ( 133 6042-dir-0-ll conceptual translation of range 1-951) 



<400>2607 




























Met 


Gly 


Thr 


Asp 


Asn 


Gin 


Thr 


Trp 


Val 


Ser 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


1 






5 










10 










15 




Leu 


Ser 


Ser 


Asp 
20 


Trp 


Asp 


Thr 


Arg 


Val 
25 


Ser 


Leu 


Phe 


Val 


Leu 
30 


Phe 


Leu 


Val 


Met 


Tyr 

35 


Val 


Val 


Thr 


Val 


Leu 
40 


Gly 


Asn 


Cys 


Leu 


He 
45 


Val 


Leu 


Leu 


He 


Arg 
50 


Leu 


Asp 


Ser 


Arg 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Ser 


Tyr 


Ala 


Thr 


Ser 


Val 


Val 


Pro 


Gin 


65 










70 










75 










80 


Leu 


Leu 


Ala 


His 


Phe 
85 


Leu 


Ala 


Glu 


His 


Lys 
90 


Ala 


He 


Pro 


Phe 


Gin 
95 


Ser 


Cys 


Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Ser 


Leu 


Ala 


Leu 


Gly 


Gly 


He 


Glu 


Phe 






100 










105 










110 






Val 


Leu 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


Val 


Cys 


Asp 


Ala 


Leu 
130 


Arg 


Tyr 


Ser 


Ala 


He 
135 


Met 


His 


Gly 


Gly 


Leu 
140 


Cys 


Ala 


Arg 


Leu 


Ala 


He 


Thr 


Ser 


Trp 


Val 


Ser 


Gly 


Phe 


He 


Ser 


Ser 


Pro 


Val 


Gin 


Thr 


145 










150 










155 










160 


Ala 


He 


Thr 


Phe 


Gin 
165 


Leu 


Pro 


Met 


Cys 


Arg 
170 


Asn 


Lys 


Phe 


He 


Asp 
175 


His 


He 


Ser 


Cys 


Glu 
180 


Leu 


Leu 


Ala 


Val 


Val 
185 


Arg 


Leu 


Ala 


Cys 


Val 
190 


Asp 


Thr 


Ser 


Ser 


Asn 
195 


Glu 


Val 


Thr 


He 


Met 
200 


Val 


Ser 


Ser 


He 


Val 
205 


Leu 


Leu 


Met 


Thr 


Pro 
210 


Leu 


Cys 


Leu 


Val 


Leu 
215 


Leu 


Ser 


Tyr 


He 


Gin 
220 


He 


He 


Ser 


Thr 


He 


Leu 


Lys 


He 


Gin 


Ser 


Arg 


Glu 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


His 


Thr 


225 








230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


Leu 


Cys 


Tyr 


Gly 


Val 


Ala 


He 








245 










250 










255 




Phe 


Thr 


Tyr 


He 


Gin 


Pro 


His 


Ser 


Ser 


Pro 


Ser 


Val 


Leu 


Gin 


Glu 


Lys 
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260 265 270 

Leu Phe Ser Val Phe Tyr Ala He Leu Thr Pro Met Leu Asn Pro Met 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Gly Ala Trp Gin Lys Leu 

290 295 300 

Leu Trp Lys Phe Ser Gly Leu Thr Ser Lys Leu Ala Thr 
305 310 315 

<210> 2608 
<211> 216 
<212> PRT 

<213> Unknown (2921713-dir-0-8 conceptual translation of range 2-649) 



<400>2608 




























Leu 


Val 


Asp 


Val 


Ser 


Tyr 


Ala 


Thr 


Ser 


Val 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


1 








5 










10 










15 




His 


Phe 


Leu 


Ala 
20 


Glu 


His 


Lys 


Ala 


Thr 
25 


Pro 


Phe 


Gin 


Ser 


Cys 
30 


Ala 


Ala 


Gin 


Leu 


Phe 
35 


Phe 


Ser 


Leu 


Ala 


Leu 
40 


Gly 


Gly 


He 


Glu 


Phe 
45 


Val 


Leu 


Leu 


Ala 


Val 


Met 


Thr 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Asp 


Ala 


Leu 


Arg 




50 










55 










60 








Tyr 


Ser 


Ala 


He 


Met 


His 


Gly Gly Leu 


Cys 


Ala 


Arg 


Leu 


Ala 


lie Thr 


65 










70 










75 










80 


Ser 


Trp 


Val 


Ser 


Gly 


Phe 


He 


Ser 


Ser 


Pro 


Val 


Gin 


Thr Ala 


He 


Thr 










85 










90 










95 




Phe 


Gin 


Leu 


Pro 
100 


Met 


Cys 


Arg 


Asn 


Lys 
105 


Phe 


He 


Asp 


His 


He 
110 


Ser 


Cys 


Glu 


Leu 


Leu 
115 


Ala 


Val 


Val 


Arg 


Leu 
120 


Ala 


Cys 


Val 


Asp 


Thr 
125 


Ser 


Ser 


Asn 


Glu 


Val 
130 


Thr 


He 


Met 


Val 


Ser 
135 


Ser 


Val 


Val 


Leu 


Leu 
140 


Met 


Thr 


Pro 


Phe 


Cys 


Leu 


Val 


Leu 


Leu 


Ser 


Tyr 


He 


Gin 


He 


Asn 


Ser 


Thr 


He 


Leu 


Lys 


145 










150 










155 










160 


He 


Gin 


Ser 


Arg 


Glu 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


His 


Thr 


Cys 


Ala 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Val 


Val 


Ala 


Leu 


Cys 


Tyr 


Gly Val 


Ala 


He 


Phe 


Thr 


Tyr 








180 










185 










190 




He 


Gin 


Pro 
195 


His 


Ser 


Ser 


Pro 


Ser 
200 


Val 


Leu 


Gin 


Glu 


Lys 
205 


Leu 


Phe 


Ser 


Val 


Phe 
210 


Tyr 


Ala 


He 


Leu 


Thr 
215 


Pro 



















<210> 2609 
<211> 301 
<212> PRT 

<213> Unknown (pl61-dir-0-ll conceptual translation of range 2-903) 
<400>2609 

Trp Val Ser Glu Phe He Leu Leu Gly Leu Ser Ser Asp Trp Asp Thr 

15 10 15 

Gin Val Ser Leu Phe Val Leu Phe Leu Val Met Tyr Val Val Thr Val 

20 25 30 

Leu Gly Asn Cys Leu He Val Leu Leu He Arg Leu Asp Ser Arg Leu 

35 40 45 

His Thr Pro Met Tyr Phe Phe Leu Thr Asn Leu Ser Leu Val Asp Val 

50 55 60 

Ser Tyr Ala Thr Ser Val Val Pro Gin Leu Leu Ala His Phe Leu Ala 
65 70 75 80 

Glu His Lys Ala He Ser Phe Gin Ser Cys Ala Ala Gin Leu Phe Phe 
85 90 95 
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Ser Leu Ala Leu Gly Gly He Glu Phe Val Leu Leu Ala Val Met Ala 

100 105 110 

Tyr Asp Arg Tyr Val Ala Val Cys Asp Ala Leu Arg Tyr Ser Ala He 

115 120 125 

Met His Gly Gly Leu Cys Ala Arg Leu Ala He Thr Ser Trp Val Ser 

130 135 140 

Gly Phe He Asn Ser Leu Val Gin Thr Ala He Thr Phe Gin Leu Pro 
145 150 155 160 

Met Cys Thr Asn Lys Phe He Asp His He Ser Cys Glu Leu Leu Ala 

165 170 175 

Val Val Arg Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Val Thr He 

180 185 190 

Met Val Ser Ser He Val Leu Leu Met Thr Pro Phe Cys Leu Val Leu 

195 200 205 

Leu Ser Tyr He Gin He Thr Ser Thr He Leu Lys He Gin Ser Arg 

210 215 220 

Glu Gly Arg Arg Lys Ala Phe His Thr Cys Ala Ser His Leu Thr Val 
225 ~ 230 235 240 

Val Ala Leu Cys Tyr Gly Val Ala He Phe Thr Tyr He Gin Pro His 

245 250 255 

Ser Ser Pro Ser Val Leu Gin Glu Lys Leu Phe Ser Val Phe Tyr Ala 

260 265 270 

He Leu Thr Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn Lys 

275 280 285 

Glu Val Lys Gly Ala Trp Gin Lys Leu Leu Trp Lys Phe 
290 295 300 



<210> 2610 
<211> 334 
<212> PRT 

<213> Unknown (3766130-dir-170-13 conceptual translation of range 17111- 
18112) 



<220> 

<221> VARIANT 

<222> {!)... (334) 

<223> Xaa = Any Amino Acid 



<400>2610 



Phe 


Cys 


Phe 


Phe 


Leu 


Thr 


Leu 


Ser 


Thr 


Asp 


Xaa 


Tyr 


Ser 


Ser 


His 


Phe 


1 








5 










10 










15 




Xaa 


Met 


Glu 


He 
20 


Asp 


Asn 


Gin 


Thr 


Trp 

25 


Val 


Arg 


Glu 


Phe 


He 
30 


Leu 


Leu 


Gly 


Leu 


Ser 
35 


Ser 


Asp 


Trp 


Cys 


Thr 
40 


Gin 


He 


Ser 


Leu 


Phe 
45 


Ser 


Leu 


Phe 


Leu 


Val 


Thr 


Tyr 


Leu 


Met 


Thr 


Val 


Leu 


Gly 


Asn Cys 


Leu 


He 


Val 


Leu 




50 










55 










60 










Leu 


He 


Arg 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


65 










70 










75 










80 


Thr 


Asn 


Leu 


Ser 


Leu 
85 


Val 


Asp 


Val 


Ser 


Tyr 
90 


Ala 


Thr 


Ser 


Val 


Val 
95 


Pro 


Gin 


Leu 


Leu 


Ala 
100 


His 


Phe 


Leu 


Ala 


Glu 
105 


His 


Lys 


Ala 


He 


Pro 
110 


Phe 


Gin 


Ser 


Cys 


Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Ser 


Leu 


Ala 


Leu Gly 


Gly 


He 


Glu 






115 










120 










125 








Phe 


Val 
130 


Leu 


Leu 


Ala 


Val 


Met 
135 


Ala 


Tyr 


Asp 


Arg 


His 
140 


Val 


Ala 


Val 


Ser 


Asp 


Arg 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 


His 


Gly Gly 


Leu 


Cys 


Ala 


Arg 


145 










150 










155 










160 


Leu 


Ala 


He 


Thr 


Ser 
165 


Trp 


Val 


Ser 


Gly 


Ser 
170 


He 


Asn 


Ser 


Leu 


Val 
175 


Gin 
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Thr Ala lie Thr Phe Gin Leu Pro Met Cys Thr Asn Lys Phe lie Asp 

180 185 190 

His lie Ser Cys Glu Leu Leu Ala Val Val Arg Leu Ala Cys Val Asp 

195 200 205 

Thr Ser Ser Asn Glu Ala Ala lie Met Val Ser Ser lie Val Leu Leu 

210 215 220 

Met Thr Pro Phe Cys Leu Val Leu Leu Ser Tyr lie Arg lie lie Ser 
225 230 235 240 

Thr lie Leu Lys lie Gin Ser Arg Glu Gly Arg Lys Lys Ala Phe His 

245 250 255 

Thr Cys Ala Ser His Leu Thr Val Val Ala Leu Cys Tyr Gly Thr Thr 

260 265 270 

lie Phe Thr Tyr lie Gin Pro His Ser Gly Pro Ser Val Leu Gin Glu 

275 280 285 

Lys Leu lie Ser Val Phe Tyr Ala lie Val Met Pro Leu Leu Asn Pro 

290 295 300 

Val lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Gly Ala Trp His Lys 
305 310 315 320 

Leu Leu Glu Lys Phe Ser Gly Leu Thr Ser Lys Leu Gly Thr 
325 330 

<210> 2611 
<211> 298 
<212> PRT 

<213> Unknown (pl72-dir-0-10 conceptual translation of range 2-895) 
<400>2611 

Thr lie lie Leu Leu Gly Leu Ser Ser Asp Trp Asp Ala Gin Val Ser 

1 5 10 15 

Leu Phe Val Leu Phe Leu Val Met Cys Met Val Thr Met Leu Gly Asn 

20 25 30 

Cys Leu lie Val Leu Leu He Arg Leu Asp Asn Arg Leu His Thr Pro 

35 40 45 

Met Tyr Phe Phe Leu Thr Asn Leu Ser Leu Val Asp Val Ser Tyr Ala 

50 55 60 

Thr Ser He Val Pro Gin Leu Leu Ala His Phe Leu Ala Glu His Lys 
65 70 75 80 

Ser He Pro Phe Gin Ser Cys Ala Ala Gin Leu Phe Phe Ser Leu Ala 

85 90 95 

Leu Gly Gly He Glu Phe Val Leu Leu Ala Val Met Ala Tyr Asp Arg 

100 105 HO 

Tyr Val Ala Val Cys Asp Pro Leu Arg Tyr Ser Ala He Met His Gly 

115 120 125 

Ala Pro Cys Ala Arg Leu Ala He Thr Ser Trp Val Ser Gly Phe He 

130 135 140 

Asn Ser Leu Val Gin Thr Ala He Thr Phe His Leu Pro Met Cys Thr 
145 150 155 160 

Asn Lys Phe He Asp His He Ser Cys Glu Leu Leu Ala Val He Arg 

165 170 175 

Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Ala Ala He Met Val Ser 

180 185 190 

Ser He Val Phe Leu Met Thr Pro Phe Cys Leu Val Leu Leu Ser Tyr 

195 200 205 

He Trp He He Ser Thr He Val Lys He Gin Ser Thr Glu Gly Arg 

210 215 220 

Lys Lys Ala Phe His Thr Cys Ala Ser His Leu Thr Val Val Ala Leu 
225 230 235 240 

Cys Tyr Gly Leu Ala He Phe Thr Tyr He Gin Pro His Ser Ser Leu 

245 250 255 

Ser Val Leu Gin Glu Lys Leu Phe Ser Leu Phe Tyr Ala He Leu Thr 
260 265 270 
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Pro Met Leu Asn Pro Met lie Tyr Ser Leu Arg Asn Lys Glu Val Lys 

275 280 285 

Gly Ala Trp Gin Lys Leu Leu Trp Lys Phe 
290 295 

<210> 2612 
<211> 298 
<212> PRT 

<213> Unknown (pl71-dir-0-10 conceptual translation of range 3-896) 
<220> 

<221> VARIANT 

<222> (1)...(298) 

<223> Xaa = Any Amino Acid 

<400>2612 

Ser Asp Phe lie Leu Leu Gly Leu Ser Ser Asp Trp Asp Ala Gin Val 

15 10 15 

Ser Leu Phe Val Leu Phe Leu Val Met Tyr Met Val Thr Met Leu Gly 

20 25 30 

Asn Cys Leu lie Val Leu Leu lie Arg Leu Asp Asn Arg Leu His Thr 

35 40 45 

Pro Met Tyr Phe Phe Leu Thr Asn Leu Ser Leu Val Asp Val Ser Tyr 

50 55 60 

Ala Thr Ser lie Val Pro Gin Leu Leu Ala His Phe Leu Ala Glu His 
65 70 75 80 

Lys Ser lie Pro Phe Gin Ser Cys Ala Ala Gin Leu Phe Phe Ser Leu 

85 90 95 

Ala Leu Gly Gly lie Glu Phe Val Leu Leu Ala Val Met Ala Tyr Asp 

100 105 110 

Arg Tyr Val Ala Val Cys Asp Pro Leu Arg Tyr Ser Ala lie Met His 

115 120 125 

Gly Ala Leu Cys Ala Arg Leu Ala lie Thr Ser Trp Val Ser Gly Phe 

130 135 140 

lie Asn Ser Leu Val Gin Thr Ala lie Thr Phe His Leu Pro Met Cys 
145 150 155 160 

Thr Asn Lys Phe lie Asp His lie Ser Cys Glu Leu Leu Ala Val lie 

165 170 175 

Arg Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Ala Ala lie Met Val 

180 185 190 

Ser Ser lie Val Phe Leu Met Thr Pro Phe Cys Leu Val Leu Leu Ser 

195 200 205 

Tyr lie Xaa lie lie Ser Thr lie Val Lys He Gin Ser Thr Glu Gly 

210 215 220 

Arg Lys Lys Ala Phe His Thr Tyr Ala Ser His Leu Thr Val Val Ala 
225 230 235 240 

Leu Cys Tyr Gly Leu Ala He Phe Thr Tyr He Gin Pro His Ser Ser 

245 250 255 

Leu Ser Val Leu Gin Glu Lys Leu Phe Ser Leu Phe Tyr Ala He Leu 

260 265 270 

Thr Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn Lys Glu Val 

275 280 285 

Lys Gly Ala Trp Gin Lys Leu Leu Trp Lys 
290 295 

<210> 2613 
<211> 299 
<212> PRT 

<213> Unknown (pl73-dir-0-ll conceptual translation of range 4-900) 
<400>2613 
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Val 


TVi-r 


Tip 
11c 


lie 


Leu 


Leu 


Gly 


Leu 


Ser 


•Pel 


A 




Asp 


Ala 


Gin 


Val 


1 

X 


















1 0 

X V 










15 






1»C=IL 


rue 


Val 


Leu 


Phe 


Leu 


Val 


Met 




Met 


Val 


Thr 


Met 


Leu 


Glv 

v^i_y 








20 










25 










30 










Leu 


lie 


Val 


Leu 


Leu 


He 


Ar g 


Leu 


Asp 


Asn 


Arg 


Leu 


His 


Thr 






35 










40 










45 








XT X o 


Mot- 
lit; L- 


Tyr 


Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Ser 


Tvr 

x y 1 














55 










60 










nj.cl 


T 1 <=» 
lie 


Ser 


He 


val 




will 


l-J IX 


Leu 


AT a 
rtia 


nio 


Phe 


Leu 


Ala 


Glu 


His 


65 










70 










75 










80 


Lys 


Al a 

ril a 


lie 


Ser 


Leu 


Gin 


Ser 




Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Ser 


Leu 










ft ^ 




















95 




a i a 

J\ 1 ct 


T 

Leu 


Gly Gly 


Tip 
lie 


ulu 


r I It: 


val 


Leu 


Leu 


Ala 


VCIl 


Met 


Ala 


iyi 


Asp 








100 










1 OS 

X w J 










110 






Arg 


Tyr 


Val 


Ala 


val 


L.ys 


ASp 


t ro 


T .01 1 
Xj fcr L* 


Arg 


Tyr 


oex 


Ala 


He 


Met 


His 






115 










120 










125 








uiy 


A "J -3 

Ala 


Leu 


Cys 


Ala 


Arg 


Leu 


Ala 


Tip 
116 


1 ill 


Ser 


irp 


Val 
val 


Cor 

Del 


01 v 


Phe 




1 -in 
1 jU 










lJ J 










1 a n 

1 4 V/ 










lie 


Asn 


Ser 


Leu 


Veil 


bin 


1 nr 


r\X a. 


lie 


1 nr 


rflc 


T_2 ' — 

nib 


Leu 


Pro 


1*1 1= L. 


v- _y 0 


x*± _j 










1 RO 

1 JU 










X J J 










160 


1 nr 


Asn 


Lys 


Phe 


lie 


Asp 


nlS 


lie 


oer 


Cys 


biu 


Leu 


Leu 


Ala 


Val 
vai 


Tip 
lie 










1 Dj 










1 / u 










171; 
1 / 




Ax y 


Leu 


Ala 


Cys 


vai 


Asp 


x nr 


Cor 


Ser 


Asn 


bill 




nla 


ne 




Va 1 
Val 








180 










1 oc 
IOD 










1 QO 

1JV 






Ser 


ber 


lie 


Val 


•n Vi 

-fne 


Leu 


wee 


j. nr 


Pro 


rne 


Cys 


Leu 


Vj* 1 
Val 


Leu 


Leu 


Del 






195 










Z UU 










Z UD 








Tyr 


lie 


Trp 


He 


lie 


Ser 


1 nr 


Tl A 

lie 


val 


Lys 


Tl a 

1 le 


bin. 


Ser 


1 nr 


0 X u 


r*i w 
biy 














Zl j 










z z u 










Arg 


Lys 


Lys 


Ala 


rae 


TT ^ _ 
rixS 


1 nr 


Cys 


Ala 

Aia 


oer 


TT J _ 

nlS 


Leu 


1 nr 


T/-i T 

val 


Va 1 
Val 


Ala 


99 ^ 

Z> ^ Zj 










230 










23 5 










240 


Leu 


Cys 


Tyr 


Gly 


Leu 


Ala 


He 


Phe 


Thr 


Tyr 


He 


Gin 


Pro 


His 


Ser 


Ser 










245 










250 










255 




Leu 


Ser 


Val 


Leu 


Gin 


Glu 


Lys 


Leu 


Phe 


Ser 


Leu 


Phe 


Tyr 


Ala 


He 


Leu 








260 










265 










270 






Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Met 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 






275 










280 










285 








Lys 


Gly 


Ala 


Trp 


Gin 


Lys 


Leu 


Leu 


Trp 


Lys 


Phe 













290 295 



<210> 2614 
<211> 300 
<212> PRT 

<213> Unknown (pl42-dir-0-ll conceptual translation of range 2-900) 
<400>2614 

Val Ser Glu Phe He Leu Leu Gly Leu Ser Ser Asp Trp Asp Thr Gin 

15 10 15 

Val Ser Leu Phe Val Leu Phe Leu Val Met Tyr Val Val Thr Val Leu 

20 25 30 

Gly Asn Cys Leu He Val Leu Leu He Arg Leu Asp Ser Arg Leu His 

35 40 45 

Thr Pro Met Tyr Phe Phe Leu Thr Asn Leu Ser Leu Val Asp Val Ser 

50 55 60 

Tyr Ala Thr Ser He Val Pro Gin Leu Leu Ala His Phe Leu Ala Glu 
65 70 75 80 

His Lys Ala He Ser Phe Gin Ser Cys Ala Ala Gin Leu Phe Phe Ser 

85 90 95 

Leu Ala Leu Gly Gly He Glu Phe Val Leu Leu Ala Val Met Ala Tyr 

100 105 110 

Asp Arg Tyr Val Ala Val Cys Asp Pro Leu Arg Tyr Ser Ala He Met 
115 120 125 
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His Ala Ala Leu Cys Ala Arg Leu Ala Val Thr Ser Trp Val Ser Gly 

130 135 140 

Ser lie Asn Ser Leu Val His Thr Thr lie Thr Phe Gin Leu Pro Met 
145 150 155 160 

Cys Ala Asn Lys Phe lie Asp His lie Ser Cys Glu lie Leu Ala Val 

165 170 175 

Val Arg Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Val Thr lie Met 

180 185 190 

Val Phe Ser lie Val Leu Leu Met Thr Pro Phe Cys Leu Val Leu Leu 

195 200 205 

Ser Tyr lie Gin lie lie Ser Thr He Leu Lys He Gin Ser Arg Glu 

210 215 220 

Gly Arg Arg Lys Ala Phe Gin Thr Cys Gly Ser His Leu Thr Met Val 
225 230 235 240 

Ala Leu Cys Tyr Gly Val Ala He Phe Thr Tyr He Gin Pro His Ser 

245 250 255 

Ser Pro Ser Val Leu Gin Glu Lys Leu He Ser Leu Phe Tyr Ala He 

260 265 270 

Leu Thr Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Ser Lys Glu 

275 280 285 

Val Lys Gly Ala Trp Lys Lys Leu Tyr Trp Lys Phe 
290 295 300 



<210> 2615 
<211> 300 
<212> PRT 

<213> Unknown (pl62-dir-0-10 conceptual translation of range 1-899) 



<400>2615 



Val 


Ser 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Leu 


Ser 


Ser 


Asp 


Trp 


Asp 


Thr 


Gin 


1 








5 










10 










15 




Val 


Ser 


Leu 


Phe 
20 


Val 


Leu 


Phe 


Leu 


Val 
25 


Met 


Tyr 


Val 


Val 


Thr 
30 


Val 


Leu 


Gly 


Asn 


Cys 


Leu 


He 


Val 


Leu 


Leu 


He 


Arg 


Leu Asp 


Ser 


Arg 


Leu 


His 






35 










40 










45 








Thr 


Pro 
50 


Met 


Tyr 


Phe 


Phe 


Leu 
55 


Thr 


Asn 


Leu 


Ser 


Leu 
60 


Val 


Asp 


Val 


Ser 


Tyr 


Ala 


Thr 


Ser 


He 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


65 










70 










75 










80 


His 


Lys 


Ala 


He 


Ser 


Phe 


Gin 


Ser 


Cys 


Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Ser 








85 










90 










95 




Leu 


Ala 


Leu 


Gly Gly 


He 


Glu 


Phe 


Val 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 








100 










105 










110 






Asp 


Arg 


Tyr 
115 


Val 


Ala 


Val 


Cys 


Asp 
120 


Pro 


Leu 


Arg 


Tyr 


Ser 
125 


Ala 


He 


Met 


His 


Ala 
130 


Ala 


Leu 


Cys 


Ala 


Arg 
135 


Leu 


Ala 


Val 


Thr 


Ser 
140 


Trp 


Val 


Ser 


Gly 


Ser 


He 


Asn 


Ser 


Leu 


Ala 


His 


Thr 


Thr 


He 


Thr 


Phe 


Gin 


Leu 


Pro 


Met 


145 










150 










155 










160 


Cys 


Ala 


Asn 


Lys 


Phe 
165 


He 


Asp 


His 


He 


Ser 
170 


Cys 


Glu 


He 


Leu 


Ala 
175 


Val 


Val 


Arg 


Leu 


Ala 
180 


Cys 


Val 


Asp 


Thr 


Ser 
185 


Ser 


Asn 


Glu 


Val 


Thr 
190 


He 


Met 


Val 


Ser 


Ser 
195 


He 


Val 


Leu 


Leu 


Met 
200 


Thr 


Pro 


Phe 


Cys 


Leu 
205 


Val 


Leu 


Leu 


Ser 


Tyr 
210 


He 


Gin 


He 


He 


Ser 
215 


Thr 


He 


Leu 


Lys 


He 
220 


Gin 


Ser 


Arg 


Glu 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Gin 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


225 










230 










235 










240 


Ala 


Leu 


Cys 


Tyr 


Gly Val 


Ala 


He 


Phe 


Thr 


Tyr 


He 


Gin 


Pro 


His 


Ser 










245 










250 










255 
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Ser Pro Ser Val Leu Gin Glu Lys Leu lie Ser Leu Phe Tyr Ala Thr 

260 265 270 

Leu Thr Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn Lys Glu 

275 280 285 

Val Lys Gly Ala Trp Lys Lys Leu Tyr Trp Lys Phe 
290 295 300 

<210> 2616 
<211> 300 
<212> PRT 

<213> Unknown (pl60-dir-0-ll conceptual translation of range 3-901) 
<400>2616 

Val Ser Glu Phe He Leu Leu Gly Leu Ser Ser Asp Trp Asp Thr Gin 

1 5 10 15 

Val Ser Leu Phe Val Leu Phe Leu Val Met Tyr Val Val Thr Val Leu 

20 25 30 

Gly Asn Cys Leu He Val Leu Leu He Arg Leu Asp Ser Arg Leu His 

35 40 45 

Thr Pro Met Tyr Phe Phe Leu Thr Asn Leu Ser Leu Val Asp Val Ser 

50 55 60 

Tyr Val Thr Ser He Val Pro Gin Leu Leu Ala His Phe Leu Ala Glu 
65 70 75 80 

His Lys Ala He Ser Phe Gin Ser Cys Ala Ala Gin Leu Phe Phe Ser 

85 90 95 

Leu Ala Leu Gly Gly He Glu Phe Val Leu Leu Ala Val Met Ala Tyr 

100 105 HO 

Asp Arg Tyr Val Ala Val Cys Asp Pro Leu Arg Tyr Ser Ala He Met 

115 120 125 

His Ala Ala Leu Cys Ala Arg Leu Ala Val Thr Ser Trp Val Ser Gly 

130 135 140 

Ser He Asn Ser Leu Val His Thr Thr Thr Thr Phe Gin Leu Pro Met 
145 150 155 160 

Cys Ala Asn Lys Phe He Asp His He Ser Cys Glu He Leu Ala Val 

165 170 175 

Val Arg Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Val Thr He Met 

180 185 190 

Val Ser Ser He Val Leu Leu Met Thr Pro Phe Cys Leu Val Leu Leu 

195 200 205 

Ser Tyr He Gin He He Ser Thr He Leu Lys He Gin Ser Arg Lys 

210 215 220 

Gly Arg Arg Lys Ala Phe Gin Thr Cys Gly Ser His Leu Thr Val Val 
225 230 235 240 

Ala Leu Cys Tyr Gly Val Ala He Phe Thr Tyr He Gin Pro His Ser 

2 45 250 255 

Asn Pro Ser Val Leu Gin Glu Lys Leu He Ser Leu Phe Tyr Ala He 

260 265 270 

Leu Thr Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn Lys Glu 

2 75 280 285 

Val Lys Gly Ala Trp Lys Lys Leu Tyr Trp Lys Phe 
290 295 * 300 

<210> 2617 
<211> 298 
<212> PRT 

<213> Unknown <pl65-dir~0-10 conceptual translation of range 1-893) 
<400>2617 

Val Ser Glu Phe He He Leu Gly Leu Ser Ser Asp Trp Asp Thr Gin 

1 5 10 15 

Val Ser Leu Phe Val Leu Phe Leu Val Met Tyr Met Val Thr Val Leu 
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20 










25 










30 






Gly 


Asn 


Cys 


Leu 


He 


Val 


Leu 


Leu 


He 


Arg 


Leu 


Asp 


Ser 


Arg 


Leu 


His 




35 










40 










45 








Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Ser 




50 










55 










60 










Tyr 


Ala 


Thr 


Ser 


lie 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


65 










70 










75 










80 


His 


Lys 


Ala 


He 


Pro 


Phe 


Gin 


Ser 


Cys 


Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Ser 








85 










90 










95 




Leu 


Ala 


Leu 


Gly Gly 


lie 


Glu 


Phe 


Val 


Leu 


Arg 


Ala 


Val 


Met 


Ala 


Tyr 








100 










105 










110 






Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Asp 


Pro 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 






115 










120 










125 








His 


Ala 


Ala 


Leu 


Cys 


Ala 


Arg 


Leu 


Ala 


Val 


Thr 


Ser 


Trp 


Val 


Ser 


Gly 




130 










135 










140 










Ser 


He 


Asn 


Ser 


Leu 


Val 


His 


Thr 


Thr 


He 


Thr 


Phe 


Gin 


Leu 


Pro 


Met 


145 










150 










155 










160 


Cys 


Thr 


Asn 


Lys 


Phe 


Val 


Asp 


His 


He 


Ser 


Cys 


Glu 


He 


Leu 


Ala 


Val 








165 










170 










175 




lie 


Arg 


Leu 


Ala 


Cys 


Val 


Asn 


Thr 


Ser 


Ser 


Asn 


Glu 


Val 


Thr 


He 


Met 






180 










185 










190 






Val 


Ser 


Ser 


Met 


Val 


Leu 


Leu 


Met 


Thr 


Pro 


Phe 


Cys 


Leu 


Val 


Leu 


Leu 






195 










200 










205 








Ser 


Asp 


He 


Gin 


He 


lie 


Ser 


Thr 


He 


Leu 


Lys 


He 


Gin 


Ser 


Arg 


Glu 




210 










215 










220 










Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Gin 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


225 










230 










235 










*■> a n 
Z 4 U 


Ala 


Leu 


Cys 


Tyr 


Gly 


Met 


Ala 


He 


Phe 


Thr 


Tyr 


He 


Gin 


Pro 


His 


Ser 










245 










250 










255 




Ser 


Pro 


Ser 


Val 


Leu 


Gin 


Glu 


Lys 


Leu 


He 


Ser 


Leu 


Phe 


Tyr 


Ala 


He 








260 










265 










270 






Glu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Met 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 






275 










280 










285 








Val 


Lys 


Gly Ala Trp 


Lys 


Lys 


Leu 


Leu 


Trp 















290 295 



<210> 2618 
<211> 299 
<212> PRT 

<213> Unknown (pl57-dir-0-10 conceptual translation of range 3-898) 
<220> 

<221> VARIANT 

<222> (1) . . . (299) 

<223> Xaa = Any Amino Acid 

<400>2618 

Val Ser Glu Phe He He Leu Gly Leu Ser Ser Asp Trp Asp Thr Gin 

15 10 15 

Val Ser Leu Phe Val Leu Phe Leu Val Met Tyr Val Val Thr Val Leu 

20 25 30 

Gly Asn Cys Leu He Val Leu Leu He Arg Leu Asp Ser Arg Leu His 

35 40 45 

Thr Pro Met Tyr Phe Phe Leu Thr Asn Leu Ser Leu Val Asp Val Ser 

50 55 60 

Tyr Ala Thr Ser Val Val Pro Gin Leu Leu Ala His Phe Leu Ala Glu 
65 70 75 80 

His Lys Ala He Pro Phe Gin Ser Cys Ala Ala Gin Leu Phe Phe Ser 

85 90 95 

Leu Ala Leu Gly Gly He Glu Phe Val Leu Leu Ala Val Met Ala Tyr 
100 105 110 
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Asp Arg Tyr Val Ala Val Cys Asp Pro Leu Arg Tyr Ser Ala lie Met 

115 120 125 

His Ala Gly Leu Cys Ala Arg Leu Ala Val Thr Ser Trp Val Ser Gly 

130 135 140 

Ser lie Asn Ser Leu Val His Thr Ala lie Thr Phe Gin Leu Pro Arg 
145 150 155 160 

Cys Arg Asn Lys Phe lie Glu His lie Ser Cys Glu lie Leu Ala Val 

165 170 175 

lie Arg Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Val Thr lie Met 

180 185 190 

Val Ser Ser lie Val Leu Leu Met Thr Pro Phe Cys Leu Val Leu Leu 

195 200 205 

Ser Tyr lie Gin lie lie Ser Thr lie Leu Lys lie Gin Ser Arg Glu 

210 215 220 

Gly Arg Arg Lys Ala Phe His Thr Cys Ala Ser His Leu Thr Val Val 
225 230 235 240 

Ala Leu Xaa Tyr Gly Val Ala lie Phe Thr Xaa He Gin Pro His Ser 

245 250 255 

Ser Pro Ser Val He Gin Glu Lys Leu Phe Ser Leu Phe Tyr Ala He 

260 265 270 

Val Thr Pro Met Leu Asn Pro Met He Tyr Ser He Arg Asn Lys Glu 

275 280 285 

Val Lys Gly Ala Trp Gin Lys He Leu Trp Lys 
290 295 

<210> 2619 
<211> 299 
<212> PRT 

<213> Unknown (pl74-dir-0-ll conceptual translation of range 4-900) 
<400>2619 

Val Thr He He Leu Leu Gly Leu Ser Ser Asp Trp Asp Ala Gin Val 

15 10 15 

Ser Leu Phe Val Leu Phe Leu Val Met Tyr Met Val Thr Met Leu Gly 

20 25 30 

Asn Cys Leu He Val Leu Leu He Arg Leu Asp Ser Arg Leu His Thr 

35 40 45 

Pro Met Tyr Phe Phe Leu Thr Asn Leu Ser Leu Val Asp Val Ser Tyr 

50 55 60 

Ala Thr Ser He Val Pro Gin Leu Leu Ala His Phe Leu Ala Glu His 
65 70 75 80 

Lys Ala He Ser Leu Gin Ser Cys Ala Ala Gin Leu Phe Phe Ser Leu 

85 90 95 

Ala Leu Gly Gly He Glu Phe Val Leu Leu Ala Val Met Ala Tyr Asp 

100 105 110 

Arg Tyr Val Ala Val Cys Asp Pro Leu Arg Tyr Ser Val lie Met His 

115 120 125 

Gly Ala Leu Cys Ala Lys Leu Ala He Thr Ser Trp Val Ser Gly Ser 

130 135 140 

He Asn Ser Arg Met His Thr Thr He Thr Phe Gin Leu Pro Met Cys 
145 150 155 160 

Thr Asn Lys Phe He Asp His He Phe Cys Glu He Leu Ala Leu He 

165 170 175 

Arg Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Val Thr He He Val 

180 185 190 

Ser Ser He Val Leu Leu Met Thr Pro Leu Cys Leu Val Leu Leu Ser 

195 200 205 

Tyr He Arg He He Ser Thr He Leu Lys He Gin Ser Arg Glu Gly 

210 215 220 

Arg Arg Lys Ala Phe His Thr Cys Ala Ser His Leu Thr Val Val Ala 
225 230 235 240 
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Leu Cys Tyr Gly Met Ala He Phe Thr Tyr He His Pro His Ser Ser 

245 250 255 

Pro Ser Val Leu Gin Glu Lys Leu He Ser Leu Phe Tyr Ala He Leu 

260 265 270 

Thr Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn Lys Glu Val 

275 280 285 

Lys Gly Ala Trp Lys Lys Leu Leu Trp Lys Phe 
290 295 

<210> 2620 
<211> 317 
<212> PRT 

<213> Unknown ( 1314664-dir-0-ll conceptual translation of range 1-951) 
<400>2620 

Met Gly Thr Gly Asn Gin Thr Trp Val Arg Glu Phe Val Leu Leu Gly 

15 10 15 

Leu Ser Ser Asp Trp Asp Thr Glu Val Ser Leu Phe Val Leu Phe Leu 

20 25 30 

He Thr Tyr Met Val Thr Val Leu Gly Asn Phe Leu He He Leu Leu 

35 40 45 

He Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Thr 

50 55 60 

Asn Leu Ser Leu Val Asp Val Ser Tyr Ala Thr Ser He He Pro Gin 
65 70 75 80 

Met Leu Ala His Leu Leu Ala Ala His Lys Ala He Pro Phe Val Ser 

85 90 95 

Cys Ala Ala Gin Leu Phe Phe Ser Leu Gly Leu Gly Gly He Glu Phe 

100 105 110 

Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asp 

115 120 125 

Pro Leu Arg Tyr Ser Val He Met His Gly Gly Leu Cys Thr Arg Leu 

130 135 140 

Ala He Thr Ser Trp Val Ser Gly Ser Met Asn Ser Leu Met Gin Thr 
145 150 155 160 

Val He Thr Phe Gin Leu Pro Met Cys Thr Asn Lys Tyr He Asp His 

165 170 175 

He Ser Cys Glu Leu Leu Ala Val Val Arg Leu Ala Cys Val Asp Thr 

180 185 190 

Ser Ser Asn Glu He Ala He Met Val Ser Ser He Val Leu Leu Met 

195 200 205 

Thr Pro Phe Cys Leu Val Leu Leu Ser Tyr He Gin He He Ser Thr 

210 215 220 

He Leu Lys He Gin Ser Thr Glu Gly Arg Lys Lys Ala Phe His Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Val Val Val Leu Cys Tyr Gly Met Ala He 

245 250 255 

Phe Thr Tyr He Gin Pro Arg Ser Ser Pro Ser Val Leu Gin Glu Lys 

260 265 270 

Leu He Ser Leu Phe Tyr Ser Val Leu Thr Pro Met Leu Asn Pro Met 

275 280 285 

He Tyr Ser Val Arg Asn Lys Glu Val Lys Gly Ala Trp Gin Lys Leu 

290 295 300 

Leu Gly Gin Leu Thr Gly He Thr Ser Lys Leu Ala Thr 
305 310 315 

<210> 2621 
<211> 349 
<212> PRT 

<213> Unknown ( 3766130-dir-627-13 conceptual translation of range 62771- 
63818) 
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<220> 

<221> VARIANT 

<222> <1)...(349) 

<223> Xaa = Any Amino Acid 

<400>2621 

Leu Leu lie Leu His Phe His Asp Trp Leu Phe Leu His Leu Xaa Cys 

15 10 15 

Gly Pro Trp Lys Leu Met Gly Gin Glu Asn Lys Asn Gin Thr Trp Val 

20 25 30 

Ser Glu Phe lie Leu Leu Gly lie Ser Ser Asp Trp Gly lie Gin Val 

35 40 45 

Ser Leu Phe Ala Leu lie Leu Ala Met Tyr Leu Val Thr lie Leu Gly 

50 55 60 

Asn Thr Leu lie Leu Leu Leu lie Arg Leu Asp Asn Arg Leu His Thr 
65 70 75 80 

Pro Met Tyr Phe Ser Leu Ser Val Leu Ser Phe Val Asp Phe Cys Tyr 

85 90 95 

Thr Lys Ser lie Val Pro Gin Met Leu Ser His Leu Leu Ser Ala Arg 

100 105 110 

Lys Ser lie Pro Phe Tyr Ser Cys Val Leu Gin Leu Tyr Val Ser Leu 

115 120 125 

Ala Leu Cys Gly Ser Glu Phe Phe Leu Leu Gly Ala Met Ala Tyr Asp 

130 135 140 

Arg Tyr Val Ala Val Cys His Pro Leu His Tyr Thr Val He Met His 
145 150 155 160 

Gly Gly Leu Cys Leu Gly Leu Ala Ala Ser Arg Leu Val Ala Gly Phe 

165 170 175 

Ser Asn Ser Leu Met Glu Thr He He Thr Phe Gin Leu Pro Val Ser 

180 185 190 

Arg Phe He Asn His Phe Val Cys Glu Thr Leu Ala Val Leu Gin Leu 

195 200 205 

Ala Cys Val Asp Val Pro Phe Asn Lys Val Met Val Ala He Ser Gly 

210 215 220 

Phe Leu Val He Leu Leu Pro Cys Ser Leu Val Leu Phe Ser Tyr Ala 
225 230 235 240 

Cys He Val Ala Thr He Leu Cys He Arg Ser Thr Gin Val Arg Cys 

245 250 255 

Lys Ala Phe Gly Thr Cys Ala Ser His Leu He Val Val Cys Met Cys 

260 265 270 

Phe Gly Ala Thr He Cys Thr Tyr Leu Gly Pro Gin Leu Ala Ser Ser 

275 280 285 

Ala Glu Glu Glu Lys Met He Ala Leu Phe Tyr Gly Val Val Ser Pro 

290 295 300 

Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Glu Val Thr Ala _ 
305 310 315 320 

Ala Val Arg Lys Val Leu Glu Arg Cys Arg Xaa Arg Val Lys Thr Leu 

325 330 335 

Arg Thr Ser Cys Tyr Leu Ser Ser Lys Pro Lys Arg Arg 
340 345 

<210> 2622 
<211> 214 
<212> PRT 

<213> Unknown (hg27-dir-0-8 conceptual translation of range 1-642) 
<400>2622 

Leu Ala Asp Leu Cys Phe Ser Thr Asn He Val Pro Gin Ala Leu Val 

15 10 15 

His Leu Leu Ser Arg Lys Lys Val He Val Phe Thr Leu Cys Ala Ala 
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20 25 30 



Arg 


Leu 


Leu 


Phe 


Leu 


Leu 


He 


Gly 


Gly 


Cys 


Thr 


Gin 


Cys 


Ala 


Leu 


Leu 






35 










40 










45 








Gly 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 




50 










55 










60 










Tyr 


Pro 


Asn 


He 


Met 


Thr 


Trp 


Lys 


Val 


Cys 


Val 


Gin 


Leu 


Ala 


Thr 


Ala 


65 










70 










75 










80 


Pro 


Trp 


Thr 


Ser 


Gly 


He 


Leu 


Val 


Ser 


Val 


Val 


Asp 


Thr 


Thr 


Phe 


Thr 










85 










90 










95 




Leu 


Arg 


Leu 


Pro 


Tyr 


Arg 


Gly 


Ser 


Asn 


Ser 


He 


Ala 


His 


Phe 


Trp 


Cys 








100 










105 










110 






Glu 


Ala 


Pro 


Ala 


Leu 


Leu 


He 


Leu 


Ala 


Ser 


Thr 


Asp 


Thr 


His 


Ala 


Ser 






115 










120 










125 








Glu 


Met 


Ala 


He 


Phe 


Leu 


Thr 


Gly Val 


Val 


He 


Leu 


Leu 


He 


Pro 


Val 




130 










135 










140 










Phe 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Gly Arg 


He 


He 


Val 


Thr 


Val 


Val 


Lys 


145 










150 










155 










160 


Met 


Lys 


Ser 


Thr 


Val 


Gly 


Ser 


Leu 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Met 


Val 


Val 


He 


Leu 


Phe 


Tyr 


Gly 


Ser 


Ala 


He 


He 


Thr 


Tyr 








180 










185 










190 






Met 


Thr 


Pro 


Lys 


Ser 


Ser 


Lys 


Gin 


Gin 


Glu 


Lys 


Ser 


Val 


Ser 


Val 


Phe 






195 










200 










205 








Tyr 


Pro 


He 


Val 


Thr 


Pro 























210 



<210> 2623 
<211> 217 
<212> PRT 

<213> Unknown (p51-dir-0-8 conceptual translation of range 1-651) 



<400>2623 



Ser 


Leu 


Ala 


Asp 


Leu 


Cys 


Phe 


Ser 


Thr 


Asn 


He 


Val 


Pro 


Gin 


Ala 


Leu 


1 








5 










10 










15 




Val 


His 


Leu 


Leu 
20 


Ser 


Arg 


Lys 


Lys 


Val 
25 


He 


Ala 


Phe 


Thr 


Leu 
30 


Cys 


Ala 


Ala 


Arg 


Leu 
35 


Leu 


Phe 


Phe 


Leu 


He 
40 


Phe 


Gly 


Cys 


Thr 


Gin 
45 


Cys 


Ala 


Leu 


Leu 


Ala 
50 


Val 


Met 


Ser 


Tyr 


Asp 
55 


Arg 


Tyr 


Val 


Ala 


He 
60 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


Asp 


He 


Met 


Thr 


Trp 


Lys 


Val 


Cys 


Val 


Gin 


Leu 


Ala 


Thr 


65 










70 










75 










80 


Gly 


Ser 


Trp 


Thr 


Ser 
85 


Gly 


He 


Leu 


Val 


Ser 
90 


Val 


Val 


Asp 


Thr 


Thr 
95 


Phe 


Thr 


Leu 


Arg 


Leu 
100 


Pro 


Tyr 


Arg 


Gly 


Ser 
105 


Asn 


Ser 


He 


Ala 


His 
110 


Phe 


Phe 


Cys 


Glu 


Ala 
115 


Pro 


Ala 


Leu 


Leu 


He 
120 


Leu 


Ala 


Ser 


Thr 


Asp 
125 


Thr 


His 


Ala 


Ser 


Glu 
130 


Met 


Ala 


He 


Phe 


Leu 
135 


Thr 


Gly 


Val 


Val 


He 
140 


Leu 


Leu 


He 


Pro 


Val 


Phe 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Gly 


Arg 


He 


He 


Val 


Thr 


Val 


Val 


145 










150 










155 










160 


Lys 


Met 


Lys 


Ser 


Thr 
165 


Val 


Gly 


Ser 


Leu 


Lys 
170 


Ala 


Phe 


Ser 


Thr 


Cys 
175 


Gly 


Ser 


His 


Leu 


Met 
180 


Val 


Val 


He 


Leu 


Phe 
185 


Tyr 


Gly 


Ser 


Ala 


He 
190 


He 


Thr 


Tyr 


Met 


Thr 
195 


Pro 


Lys 


Ser 


Ser 


Lys 
200 


Gin 


Gin 


Glu 


Lys 


Ser 
205 


Val 


Ser 


Val 


Phe 


Tyr 


Ala 


He 


Val 


Thr 


Pro 


Met 


Leu 

















2X0 215 
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<210> 2624 
<211> 158 
<212> PRT 

<213> Unknown <2564517-dir-0-6 conceptual translation of range 1-474) 
<400>2624 



He 


Ser 


Phe 


Pro 


Leu 


Arg 


iyx. 


Thr 


Tip 
lie 


He 


Met 


Ser 


Arg 


OCI 


lie 


Cys 


1 








5 










10 










15 




He 


Thr 


Met 


Val 


Ser 




\~ Jf O 


AI: P 


Tip 
lit? 


Ser Gly 


Ser 


Leu 


J. j. e 


Ala 


Leu 








20 


























Val 


Val 


He 
35 


Val 


Phe 


Thr 


Leu 


V7l 11 

40 


Leu 


Pro 


Leu 


Cys 


Gly 
45 


Ala 
Ala 


Asn 


Val 


He 


Asn 
50 


His 


Phe 


Phe 


Cys 


Glu 
55 


Ala 


Thr 


Thr 


Leu 


Val 
60 


Gly 


Met 


Ala 


Cys 


Val 


Asp 


Thr 


Phe 


Val 


Thr 


Glu 


Met 


Val 


He 


Phe 


Ser 


Ala 


Gly 


He 


Phe 


65 










70 










75 










80 


Thr 


Leu 


Leu 


Leu 


Pro 
85 


Ser 


He 


Leu 


Thr 


Leu 
90 


Leu 


Ser 


Tyr 


He 


Cys 
95 


He 


He 


Val 


Ala 


He 


Val 


Gly 


He 


Arg 


Ser 


Ser 


Ala 


Gly Arg 


Tyr 


Lys 


Ala 








100 










105 










110 






Phe 


Ser 


Thr 
115 


Cys 


Ala 


Ser 


His 


Leu 
120 


He 


He 


Val 


Thr 


He 
125 


Phe 


Tyr 


Gly 


Thr 


Ala 


He 


Phe 


Gly Tyr 


Met 


Lys 


Pro 


Val 


Ser 


Lys 


Asn 


Ser 


Gly Asn 




130 










135 










140 










Gin 


Asp 


Lys 


Met 


Thr 


Ser 


Val 


Phe 


Tyr 


Thr 


Val 


Thr 


Pro 


Pro 







145 150 155 

<210> 2625 
<211> 215 
<212> PRT 

<213> Unknown (pl02-dir-0-8 conceptual translation of range 2-646) 



<400>2625 



Phe 


Leu 


Asp 


He 


Cys 


Tyr 


He 


Ser 


Ala 


Ser 


Val 


Pro 


Gin Met 


He 


Val 


• 1 








5 










10 










15 




Asn 


Cys 


Leu 


Val 


Arg 


He 


Pro 


He 


He 


Ser 


Leu 


Gly Gin 


Cys 


Leu 


Ala 








20 










25 










30 






Gin 


Met 


Cys 
35 


Ala 


Gly 


Leu 


Tyr 


Leu 
40 


Gly 


Val 


Val 


Glu 


Cys 
45 


Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Cys 


He 


Ala 


He 


Gly Asp 


Pro 


Leu 


Arg 




50 










55 










60 










Tyr 


Ser 


Val 


Arg 


Met 


Gly 


Pro 


Gin 


Leu 


Cys 


Ala 


Gin 


Leu 


Ala 


Gly Ala 


65 










70 










75 










80 


Ser 


Trp 


Val 


Ser 


Ala 
85 


Phe 


Leu 


Leu 


Thr 


Val 
90 


Val 


Pro 


Val 


Leu 


Thr 
95 


Met 


Pro 


Leu 


Glu 


Phe 


Cys 


Gly Gin 


His 


He 


He 


Asn 


His 


Phe 


Ser 


Cys 


Glu 








100 










105 










110 






Leu 


Leu 


Ala 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Asn Asp 


Leu 


Trp 


He 


Tyr 


Glu 






115 










120 










125 








Leu 


Leu 
130 


He 


Met 


Val 


Thr 


Ser 
135 


Ser 


Leu 


Thr 


Leu 


Leu 
140 


Ala 


Pro 


Phe 


Ala 


Phe 


He 


Leu 


Ala 


Ser 


Tyr 


Gly 


Cys 


He 


Leu 


Gly 


Ala 


Val 


Leu 


Lys 


Met 


145 










150 










155 










160 


His 


Ser 


Ala 


Glu 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 










165 










170 










175 




Leu 


Thr 


Val 


Val 
180 


He 


He 


Phe 


Tyr 


Gly 
185 


Thr 


Ala 


He 


Ser 


Met 
190 


Tyr 


Met 


Met 


Pro 


Gin 
195 


Asp 


Lys 


Ala 


Ser 


Arg 
200 


Asp 


Lys 


Asp 


Lys 


He 
205 


He 


Ser 


Met 


Leu 


Tyr 


Gly 


He 


Val 


Thr 


Pro 





















210 215 
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<210> 2626 
<211> 217 
<212> PRT 

<213> Unknown ( 2 921715-dir-0-8 conceptual translation of range 2-652) 
<400>2626 

He He Asp He Ser Tyr Ala Ser Asn Lys Val Pro Lys Met Leu Thr 

15 10 is 

Asn Leu Gly Leu Asn Lys Arg Lys Thr He Ser Phe Val Pro Cys Thr 

20 25 30 

Met Gin Thr Phe Leu Tyr Met Ala Phe Ala His Thr Glu Cys Leu He 

35 40 45 

Leu Val Met Met Ser Tyr Asp Arg Tyr Met Ala He Cys His Pro Leu 

50 55 60 

Gin Tyr Ser Val He Met Arg Trp Gly Val Cys Thr Val Leu Ala Val 
65 70 75 80 

Thr Ser Trp Ala Cys Gly Ser Leu Leu Ala Leu Val His Val Val Leu 

85 90 95 

He Leu Arg Leu Pro Phe Cys Gly Pro His Glu He Asn His Phe Phe 

100 105 no 

Cys Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp Leu 

115 120 125 

Asn Gin Val Val He Phe Ala Ala Ser Val Phe He Leu Val Gly Pro 

130 135 140 

Leu Cys Leu Val Leu Val Ser Tyr Ser Arg He Leu Ala Ala He Leu 
145 150 155 160 

Arg He Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys Ser 

165 170 175 

Ser His Leu Cys Met Val Gly Leu Phe Phe Gly Ser Ala He Val Met 

180 185 190 

Tyr Met Ala Pro Lys Ser Arg His Pro Glu Glu Gin Gin Lys Val Leu 

195 200 205 

Ser Leu Phe Tyr Ser Leu Phe Asn Pro 
210 215 

<210> 2627 
<211> 217 
<212> PRT 

<213> Unknown (2921709-dir-0-8 conceptual translation of range 2-652) 
<400>2627 

He He Asp He Ser Tyr Ala Ser Asn Asn Val Pro Lys Met Leu Thr 

15 10 15 

Asn Leu Gly Leu Asn Lys Arg Lys Thr He Ser Phe Val Pro Cys Thr 

20 25 30 

Met Gin Thr Phe Leu Tyr Met Ala Phe Ala His Thr Glu Cys Leu He 

35 40 45 

Leu Val Met Met Ser Tyr Asp Arg Tyr Met Ala He Cys His Pro Leu 

50 55 60 

Gin Tyr Ser Val He Met Arg Trp Gly Val Cys Thr Val Leu Ala Val 
65 70 75 80 

Thr Ser Trp Ala Cys Gly Ser Leu Leu Ala Leu Val His Val Val Leu 

85 90 95 

He Leu Arg Leu Pro Phe Cys Gly Pro His Glu He Asn His Phe Phe 

100 105 no 

Cys Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp Leu 

115 120 125 

Asn Gin Val Val He Phe Ala Ala Ser Val Phe He Leu Val Gly Pro 

130 135 140 

Leu Cys Leu Val Leu Val Ser Tyr Ser Arg He Leu Ala Ala He Leu 
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145 150 
Gly lie Gin Ser Gly Glu Gly Arg 
165 

Ser His Leu Cys Met Val Gly Leu 
180 

Tyr Met Ala Pro Lys Ser Arg His 
195 200 
Ser Leu Phe Tyr Ser Leu Phe Asn 
210 215 



155 160 
Arg Lys Ala Phe Ser Thr Cys Ser 

170 175 
Phe Phe Gly Ser Ala He Val Met 
185 190 
Pro Glu Glu Gin Gin Lys Val Leu 
205 

Pro 



<210> 2628 
<211> 157 
<212> PRT 

<213> Unknown ( 902194-dir-0-6 conceptual translation of range 2-472) 



<400>2628 

He Cys His Pro Leu His Tyr Ser Val He Met Ser Trp Arg Val Cys 

15 10 15 

Thr Val Gin Ala Val Thr Ser Trp Ala Cys Gly Ser Leu Leu Ala Leu 

20 25 30 

Val His Val He Leu He Leu Arg Leu Pro Phe Cys Gly Pro His Glu 

35 40 45 

He Asn His Phe Phe Cys Glu He Leu Ser Val Leu Lys Leu Ala Cys 

50 55 60 

Ala Asp Thr Arg Leu Asn Gin Val Val He Phe Ala Ala Ser Val Ser 
65 70 75 80 

He Leu Val Gly Pro Leu Cys Leu Val Leu Val Ser Tyr Ser Arg He 

85 90 95 

Leu Phe Ala He Leu Arg lie Gin Ser Gly Glu Gly Arg Arg Lys Ala 

100 105 110 

Phe Ser Thr Cys Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly 

115 120 125 

Ser Ala He Val Met Tyr Met Ala Pro Lys Ser Asn His Pro Glu Glu 

130 135 140 

Gin Gin Lys He Leu Ser Leu Phe Tyr Ser Leu Phe Asn 
145 150 155 



<210> 2629 
<211> 215 
<212> PRT 

<213> Unknown (OST182-dir-0-8 conceptual translation of range 2-646) 



<400>2629 



He 


Val 


Asp 


He 


Ser 


Tyr 


Ala 


Ser 


Asn 


Tyr 


Val 


Pro 


Lys 


Met 


Leu 


Thr 


1 








5 










10 










15 




Asn 


Leu 


Met 


Asn 
20 


Gin 


Glu 


Ser 


Thr 


He 
25 


Ser 


Phe 


Phe 


Pro 


Cys 
30 


He 


Met 


Gin 


Thr 


Phe 

35 


Leu 


Tyr 


Leu 


Ala 


Phe 
40 


Ala 


His 


Val 


Glu 


Cys 
45 


Leu 


He 


Leu 


Val 


Val 
50 


Met 


Ser 


Tyr 


Asp 


Arg 
55 


Tyr 


Ala 


Asp 


He 


Cys 
60 


His 


Pro 


Leu 


Arg 


Tyr 


Asn 


He 


Leu 


Met 


Ser 


Trp 


Arg 


Val 


Cys 


Thr 


Val 


Leu 


Ala 


Val 


Ala 


65 










70 










75 










80 


Ser 


Trp 


Val 


Phe 


Ser 
85 


Phe 


Leu 


Leu 


Ala 


Leu 
90 


Val 


Pro 


Leu 


Val 


Leu 
95 


He 


Leu 


Arg 


Leu 


Pro 
100 


Phe 


Cys 


Gly 


Pro 


His 
105 


Glu 


He 


Asn 


His 


Phe 
110 


Cys 


Glu 


He 


Leu 


Ser 
115 


Val 


Leu 


Lys 


Leu 


Ala 
120 


Cys 


Ala 


Asp 


Thr 


Trp 
125 


Leu 


Asn 


Gin 


Val 


Val 
130 


He 


Phe 


Ala 


Ala 


Cys 
135 


Val 


Phe 


He 


Leu 


Val 
140 


Gly 


Pro 


Leu 


Cys 
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Leu Val Leu Val Ser Tyr Leu Arg 
145 150 
Gin Ser Gly Glu Gly Arg Arg Lys 
165 

Leu Cys Val Val Gly Leu Phe Phe 
180 

Ala Pro Lys Ser Arg His Pro Glu 
195 200 
Phe Tyr Ser Leu Phe Asn Pro 
210 215 



lie Leu Ala Ala lie Leu Arg lie 
155 160 
Ala Phe Ser Thr Cys Ser Ser His 

170 175 
Gly Ser Ala lie Val Thr Tyr Met 
185 190 
Glu Gin Gin Lys Val Leu Ser Leu 
205 



<210> 2630 
<211> 352 
<212> PRT 

<213> Unknown ( 4156187-rev-1021-13 conceptual translation of range 102238- 
103293) 



<220> 

<221> VARIANT 

<222> (1)...(352) 

<223> Xaa = Any Amino Acid 



<400>2630 



Leu 


Leu 


Val 


Phe 


Cys 


Leu 


Phe 


Leu 


Cys 


Leu 


Phe 


Phe 


Ser 


Ser 


Glu 


Met 


1 








5 










10 










15 




Val 


Lys 


Asn 


Gin 


Thr 


Met 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


Phe 


Leu 








20 










25 










30 






Leu 


Gly 


Pro 


Arg 


He 


Gin 


Met 


Leu 


Leu 


Phe 


Gly 


Leu 


Phe 


Ser 


Leu 


Phe 






35 










40 










45 








Tyr 


Val 


Phe 


Thr 


Leu 


Leu Gly Asn Gly Thr 


He 


Leu 


Gly Leu 


He 


Ser 




50 










55 










60 










Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


His 


Leu 


65 










70 










75 










80 


Ala 


Val 


Val 


Asn 


He 


Ala 


Tyr 


Ala 


Cys 


Asn 


Thr 


Val 


Pro 


Gin 


Met 


Leu 










85 










90 










95 




Val 


Asn 


Leu 


Leu 


His 


Pro 


Ala 


Lys 


Pro 


He 


Ser 


Phe 


Ala 


Gly 


Cys 


Met 








100 










105 










110 






Thr 


Xaa 


Thr 


Phe 


Leu 


Phe 


Leu 


Ser 


Phe 


Ala 


His 


Thr 


Glu 


Cys 


Leu 


Leu 






115 










120 










125 








Leu 


Val 


Leu 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 




130 










135 










140 










Arg 


Tyr 


Phe 


He 


He 


Met 


Thr 


Trp 


Lys 


Val 


Cys 


He 


Thr 


Leu 


Ala 


He 


145 










150 










155 










160 


Thr 


Ser 


Trp 


Thr 


Cys 


Gly 


Ser 


Leu 


Leu 


Ala 


Met 


Val 


His 


Val 


Ser 


Leu 










165 










170 










175 




He 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Arg 


Glu 


He 


Asn 


His 


Phe 


Phe 








180 










185 










190 






Cys 


Glu 


He 


Leu 


Ser 


Val 


Leu 


Arg 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Trp 


Leu 






195 










200 










205 








Asn 


Gin 


Val 


Val 


He 


Phe 


Ala 


Ala 


Cys 


Met 


Phe 


He 


Leu 


Val 


Gly 


Pro 




210 










215 










220 










Leu 


Cys 


Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Ser 


His 


He 


Leu 


Ala 


Ala 


He 


Leu 


225 










230 










235 










240 


Arg 


He 


Gin 


Ser 


Gly 


Glu 


Gly Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 










245 










250 










255 




Ser 


His 


Leu 


Cys 


Val 


Val 


Gly 


Leu 


Phe 


Phe 


Gly 


Ser 


Ala 


He 


Val 


Met 








260 










265 










270 






Tyr 


Met 


Ala 


Pro 


Lys 


Ser 


Arg 


His 


Pro 


Glu 


Glu 


Gin 


Gin 


Lys 


Val 


Leu 






275 










280 










285 








Phe 


Leu 


Phe 


Tyr 


Ser 


Ser 


Phe 


Asn 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 



290 295 300 
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Asn Leu Arg Asn Val Glu Val Lys Gly Ala Leu Arg Arg Ala Leu Cys 
305 310 315 320 

Lys Glu Ser His Ser Xaa Glu Val Xaa His Leu Asn Cys Gin Pro Gin 

325 330 335 

Leu Ser Arg Gly Leu Leu Met Pro Asn Tyr Cys Leu Asn Pro Glu Lys 
340 345 350 

<210> 2631 
<211> 314 
<212> PRT 

<213> Unknown ( 4156l87-rev-834-13 conceptual translation of range 83640- 
84581) 

<220> 

<221> VARIANT 

<222> (1)...(314) 

<223> Xaa = Any Amino Acid 

<400>2631 

Glu Met Gly Glu Asn Gin Thr Met Val Thr Glu Phe Leu Leu Leu Gly 

15 10 15 

Phe Leu Leu Gly Pro Arg lie Gin Met Leu Leu Phe Gly Leu Phe Ser 

2 0 25 3 0 

Leu Phe Tyr lie Phe Thr Leu Leu Gly Asn Gly Ala lie Leu Gly Leu 

35 40 45 

lie Ser Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

His Leu Ala Val Val Asp lie Ala Tyr Thr Arg Asn Thr Val Pro Gin 
65 70 75 80 

Met Leu Ala Asn Leu Leu His Pro Ala Lys Pro lie Ser Phe Ala Gly 

85 90 95 

Cys Met Thr Gin Thr Phe Leu Cys Leu Ser Phe Gly His Ser Glu Cys 

100 105 110 

Leu Leu Leu Val Leu Met Ser Tyr Asp Arg Tyr Val Ala lie Cys His 

115 120 125 

Pro Leu Arg Tyr Ser Val lie Met Thr Trp Arg Val Cys lie Thr Leu 

130 135 140 

Ala Val Thr Ser Trp Thr Cys Gly Ser Leu Leu Ala Leu Ala His Val 
145 150 155 160 

Val Leu lie Leu Arg Leu Pro Phe Ser Gly Pro His Glu lie Asn His 

165 170 175 

Phe Phe Cys Glu lie Leu Ser Val Leu Arg Leu Ala Cys Ala Asp Thr 

180 185 190 

Trp Leu Asn Gin Val Val lie Phe Ala Ala Cys Val Phe Phe Leu Val 

195 200 205 

Gly Pro Pro Ser Leu Val Leu Val Ser Tyr Ser His lie Leu Ala Ala 

210 215 220 

lie Leu Arg lie Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly Ser Ala lie 

245 . 250 255 

lie Met Tyr Met Ala Pro Lys Ser Arg His Pro Glu Glu Gin Gin Lys 

260 265 270 

Val Phe Phe Leu Phe Tyr Ser Phe Phe Asn Pro Thr Leu Asn Pro Leu 

275 280 285 

lie Tyr Ser Leu Arg Asn Gly Glu Val Lys Gly Ala Leu Arg Arg Ala 

290 295 300 

Leu Gly Lys Glu Ser His Ser Xaa Leu Val 
305 310 

<210> 2632 
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<211> 223 
<212> PRT 

<213> Unknown (3983369-dir-0-8 conceptual translation of range 1-669) 



<400>2632 




























Ser 


His 


Leu 


Ala 


He 


Val 


Asp 


Met 


Ala 


Tyr 


Ala 


Cys 


Asn 


Thr 


Val 


Pro 


1 








5 










10 










15 




Gin 


Thr 


Leu 


He 


Asn 


Leu 


Leu 


Asp 


Glu 


Thr 


Arg 


Pro 


lie 


Thr 


Phe 


Ala 








20 










25 










30 






Gly 


Cys 


Met 


Thr 


Gin 


Thr 


Tyr 


Leu 


Phe 


Leu 


Thr 


Phe 


Ala 


He 


Thr 


Glu 






35 










40 










45 








Cys 


Leu 


Leu 


Leu 


Val 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 




50 










55 










60 










His 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Trp 


Arg 


Val 


Cys 


Thr 


He 


65 










70 










75 










80 


Met 


Ala 


Ala 


Val 


Ser 


Trp 


He 


Val 


Ser 


Phe 


Leu 


Leu 


Ser 


Leu 


Val 


His 










85 










90 










95 




Leu 


Leu 


Leu 


He 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


His 


Glu 


He 


Asn 








100 










105 










110 






His 


Phe 


Phe 


Cys 


Glu 


He 


Leu 


Ser 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 






115 










120 










125 








Thr 


Thr 


Leu 


Asn 


Gin 


Val 


Val 


He 


Phe 


Ala 


Ala 


Cys 


Val 


Phe 


Thr 


Leu 




130 










135 










140 










Val 


Gly 


Pro 


Leu 


Cys 


Phe 


Val 


Leu 


Val 


Ser 


Tyr 


Thr 


Arg 


He 


Leu 


Val 


145 








150 










155 










160 


Ala 


He 


Leu 


Arg 


He 


Gin 


Ser 


Gly 


Glu 


Arg 


Arg 


Arg 


Lys 


Ala 


Phe 


Ser 










165 










170 










175 




Thr 


Cys 


Ser 


Ser 


His 


Leu 


Cys 


Val 


Val 


Gly 


Leu 


Phe 


Phe 


Gly 


Ser 


Ala 








180 










185 










190 






lie 


Val 


Met 


Tyr 


Met 


Ala 


Pro 


Lys 


Ser 


Gin 


His 


Pro 


Gly 


Glu 


Gin 


Gin 






195 










200 










205 








Lys 


He 


Leu 


Phe 


Leu 


Phe 


Tyr 


Ser 


Phe 


Phe 


Asn 


Pro 


Met 


Leu 


Asn 





210 215 220 



<210> 2633 
<211> 216 
<212> PRT 

<213> Unknown <OST008-dir-0-8 conceptual translation of range 2-649) 



<400>2633 



He 


He 


Asp 


Met 


Ser 


Tyr 


Ala 


Ser 


Asn 


Asn 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


1 






5 










10 










15 




Asn 


Leu 


Met 


Asn 
20 


Gin 


Lys 


Arg 


Thr 


He 
25 


Ser 


Phe 


Val 


Pro 


Cys 
30 


He 


Met 


Gin 


Thr 


Phe 
35 


Leu 


Tyr 


Leu 


Ala 


Phe 
40 


Ala 


Val 


Thr 


Glu 


Cys 
45 


Leu 


He 


Leu 


Val 


Val 
50 


Met 


Ser 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


His 


Pro 


Phe 


Gin 


Tyr 


Thr 


Val 


He 


Met 


Ser 


Trp 


Arg 


Val 


Cys 


Thr 


He 


Leu 


Val 


Leu 


Thr 


65 










70 










75 










80 


Ser 


Trp 


Ser 


Cys 


Gly 
85 


Phe 


Ala 


Leu 


Ser 


Leu 
90 


Val 


His 


Glu 


He 


Leu 
95 


Leu 


Leu 


Arg 


Leu 


Pro 
100 


Phe 


Cys 


Gly 


Pro 


Arg 
105 


Asp 


Val 


Asn 


His 


Leu 
110 


Phe 


Cys 


Glu 


He 


Leu 
115 


Ser 


Val 


Leu 


Lys 


Leu 
120 


Ala 


Cys 


Ala 


Asp 


Thr 
125 


Trp 


Val 


Asn 


Gin 


Val 
130 


Val 


He 


Phe 


Ala 


Thr 
135 


Cys 


Val 


Phe 


Val 


Leu 
140 


Val 


Gly 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Met 


His 


He 


Leu 


Gly 


Ala 


He 


Leu 


Lys 


145 










150 










155 










160 


He 


Gin 


Thr 


Lys 


Glu 


Gly 


Arg 


He 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 
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165 170 175 

His Leu Cys Val Val Gly Leu Phe Phe Gly He Ala Met Val Val Tyr 

180 185 190 

Met Val Pro Asp Ser Asn Gin Arg Glu Glu Gin Glu Lys Met Leu Ser 

195 200 205 

Leu Phe His Ser Val Leu Asn Pro 
210 215 

<210> 2634 
<211> 310 
<212> PRT 

<213> Unknown ( 4156187-dir-87-12 conceptual translation of range 8841-9771) 
<400>2634 

Met Gly Asp Asn Gin Ser Arg Val Thr Glu Phe lie Leu Val Gly Phe 

1 5 10 15 

Gin Leu Ser Val Glu Met Glu Val Leu Leu Phe Trp lie Phe Ser Leu 

20 25 30 

Leu Tyr Leu Phe Ser Leu Leu Ala Asn Gly Met He Leu Gly Leu He 

35 40 45 

Cys Leu Asp Pro Arg Leu Arg Thr Pro Met Tyr Phe Phe Leu Ser His 

50 55 60 

Leu Ala Val He Asp He Tyr Tyr Ala Ser Ser Asn Leu Leu Asn Met 
65 70 75 80 

Leu Glu Asn Leu Val Lys His Lys Lys Asn Tyr Pro Phe He Ser Cys 

85 90 95 

He Met Gin Met Ala Leu Tyr Leu Thr Phe Ala Ala Ala Val Cys Met 

100 105 110 

He Leu Val Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His Pro 

115 120 125 

Leu His Tyr Thr Val He Met Asn Trp Arg Val Cys Thr Val Leu Ala 

130 135 140 

He Thr Ser Trp Ala Cys Gly Phe Ser Leu Ala Leu He Asn Leu He 
14 5 150 155 160 

Leu Leu Leu Arg Leu Pro Phe Cys Gly Pro Gin Glu Val Asn His Phe 

165 170 175 

Phe Gly Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp 

180 185 190 

He Asn Glu He Phe Val Phe Ala Gly Gly Val Phe Val Leu Val Gly 

195 200 205 

Pro Leu Ser Leu Met Leu He Ser Tyr Met Arg He Leu Leu Ala He 

210 215 220 

Leu Lys He Gin Ser Lys Glu Gly Arg Lys Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Cys Val Val Gly Leu Tyr Phe Gly Met Ala Met Val 

245 250 255 

Val Tyr Leu Val Pro Asp Asn Ser Gin Arg Gin Lys Gin Gin Lys He 

260 265 270 

Leu Thr Leu Phe Tyr Ser Leu Phe Asn Pro Leu Leu Asn Pro Leu He 

275 280 285 

Tyr Ser Leu Arg Asn Ala Gin Val Lys Gly Ala Leu Tyr Arg Ala Leu 

290 295 300 

Gin Lys Lys Arg Thr Met 
305 310 

<210> 2635 
<211> 339 
<212> PRT 

^213>^Unknown ( 4156187-rev-1102-12 conceptual translation of range 110295- 



1604 
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<220> 

<221> VARIANT 

<222> (1) . . . (339) 

<223> Xaa = Any Amino Acid 



<400>2635 




























He 


Cys 


Phe 


Xaa 


Thr 


Leu 


Leu 


Leu 


Asn 


His 


Glu 


His 


Xaa 


Leu 


Asp 


Phe 


1 






5 










10 










15 




Leu 


Cys 


His 


Arg 
20 


Asp 


Met 


Gly 


Asp 


Asn 
25 


He 


Thr 


Ser 


He 


Thr 
30 


Glu 


Phe 


Leu 


Leu 


Leu 
35 


Gly 


Phe 


Pro 


Val 


Gly 
40 


Pro 


Arg 


He 


Gin 


Met 
45 


Leu 


Leu 


Phe 


Gly 


Leu 


Phe 


Ser 


Leu 


Phe 


Tyr 


Val 


Phe 


Thr 


Leu 


Leu 


Gly 


Asn 


Gly 


Thr 


50 










55 










60 










He 


Leu 


Gly 


Leu 


He 


Ser 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Ala 


Pro 


Met 


Tyr 


65 








70 










75 










80 


Phe 


Phe 


Leu 


Ser 


His 
85 


Leu 


Ala 


Val 


Val 


Asp 
90 


He 


Ala 


Tyr 


Ala 


Cys 
95 


Asn 


Thr 


Val 


Pro 


Arg 
100 


Met 


Leu 


Val 


Asn 


Leu 
105 


Leu 


His 


Pro 


Ala 


Lys 
110 


Pro 


He 


Ser 


Phe 


Ala 


Gly Arg 


Met 


Met 


Gin 


Thr 


Phe 


Leu 


Phe 


Ser 


Thr 


Phe 


Ala 






115 










120 










125 








Val 


Thr 
130 


Glu 


Cys 


Leu 


Leu 


Leu 
135 


Val 


Val 


Met 


Ser 


Tyr 
140 


Asp 


Leu 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Leu 


Ala 


He 


Met 


Thr 


Trp 


Arg 


Val 


145 








150 










155 










160 


Cys 


He 


Thr 


Leu 


Ala 


Val 


Thr 


Ser 


Trp 


Thr 


Thr 


Gly 


Val 


Leu 


Leu 


Ser 








165 










170 










175 




Leu 


He 


His 


Leu 
180 


Val 


Leu 


Leu 


Leu 


Pro 
185 


Leu 


Pro 


Phe 


Cys 


Arg 
190 


Pro 


Gin 


Lys 


He 


Tyr 


His 


Phe 


Phe 


Cys 


Glu 


He 


Leu 


Ala 


Val 


Leu 


Lys 


Leu 


Ala 




195 










200 










205 








Cys 


Ala 


Asp 


Thr 


His 


He 


Asn 


Glu 


Asn 


Met 


Val 


Leu 


Ala 


Gly 


Ala 


He 


210 










215 










220 










Ser 


Gly 


Leu 


Val 


Gly 


Pro 


Leu 


Ser 


Thr 


He 


Val 


Val 


Ser 


Tyr 


Met 


Cys 


225 








230 










235 










240 


lie 


Leu 


Cys 


Ala 


He 


Leu 


Gin 


He 


Gin 


Ser 


Arg 


Glu 


Val 


Gin 


Arg 


Lys 








245 










250 










255 




Ala 


Phe 


Cys 


Thr 


Cys 


Phe 


Ser 


His 


Leu 


Cys 


Val 


He 


Gly 


Leu 


Phe 


Tyr 






260 










265 










270 






Gly 


Thr 


Ala 


He 


He 


Met 


Tyr 


Val 


Gly 


Pro 


Arg 


Tyr 


Gly 


Asn 


Pro 


Lys 




275 










280 










285 








Glu 


Gin 


Lys 


Lys 


Tyr 


Leu 


Leu 


Leu 


Phe 


His 


Ser 


Leu 


Phe 


Asn 


Pro 


Met 




290 








295 










300 










Leu 


Asn 


Pro 


Leu 


He 


Cys 


Ser 


Leu 


Arg 


Asn 


Ser 


Glu 


Val 


Lys 


Asn 


Thr 


305 










310 










315 










320 


Leu 


Lys 


Arg 


Val 


Leu 


Gly 


Val 


Glu 


Arg 


Ala 


Leu 


Xaa 


Lys 


Gly 


Leu 


Trp 






325 










330 










335 





His Cys Asp 



<210> 2636 
<211> 339 
<212> PRT 

<213> Unknown (4156166-dir-1014-13 conceptual translation of range 101536 
102552) 

<220> 

<221> VARIANT 

<222> (1)...<339) 

<223> Xaa = Any Amino Acid 
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<400>2636 



lie 


Cys 


Phe 


Xaa 


Thr 


Leu 


Leu 


Leu 


Asn 


His 


Glu 


His 


Xaa 


Leu 


Asp 


Phe 


1 








5 










10 










15 




Leu 


Cys 


His 


Arg Asp Met Gly Asp Asn 


He 


Thr 


Ser 


He 


Arg 


Glu 


Phe 








20 










25 










30 






Leu 


Leu 


Leu 


Gly Phe Pro Val 


Glv 


Pro 


Arg 


He 


Gin 


Met 


Leu 


Leu 


Phe 






35 










40 










45 








Gly Leu 


Phe 


Ser 


Leu 


Phe 


TVr 
* jr ■*• 


Val 


Phe 


Thr 


Leu 


Leu Gly Asn Gly 


Thr 




50 










55 










60 










lie 


Leu 


Gly Leu 


He 


Ser 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Ala 


Pro 


Met 


Tvr 


65 










70 










75 










80 






Leu 


Ser 


His 
85 


Leu 


Ala 


Val 


Val 


Asp 
90 


He 


Ala 


Tyr 


nla 


Cys 

Q R 

-7 _J 


Asn 


x XIX 


VdJL 


Pro 


Arg 
100 


Met 


Leu 


Val 


Asn 


105 


Leu 


His 


Pro 


Ala 


Lys 
110 


Pro 


He 


Ser 


rTie 


TV "I 

Ala 


Gly Arg Met 


wee 




1 Hi 


Phe 


Leu 


Phe 


Ser 


unr 


riie 


Ala 






lie: 




















125 








Veil, 


i nr 
130 


Glu 


Cys 


Leu 


Leu 


Leu 


Val 


Vdl 


Met 


Ser 


Tyr 
140 


Asp 


Leu 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Leu 


Ala 


He 


Met 


Thr 


Trp 


Arg 


Val 


145 










150 










J. j j 










low 


Cys 


He 


Thr 


Leu 


Ala 


Val 


inr 


Ser 


m 

Trp 


Thr 


Thr 


Gly Val 


Leu 


Leu 


Ser 










165 




















1 *7 C 

1 / b 




Leu 


He 


His 


Leu 
180 


Val 


Leu 


i#eu 


Leu 


Pro 
185 


Leu 


Pro 


Phe 


Cys 


Arg 
190 


Fro 


vjXX 1 


Lys 


He 


Tyr 
195 


His 


Phe 


Phe 


uys 


bill 
"> O A 


He 


Leu 


Ala 


Val 


Leu 
205 


Lys 


Leu 


Ala 
Aid 


Cys 


Ala 
210 


Asp 


Thr 


His 


He 


Asn 
215 


VjXU 


Asn 


Met 


Val 


Leu 
220 


Ala 


Gly 


Ala 


He 


Ser 


Gly 


Leu 


Val 


Gly 


Pro 


Leu 


Ser 


Thr 


He 


Val 


Val 


Ser 


Tyr 


Met 


uys 


225 










230 










235 










f± \J 


He 


Leu 


Cys 


Ala 


He 
245 


Leu 


Gin 


He 


Gin 


Ser 
250 


Arg 


Glu 


Val 


Gin 


Arg 
255 


Lys 


Ala 


Phe 


Arg 


Thr 


Cys 


Phe 


Ser 


His 


Leu 


Cys 


Val 


He Gly Leu 


Val 


Tyr 








260 










265 










270 






Gly Thr 


Ala 


He 


He 


Met 


Tyr 


Val 


Gly Pro Arg 


Tyr 


Gly Asn 


Pro 


Lys 






275 










280 










285 








Glu 


Gin 
290 


Lys 


Lys 


Tyr 


Leu 


Leu 
295 


Leu 


Phe 


His 


Ser 


Leu 
300 


Phe 


Asn 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Cys 


Ser 


Leu 


Arg 


Asn 


Ser 


Glu 


Val 


Lys 


Asn 


Thr 


305 










310 










315 










320 


Leu 


Lys 


Arg 


Val 


Leu Gly Val 


Glu 


Arg 


Ala 


Leu 


Xaa 


Lys 


Gly 


Leu 


Trp 



325 330 335 



His Cys Asp 



<210> 2637 
<211> 222 
<212> PRT 

<213> Unknown (293753-dir-0-8 conceptual translation of range 2-667) 
<400>2637 

Phe Phe Leu Ser His Leu Ala He Val Asp He Ala Tyr Ala Cys Asn 

15 10 15 

Thr Val Pro Gin Met Leu Val Asn Leu Leu Asp Pro Val Lys Pro He 

20 25 30 

Ser Tyr Ala Gly Cys Met Thr Gin Thr Phe Leu Phe Leu Thr Phe Ala 

35 40 45 

He Thr Glu Cys Leu Leu Leu Val Val Met Ser Tyr Asp Arg Tyr Val 
50 55 60 
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Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 


Ser 


Trp 


Arg 


Val 


65 








70 










75 










80 


Cys 


Ser 


Thr 


Met 


Ala 


Val 


Thr 


Ser 


Trp 


He 


He 


Gly 


Val 


Leu 


Leu 


Ser 








85 










90 










95 




Leu 


He 


His 


Leu 
100 


Val 


Leu 


Leu 


Leu 


Pro 
105 


Leu 


Pro 


Phe 


Cys 


Val 
110 


Ser 


Gin 


Lys 


Val 


Asn 


His 


Phe 


Phe 


Cys 


Glu 


He 


Thr 


Ala 


He 


Leu 


Lys 


Leu 


Ala 




115 










120 










125 








Cys 


Ala 
130 


Asp 


Thr 


His 


Leu 


Asn 
135 


Glu 


Thr 


Met 


Val 


Leu 
140 


Ala 


Gly 


Ala 


Val 


Ser 


Val 


Leu 


Val Gly 


Pro 


Phe 


Ser 


Ser 


He 


Val 


Val 


Ser 


Tyr 


Ala 


Cys 


145 










150 










155 










160 


He 


Leu 


Gly 


Ala 


He 
165 


Leu 


Lys 


He 


Gin 


Ser 
170 


Glu 


Glu 


Gly 


Gin 


Arg 
175 


Lys 


Ala 


Phe 


Ser 


Thr 
180 


Cys 


Ser 


Ser 


His 


Leu 
185 


Cys 


Val 


Val 


Gly 


Leu 
190 


Phe 


Tyr 


Gly 


Thr 


Ala 
195 


He 


Val 


Met 


Tyr 


Val 
200 


Gly 


Pro 


Arg 


His 


Gly 
205 


Ser 


Pro 


Lys 


Glu 


Gin 
210 


Lys 


Lys 


Tyr 


Leu 


Leu 
215 


Leu 


Phe 


His 


Ser 


Leu 
220 


Phe 


Asn 







<210> 2638 
<211> 114 
<212> PRT 

<213> Unknown (892-dir-0-5 conceptual translation of range 2-343) 
<400>2638 

He Cys His Pro Leu Arg Tyr Lys Val He Met Ser Arg Trp Met Cys 

15 10 15 

Leu Leu Met Val Gly lie Cys Gly Val Tyr Gly Val Val Gly Ser Leu 

20 25 30 

Cys Tyr Thr Phe Phe Ala Met Arg Leu Pro Tyr Cys Gly Pro Asn Glu 

35 40 45 

He Asp His Tyr Phe Cys Glu Val Pro Ala Val Leu Lys Leu Ala Cys 

50 55 60 

Ala Asp Thr Ser Leu Asn Asp Leu Val Asp Phe He Thr Gly Phe Asn 
65 70 75 80 

Val He Val Val Pro Leu Thr Leu Val Val He Val Tyr Ala Asn He 

85 90 95 

Phe Ala Thr He Met Lys He Arg Ser Ala Gin Gly Gin He Lys Ala 
100 105 110 

Phe Ser 

<210> 2639 
<211> 350 
<212> PRT 

<213> Unknown <2331266-dir-0-13 conceptual translation of range 111-1160) 
<220> 

<221> VARIANT 

<222> (1) . . . (350) 

<223> Xaa = Any Amino Acid 

<400>2639 

Leu Ala Gin Asn He Lys Arg Lys Thr Ala Met Asn Ser Val Asn Ala 

15 10 15 

Ser Phe Tyr Gin Asn lie Ser He Val Arg Pro Glu Tyr Phe Phe He 

20 25 30 

Ser Gly Leu Ser Gly lie Pro Tyr Ser Ser Tyr Tyr Tyr He Phe Leu 
35 40 45 
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Phe 


Val 
50 


Val 


Tyr 


pne 


lie 


Ser 


vai 


Tl A 

lie 


uiy 


Asn 


Ser 
60 


XT-, 1 

v cti 


Vai. 


Leu 


lie li 


He 


He 


Ala 


VaJL 


Asp 


Arg 


Cat* 


Leu 


MIS 


Cor 


Pro 


Lys 




He 


Glv 


Val 


65 










70 










75 










80 


Phe 


Asn 


Leu 


Ala 


Leu 

o c 
OD 


Ala 


Asp 


lie 


i^iy 


Pin 
on 


1 1 IX 


Asn 


AT Pi 
Ala 


Leu 


He 
95 


Pro 


Asn 


Met 


Met 


Lys 
100 


Thr 


Pne 


Leu 


rne 


Asn 
105 


Ser 


bin 


Tyr 


_L J- tr 


Cor 

110 


X Y L 


Asn 


Gly 


Cys 


Met 


Ala 


Asn 


Met 


Pne 


Pne 


val 


vai 


Leu 


rne 


Asn 


OCX 


Tl ^ 
11c 


Gin 




115 










120 










125 








Ser 


Phe 
130 


Thr 


Leu 


Val 


Ala 


Leu 


Ala 


Tyr 


Asp 


Arg 


rUc 


Tip 

lie 


Al pi 

nla 


110 




Leu 


Pro 


Leu 


Arg 


Tyr 


His 


1 _ 

Ala 


He 


vai 


Asn 


Asn 


x nr 


O ^ ■v- 




Tl 
lie 


Leu 


145 










150 










155 










160 


He 


Phe 


Leu 


Ala 


He 
165 


Trp 


Ala 


pne 


Asn 


Ser 
1 /u 


Ser 


va x. 


val 


Alp* 
./A J. u 


Coy* 
X / J 


Met 


Val 


Ser 


Met 


He 
180 


Thr 


Arg 


Leu 


Ser 


Tl rt 

lie 

"IOC 

185 


Cys 


Lys 


Ser 


Asn 


\/-, 1 

1 y u 


He 


Pro 


Ser 


Tyr 


Phe 


Cys 


Asp 


His 


Gly 


Pro 


lie 


Phe 


Arg 


Leu 


Ala 


Cys 


Asn 


Asp 




195 










200 


















lie 


Lys 
210 


He 


Asn 


Glu 


Phe 


Phe 
215 


Ala 


Phe 


Pne 


lie 


Ser 


lie 


Leu 


Tyr 


Leu 


Thr 


Met 


Pro 


Met 


Val 


He 


He 


Ala 


Leu 


Ser 


Tyr 


Leu 


Asn 


lie 


DV10 

rne 


Leu 


225 










230 










235 










240 


Ala 


Leu 


He 


Lys 


He 


Thr 


Thr 


Trp 


Glu 


Gly 


Arg 


Leu 


Lys 


Aid 


Leu 


Lys 








245 










250 










ZD D 




Thr 


Cys 


Val 


Ser 


His 


Leu 


Leu 


Leu 


Val 


Gly 


He 


pne 


pne 


Leu 


pro 


Leu 






260 










265 










OTA 






Leu 


Cys 


Thr 


Tyr 


He 


Ala 


Gin 


Val 


Leu 


Leu 


Ala 


Leu 


inr 


Pro 


Asn 


Ala 




275 










280 










285 








Arg 


Val 
290 


He 


Ser 


Thr 


Ser 


Leu 
295 


Ser 


Tyr 


Ala 


lie 


Pro 
300 


Pro 


Hct 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Val 


Leu 


Asn 


Thr 


Ala 


Glu 


He 


Lys 


Tyr 


He 


He 


Arg 


305 








310 










315 










320 


Lys 


Leu 


Phe 


Lys 


Arg 


Arg 


Leu 


Arg 


Ser 


Val 


Ser 


Asp 


Asn 


He 


Ser 


Lys 








325 










330 










335 




Xaa 


Phe 


Cys 


Ser 
340 


Cys 


Trp 


Gly 


Leu 


Tyr 
345 


Gin 


Ser 


Lys 


Lys 


Lys 
350 







<210> 2640 
<211> 353 
<212> PRT 

<213> Unknown (2331262-dir-l-13 conceptual translation of range 199-1257) 
<220> 

<221> VARIANT 
<222> (1)...(353) 
<223> Xaa = Any Amino Acid 

<400>2640 

Val Gin Asn Thr Lys Cys Lys 

1 5 
Phe Ser Leu Asn He Ser Val 
20 

Gly Leu Ser Gly He Pro Tyr 
35 

He He Tyr Phe He Thr Val 

50 55 
He Val Leu Asp Arg Ser Leu 
65 70 
Asn Leu Ala Leu Ala Asp He 



1608 



Val Ala Met Ser Ser Leu Asn Ala Ser 

10 15 
Val Arg Pro Glu Tyr Phe Phe He Leu 

25 30 
Ser Asn Leu Tyr Tyr He Phe He Phe 
40 45 
He Gly Asn Phe Leu Val He Leu Leu 
60 

His Ser Pro Lys Tyr He Gly Val Phe 

75 80 
Gly Glu Thr Asn Ala Leu He Pro Asn 
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85 90 95 

Met Met Lys Thr Phe Leu Phe Asp Ser Gin Tyr lie Ser Tyr Asn Ala 

100 105 110 

Cys Leu Val Asn Met Phe Phe Val Phe Leu Phe Ser Ser Met Gin Ser 

115 120 125 

Leu Thr Leu Val Val Met Ala Tyr Asp Arg Leu He Ala He Cys Leu 

130 135 140 

Pro Leu Arg Tyr His Val He Val Asn Asn Thr Ser Met He Ser He 
145 150 155 160 

Phe Ser Ala Val Phe Met Phe Asn Ser He He Val Ala Ser Met Val 

165 170 175 

Ser Leu Val Thr Asn He Ser Phe Cys Lys Ser Asn Val He Gin Ser 

180 185 190 

Tyr Phe Cys Asp His Gly Pro Met Phe Arg Met Ala Cys Asn Asp Asn 

195 200 205 

Asn He Asn Lys He Met Gly Phe Leu Tyr Thr Thr Leu Tyr Leu He 

210 215 220 

Ala Pro Met Leu Val He Phe Leu Ser Tyr Leu Gly He Phe Leu Val 
225 230 235 240 

Val Ser Lys He Ala Thr Trp Glu Arg Arg Leu Lys Ala Leu Lys Thr 

245 250 255 

Cys Val Ser His Leu Leu Leu Val Gly He Tyr Phe Leu Pro He Phe 

260 265 270 

Phe Thr Tyr Leu Thr Ser Leu Leu Leu Phe Ser Thr Ser Asn Ser Arg 

275 280 285 

Val He Ser Thr Ser Leu Ala Tyr Ala He Pro Pro Met Leu Asn Pro 

290 295 300 

He He Tyr Val Leu Asn Thr Ala Glu He Lys Asn Thr He Arg Lys 
305 310 315 320 

Gly Phe Lys Asn Arg Ser Leu Pro He Glu Thr Val Ser Lys Xaa He 

325 330 335 

Lys Arg Leu Phe Phe He Val Xaa Tyr His Lys Tyr Asp Phe Cys He 
340 345 350 

Cys 



<210> 2641 
<211> 351 
<212> PRT 

<213> Unknown ( 4726083-dir~262-12 conceptual translation of range 26289- 
27340) 



<220> 

<221> VARIANT 

<222> (1) . . . (351) 

<223> Xaa = Any Amino Acid 



<400>2641 



Leu 


Ser 


Pro 


Ser 


Leu 


Lys 


Pro 


Ser 


Cys 


Asn 


Cys 


Asp 


Pro 


Thr 


Met 


Trp 


1 








5 










10 










15 




Pro 


Asn 


Ser 


Ser 


Asp 


Ala 


Pro 


Phe 


Leu 


Leu 


Thr 


Gly 


Phe 


Leu 


Gly 


Leu 








20 










25 










30 






Glu 


Met 


He 


His 


His 


Trp 


He 


Ser 


He 


Pro 


Phe 


Phe 


Val 


He 


Tyr 


Phe 






35 










40 










45 








Ser 


He 


He 


Val 


Gly 


Asn 


Gly 


Thr 


Leu 


Leu 


Phe 


He 


He 


Trp 


Ser 


Asp 




50 










55 










60 










His 


Ser 


Leu 


His 


Glu 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Ala 


Val 


Leu 


Ala 


Ser 


65 










70 










75 










80 


Met 


Asp 


Leu 


Gly 


Met 


Thr 


Leu 


Thr 


Thr 


Met 


Pro 


Thr 


Val 


Leu 


Gly 


Val 










85 










90 










95 




Leu 


Val 


Leu 


Asn 


Gin 


Arg 


Glu 


He 


Val 


His 


Gly 


Ala 


Cys 


Phe 


He 


Gin 
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100 105 HO 



Ser 


Tyr 


Phe 


He 


His 


Ser 


Leu 


Ala 


He 


vctx 


VjJL LI 


Ser Gly Val 


Leu 


Leu 






115 










120 










IOC 
iz D 








Ala 


Met 


Ser 


Tyr Asp Arg 


Phe 


Val 


Ala 


He 




Thr 


Pro 


Leu 


nx o 


Tyr 




130 










-i — > — * 


















Asn 


Ser 


He 


Leu 


X LIZ. 


Asn 


Ser 


r\I. y 


VCL X 


Mot- 
ile l~ 


T 

Lys 


Met 


Ala 


Leu 


ijiy 


Aid 


145 










1 Rf) 

X JU 




















1 OU 


Leu 


Leu Arg Gly 




val 


Ser 


Tie* 


v d x 


XT i o 


Pro 


lie 


Met 


Pro 


Leu 


rne 










XQJ 










1 

x / \J 










1/3 




Tro 


irne 


Pro 


Tyr 


Cys 


HIS 


Ser 


His 


Val 


Leu 


OcX 


HIS 


Ala 


Pne 


Cys 


Leu 








180 










1 ft ^ 

■to J 










iy u 






His 




Asp 


Val 


Met 


Lys 


Leu 




Cys 




Asp 


He 


Thr 


Phe 


Asn 


Leu 






195 










z u u 










205 








lie 


Tyr 


Pro 


Val 


Val 


Leu 


Val 


Ala 


Leu 


i nr 


fne 


Phe 


Leu 


Asp 


Ala 


Leu 




210 










Z X ;> 










220 










lie 


He 


He 


Phe 


Ser 


Tyr 


Vd X 


Lgu 


Tie* 

xxe 


Leu 


Lys 


Lys 


Val 


Met 


(jiy 


He 


225 










230 










Z-5 D 










240 


Ala 


Ser 


Gly Glu 


Glu 


Arg 


Lys 


Lys 


Ser 


Leu 


Asn 


Thr 


Cys 


Val 


Ser 


His 










245 
























lie 


Ser 


Cys 


Val 


Leu 


Val 


tilt: 


Tyr 


xxe 


inr 


VaJL 


He Gly 


Leu 


Tnr 


Pne 








260 










z o z> 










z / u 






lie 


His 


Arg 


Phe 


Gly Lys 


Asn 


Ala 


Pro 


His 


Val 


Val 


His 


He 


J. 11X 


Met- 
ric u 






275 










280 










285 








Ser 


Tyr 


Val 


Tyr 


Phe 


Leu 


Phe 


Pro 


Pro 


Phe 


Met 


Asn 


Pro 


He 


He 


Tyr 




290 










295 










300 








Ser 


He 


Lys 


Thr 


Lys 


Gin 


He 


Gin 


Arg 


Ser 


He 


Leu 


Arg 


Leu 


Leu 


Ser 


305 










310 










315 










320 


Lys 


His 


Ser 


Arg 


Thr 


Xaa 


He 


Leu 


He 


He 


Asp 


Ser 


Gin 


Val 


Leu 


Tyr 










325 










330 










335 




Tyr 


Phe 


Trp 


Pro 


Phe 


He 


Arg 


Asn 


Lys 


Ser 


Cys 


Leu 


Lys 


Xaa 


Tyr 





340 345 350 

<210> 2642 
<211> 159 
<212> PRT 

<213> Unknown (4680279-dir-0-6 conceptual translation of range 2-478) 
<400>2642 



Asn 


Pro 


Leu 


Arg 


Tyr 


Thr 


Ser 


He 


Leu 


Thr 


Ser 


Ala 


Arg 


Val 


Leu 


Gin 


1 








5 










10 










15 




He 


Gly 


Leu 


Ala 


Phe 


Ser 


Leu 


Lys 


Asn 


Val 


Leu 


Leu 


He 


Leu 


Pro 


Phe 








20 










25 










30 






Pro 


Val 


Thr 


Leu 


Val 


Arg 


Leu 


Arg 


Tyr 


Cys 


Lys 


Lys 


Asn 


Leu 


Leu 


Ser 






35 










40 










45 








His 


Ser 


Tyr 


Cys 


Leu 


His 


Gin 


Asp 


Val 


Met 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 




50 










55 










60 










Asn 


Lys 


Phe 


Asn 


Val 


He 


Tyr 


Gly 


Leu 


Phe 


Val 


Ala 


Leu 


Thr 


Gly 


He 


65 










70 










75 










80 


Leu 


Asp 


He 


Thr 


Phe 


He 


Phe 


Met 


Ser 


Tyr 


Ala 


Leu 


He 


Leu 


Arg 


Ala 










85 










90 










95 




Val 


Leu 


Gly 


He 


Ala 


Ser 


Gin 


Arg 


Glu 


Arg 


Leu 


Lys 


Val 


Leu 


Ser 


Thr 








100 










105 










110 






Cys 


Val 


Ser 


His 


He 


Cys 


Ala 


Val 


Leu 


He 


Phe 


Tyr 


Val 


Pro 


Val 


He 






115 










120 










125 








Ser 


Leu 


Ala 


Val 


He 


Tyr 


Arg 


Leu 


Ala 


Ser 


Arg 


Ser 


Ser 


Pro 


He 


Ser 




130 










135 










140 










Lys 


He 


Leu 


Met 


Ala 


Asp 


He 


Phe 


Leu 


Leu 


Val 


Pro 


Pro 


Val 


Met 





145 150 155 

<210> 2643 
<211> 160 
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<212> PRT 

<213> Unknown (902668-dir-0-6 conceptual translation of range 2-481) 



<400>2643 



lie 


Ser 




Pro 




Arg 


ryr 


Ala 




Vdl 


Leu 


± XIX 


Asn 


Asn 


va jl 


lie 


1 








5 










10 










1 D 




He 


Arg 


Tip 
x it: 




Val 


Hid 


Tl A 

lie 


x nr 


i nr 


Arg 


TV 1 =» 


i nr 


Leu 


Ser 


Leu 


Leu 


















Z D 










J u 






XT X \J 


Leu. 


Pro 


rnc 


Leu 


Leu 


Lys 


Arg 


Leu 


Asn 


Tyr 


Cys 


pro 


oxy 


Lys 


lie 


































Leu 




Ser 


nib 


Ser 


rile 


Cys 


Fne 


HIS 


a 1 a 

Aia 


Asp 


vai 


Met 




Leu 


Ala 




50 










55 










60 










Cys 


Ala 


Asp 


He 


Thr 


Val 


Asn 


He 


Leu 


Tyr 


Gly 


Leu 


Tyr 


Val 


Val 


Leu 


65 










70 










75 










80 


Ser 


Thr 


Val 


Gly 


He 


Asp 


Ser 


Leu 


Leu 


He 


Val 


Met 


Ser 


Tyr 


Ser 


Leu 










85 










90 










95 




He 


Leu 


His 


Thr 


Val 


Met 


Gly 


Leu 


Ala 


Ser 


Pro 


Arg 


Glu 


Arg 


Val 


Arg 








100 










105 










110 






Thr 


Leu 


Asn 


Thr 


Cys 


Val 


Ser 


His 


He 


Ser 


Ala 


Val 


Leu 


Val 


Phe 


Tyr 






115 










120 










125 








He 


Pro 


Val 


He 


Gly 


Val 


Ser 


Met 


He 


His 


Arg 


Phe 


Gly 


Lys 


His 


Leu 




130 










135 










140 










Pro 


His 


He 


Val 


His 


Ala 


Leu 


Val 


Ala 


Tyr 


Val 


Tyr 


Leu 


Val 


Val 


Pro 



145 150 155 160 

<210> 2644 
<211> 316 
<212> PRT 

<213> Unknown {3927807-dir-2 88-13 conceptual translation of range 29007- 
29954) 

<400>2644 

Leu Asn Met Tyr Pro Arg Asn Ser Ser Gin Ala Gin Pro Phe Leu Leu 

15 10 15 

Ala Gly Leu Pro Gly Met Ala Gin Phe His His Trp Val Phe Leu Pro 

20 25 30 

Phe Gly Leu Met Tyr Leu Val Ala Val Leu Gly Asn Gly Thr He Leu 

35 40 45 

Leu Val Val Arg Val His Arg Gin Leu His Gin Pro Met Tyr Tyr Phe 

50 55 60 

Leu Leu Met Leu Ala Thr Thr Asp Leu Gly Leu Thr Leu Ser Thr Leu 
65 70 75 80 

Pro Thr Val Leu Arg Val Phe Trp Leu Gly Ala Met Glu He Ser Phe 

85 90 95 

Pro Ala Cys Leu He Gin Met Phe Cys He His Val Phe Ser Phe Met 

100 105 110 

Glu Ser Ser Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He 

115 120 125 

Cys Cys Pro Leu Arg Tyr Ser Ser He Leu Thr Gly Ala Arg Val Ala 

130 135 140 

Gin He Gly Leu Gly He He Cys Arg Cys Thr Leu Ser Leu Leu Pro 
145 150 155 160 

Leu He Cys Leu Leu Thr Trp Leu Pro Phe Cys Arg Ser His Val Leu 

165 170 175 

Ser His Pro Tyr Cys Leu His Gin Asp He He Arg Leu Ala Cys Thr 

180 185 190 

Asp Ala Thr Leu Asn Ser Leu Tyr Gly Leu He Leu Val Leu Val Ala 

195 200 205 

He Leu Asp Phe Val Leu He Ala Leu Ser Tyr He Met He Phe Arg 

210 215 220 

Thr Val Leu Gly He Thr Ser Lys Glu Glu Gin Thr Lys Ala Leu Asn 
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225 230 235 240 

Thr Cys Val Ser His Phe Cys Ala Val Leu lie Phe Tyr lie Pro Leu 

245 250 255 

Ala Gly Leu Ser lie lie His Arg Tyr Gly Arg Asn Ala Pro Pro lie 

260 265 270 

Ser His Ala Val Met Ala Asn Val Tyr Leu Phe Val Pro Pro lie Leu 

275 280 285 

Asn Pro Val Leu Tyr Ser Met Lys Ser Lys Ala lie Cys Lys Gly Leu 

290 295 300 

Leu Arg Leu Leu Cys Gin Arg Ala Ala Trp Pro Gly 
305 310 315 

<210> 2645 
<211> 316 
<212> PRT 

<213> Unknown { 4761596-dir-254-13 conceptual translation of range 25614- 
26561) 
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<211> 159 
<212> PRT 

<213> Unknown ( 2564519-dir-0-6 conceptual translation of range 1-477) 
<400>2646 
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<210> 2647 
<211> 158 
<212> PRT 

<213> Unknown ( 1644474-dir-0-6 conceptual translation of range 1-474) 
<400>2647 
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145 150 155 

<210> 2648 
<211> 161 
<212> PRT 

<213> Unknown ( 4877304-dir-0-6 conceptual translation of range 2-484) 
<400>2648 

Leu Ala He Cys Tyr Pro Leu His Tyr Ser Ala Leu Met Thr Asn Lys 
15 10 15 
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<210> 2649 
<211> 168 
<212> PRT 

<213> Unknown ( 5262456-dir-284-6 conceptual translation of range 28407-28908) 
<220> 

<221> VARIANT 

<222> (1) . . . (168) 

<223> Xaa = Any Amino Acid 
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<213> Unknown ( 3941546-dir-0-12 conceptual translation of range 37-972 * 
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<210> 2651 
<211> 314 
<212> PRT 

<213> Unknown (17-2 (HGMP07I 400671 OL1A 438389 P30953 OLFI 1804351A S20572) 
Parmentier-M 92) 



<400>2651 

Met Met Gly Gin Asn Gin Thr Ser He Ser Asp Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro He Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu He He Val Leu 

35 40 45 

He Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr He Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Leu Phe Gly Asp Leu Glu Ser 
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<212> PRT 

<213> Unknown (17-4 (0LFR1 425221 482560 A48413 HSHGM07EG) Schurmans-S 93) 



<400>2652 
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210 215 220 

lie Leu Arg lie Pro Ser Val Ser Lys Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Gly Ala Val Ser Leu Phe Tyr Gly Thr Leu Cys 

245 250 255 

Met Val Tyr Leu Lys Pro Leu His Thr Tyr Ser Val Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met Met Asn Pro Phe lie 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Leu Leu 

290 295 300 

Asp Lys His Phe Lys Arg Leu Thr 
305 310 

<210> 2653 
<211> 315 
<212> PRT 

<213> Unknown (17-40 (OL1E 516320 2209308A 1588713)) 
<400>2653 

Met Gin Pro Glu Ser Gly Ala Asn Gly Thr Val lie Ala Glu Phe lie 

15 10 15 

Leu Leu Gly Leu Leu Glu Ala Pro Gly Leu Gin Pro Val Val Phe Val 

20 25 30 

Leu Phe Leu Phe Ala Tyr Leu Val Thr Val Arg Gly Asn Leu Ser He 

35 40 45 

Leu Ala Ala Val Leu Val Glu Pro Lys Leu His Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Gly Asn Leu Ser Val Leu Asp Val Gly Cys He Ser Val Thr 
65 70 75 80 

Val Pro Ser Met Leu Ser Arg Leu Leu Ser Arg Lys Arg Ala Val Pro 

85 90 95 

Cys Gly Ala Cys Leu Thr Gin Leu Phe Phe Phe His Leu Phe Val Gly 

100 105 HO 

Val Asp Cys Phe Leu Leu Thr Ala Met Ala Tyr Asp Gin Phe Leu Ala 

115 120 125 

He Cys Arg Pro Leu Thr Tyr Ser Thr Arg Met Ser Gin Thr Val Gin 

130 135 140 

Arg Met Leu Val Ala Ala Ser Trp Ala Cys Ala Phe Thr Asn Ala Leu 
145 150 155 160 

Thr His Thr Val Ala Met Ser Thr Leu Asn Phe Cys Gly Pro Asn Val 

165 170 175 

He Asn His Phe Tyr Cys Asp Leu Pro Gin Leu Phe Gin Leu Ser Cys 

180 185 190 

Ser Ser Thr Gin Leu Asn Glu Leu Leu Leu Phe Ala Val Gly Phe He 

195 200 205 

Met Ala Gly Thr Pro Met Ala Leu He Val He Ser Tyr He His Val 

210 215 220 

Ala Ala Ala Val Leu Arg He Arg Ser Val Glu Gly Arg Lys Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Gly Ser His Leu Thr Val Val Ala He Phe Tyr Gly 

245 250 255 

Ser Gly He Phe Asn Tyr Met Arg Leu Gly Ser Thr Lys Leu Ser Asp 

260 265 270 

Lys Asp Lys Ala Val Gly He Phe Asn Thr Val He Asn Pro Met Leu 

275 280 285 

Asn Pro He He Tyr Ser Phe Arg Asn Pro Asp Val Gin Ser Ala He 

290 295 300 

Trp Arg Met Leu Thr Gly Arg Arg Ser Leu Ala 
305 310 315 



1617 



BNSDOCID: <WO 01271 56A2J_> 



WO 01/27158 



PCT/US00/27582 



<210> 2654 
<211> 323 
<212> PRT 

<213> Unknown (17-93) 



<400>2654 



Met 


Met 


Glv 


Gin 


Asn 


Gin 


Thr 


Ser 


He 


Ser 


Asp 


Phe 


Leu 


Leu 


Leu 


Glv 


1 








5 










10 










15 




Leu 


Pro 


lie 


Gin 


Pro 


Glu 


Gin 


Gin 


Asn 


Leu 




1 j a 


Ala 


Leu 


Phe 


Leu 








20 










25 










30 






Ala 




I/ 1 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly Asn 


Leu 


Leu 


He 


He 


Val 


Leu 






-j -J 










40 










45 








Tip 
IXC 


Arg 








Hi <5 
His 


XJ u 


His 


i nr 


.fro 


V Ct X 


ryx 


Leu 


Phe 


Leu 


Ser 




Ju 




















fin 










Asn 


Leu 


Ser 


trim 




ASp 


Leu 


Cys 


pne 


ber 


Ser 


Val 


J. ilX 


M<=>t- 

flfci L. 


XT X t> 


Lys 


D 3 










/ U 






















Leu 


Leu 


Vj 111 


Asn 


Mot- 


-L 1 1 


Asn 


Li XXI 


Asp 


Pro 


£)cl 


lie 


Pro 


Tyr 


Ala 


Asp 




















q n 

y u 














Cys 


T m i 

Leu 


Thr 


Gin 


Met 


Tyr 


rne 


tjKa 

rne 


Leu 


Tyr 


Fne 


i>er 


Asp 


Leu 


pi,. 


Ser 








100 










10d 










11U 






rne 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


vai 


Ala 


lie 


Cys 


rne 






TIC 

lib 










izu 










±zz> 








Pro 


weu 


tilS 


Tyr 


Thr 


Ala 


Tl -a 

xxe 


Cys 


Pne 


Leu 


Leu 


His 


Tyr 


i nr 


Ala 

Ala 


lie 




i 

1JU 










1,5 0 










140 










Met- 


Ser 


Pro 


Met 


Leu 


Cys 


Leu 


Ser 


Val 


Val 


Ala 


Leu 


Ser 


Trp 


Val 


Leu 












150 










155 










lbU 


inr 


rpl_ -v- 

rnr 


Pne 


His 


Ala 


Met 


Leu 


His 


Thr 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Cys 










165 










170 










1 / z> 




Pne 


Cys 


Ala 


Asp 


Asn 


Val 


He 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


Met 




Ala 








180 










185 










iy u 






Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Arg 


Val 


Asn 




Trp 


Val 


ne 






195 










200 










one 








Phe 


He 


Met 


Gly Gly Leu 


He 


Leu 


Val 


He 


Pro 


Phe 


Leu 


Leu 


He 


Leu 




210 










215 










220 










Gly 


Ser 


Tyr 


Ala 


Arg 


He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


225 










230 










235 










240 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly Ser 


His 


Leu 


Ser 


Val 










245 










250 










255 




Val 


Ser 


Leu 


Phe 


Tyr Gly Thr Val 


He 


Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 








260 










265 










270 






Ala 


Asn 


Ser 


Ser 


Thr 


Leu 


Lys 


Asp 


Thr 


Val 


Met 


Ala 


Met 


Met 


Tyr 


Thr 






275 










280 










285 








Val 


Val 


Thr 


Pro 


Met 


Leu 


Thr 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 




290 










295 










300 










Asp 


Met 


Lys 


Gly Ala 


Leu 


Glu 


Arg 


Val 


He 


Cys 


Lys 


Arg 


Lys 


Asn 


Pro 
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<210> 2655 
<211> 316 
<212> PRT 

<213> Unknown (FAT11 (HUMORLMHC A57069 601919 1097174 1362875) Fan-W 95) 
<400>2655 

Met Asp Asn Gin Ser Ser Thr Pro Gly Phe Leu Leu Leu Gly Phe Ser 

15 10 15 

Glu His Pro Gly Leu Gly Arg Thr Leu Phe Val Asp Val He Thr Ser 

20 25 30 

Tyr Leu Leu Thr Leu Val Gly Asn Thr Leu He He Leu Leu Ser Ala 
35 40 45 
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Leu Asp Thr Lys Leu His Ser Pro Met Tyr Phe Phe Leu Ser Asn Leu 

50 55 60 

Ser Phe Leu Asp Leu Cys Phe Thr Thr Ser Cys Val Pro Gin Met Leu 
65 70 75 80 

Ala Asn Leu Trp Gly Pro Lys Lys Thr lie Ser Phe Leu Asp Cys Ser 

85 90 95 

Val Gin lie Phe lie Phe Leu Ser Leu Gly Thr Thr Glu Cys lie Leu 

100 105 110 

Met Lys Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Gin Pro Leu 

115 120 125 

His Tyr Ala Thr He He His Pro Arg Leu Cys Trp Gin Leu Ala Ser 

130 135 140 

Val Ala Trp Val He Gly Leu Val Gly Ser Val Val Gin Thr Pro Ser 
145 150 155 160 

Thr Leu His Leu Pro Phe Cys Pro Asp Arg Gin Val Asp Asp Phe Val 

165 170 175 

Cys Glu Val Pro Ala Leu He Arg Leu Ser Cys Glu Asp Thr Ser Tyr 

180 185 190 

Asn Glu He Gin Val Ala Val Ala Ser Val Phe He Leu Val Val Pro 

195 200 205 

Leu Ser Leu He Leu Val Ser Tyr Gly Ala He Thr Trp Ala Val Leu 

210 215 220 

Arg He Asn Ser Ala Thr Ala Trp Arg Lys Ala Phe Gly Thr Cys Ser 
225 230 235 240 

Ser His Leu Thr Val Val Thr Leu Phe Tyr Ser Ser Val He Ala Val 

245 250 255 

Tyr Leu Gin Pro Lys Asn Pro Tyr Ala Gin Gly Arg Gly Lys Phe Phe 

260 265 270 

Gly Leu Phe Tyr Ala Val Gly Thr Pro Ser Leu Asn Pro Leu Val Tyr 

275 280 285 

Thr Leu Arg Asn Lys Glu He Lys Arg Ala Leu Arg Arg Leu Leu Gly 

290 295 300 

Lys Glu Arg Asp Ser Arg Glu Ser Trp Arg Ala Ala 
305 310 315 

<210> 2656 
<211> 254 
<212> PRT 

<213> Unknown (H8 (432510) Selbie-LA 92) 
<400>2656 

Pro Met Tyr Leu Phe Leu Ser Asn Leu Ser Phe Leu Asp He Gly Phe 

15 10 15 

He Ser Thr He He Pro Lys Met Leu Asp His He Ser Ser Gly He 

20 25 30 

Lys Leu He Ser Tyr Gly Glu Cys Leu Thr Gin Leu Tyr Phe Ser Gly 

35 40 45 

Leu Phe Ala Asp Leu Asp Asn Asn Phe Leu Leu Ala Val Met Ala He 

50 55 60 

Asp Arg Tyr Val Ala He Ser His Pro Leu His Tyr Ala Leu Thr Met 
65 70 75 80 

Asn Ser Gin Arg Cys Val Leu Leu Val Ala Val Ser Trp Val He Thr 

85 90 95 

He Leu His Ala Leu Val His Thr Leu Leu Val Thr Arg Leu Ser Phe 

100 105 110 

Cys Gly Pro Asn He He Pro His Phe Phe Cys Asp Leu Val Pro Leu 

115 120 125 

Leu Lys Leu Ala Cys Ser Ser Thr Cys Val Asn Asp Leu Val Leu He 

130 135 140 

Leu Val Pro Gly Thr Leu Leu He Ala Pro Phe Val Cys He Leu Met 
145 150 155 160 
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185 190 
Gly Val Tyr Leu Cys Pro Pro Ser 
205 

Val Phe Ser Val Met Tyr Thr Val 
220 

lie Tyr Ser Leu Arg Asn Arg Asp 
235 240 
Leu Gly lie Lys Thr Ser 
250 



<210> 2657 
<211> 195 
<212> PRT 

<213> Unknown (G3 (432509) Selbie-LA 92) 



<400>2657 
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Ser He Gly 
195 

<210> 2658 
<211> 314 
<212> PRT 

<213> Unknown (HsOLFl (1336041 HSU56420) Issel-Tarver-L 97 llqll) 



<400>2658 

Met Glu Phe Thr Asp Arg Asn Tyr 

1 5 
Leu Gly Phe Pro Thr Arg Pro Glu 
20 

Phe Leu Thr Leu Tyr Ala He He 

35 40 
Leu Leu He Arg He Asp Pro His 

50 55 
Leu Ser Asn Leu Ser Phe Val Asp 



Thr Leu Val Thr Glu Phe He Leu 

10 15 
Leu Gin He Val Leu Phe Leu Met 
25 30 
Leu He Gly Asn He Gly Leu Met 
45 

Leu Gin Thr Pro Met Tyr Phe Phe 
60 

Leu Cys Tyr Phe Ser Asp He Val 
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305 310 



<210> 2659 
<211> 317 
<212> PRT 

<213> Unknown <HsOLF3 (1336043 HSU56421) Issel-Tarver-L 97 7q35) 



<400>2659 
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305 310 



<210> 2666 
<211> 311 
<212> PRT 

<213> Unknown (CfOLFl (1314661 CFU53679) Issel-Tarver-L 97) 
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<400>2666 
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300 



<210> 2667 
<211> 155 
<212> PRT 

<213> Unknown (DRU42392) 
<400>2667 

Asn Pro Leu Arg Tyr Pro Ala Val Met Thr Ser Asn Met Val Val His 

15 10 15 

Leu Ser Ala Ala Ala Trp Gly Val Ala Val Val Leu Val Gly He Leu 

20 25 30 

He Gly Leu Thr Val Arg Leu Ser Phe Cys Arg Ser Val He Glu Asn 

35 40 45 

Pro Phe Cys Asp Asn Ala Ser Leu Phe Lys Leu Ser Cys Glu Ser Thr 

50 55 60 

Ala He Asn Asn He Tyr Gly Leu Ser Phe Thr Val Val Leu Leu Thr 
65 70 75 80 

Ser Ser Leu Gly Ser He Ala Leu Thr Tyr Leu Arg He Ala He Val 
85 90 95 
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Cys Phe Lys Ser Lys Asn Lys Ala Thr Asn Ser Lys Ala lie Lys Thr 

100 105 110 

Cys Ser Thr His Leu Ala Val Tyr Leu lie Met Met Val Ser Gly Leu 

115 120 125 

Thr Thr lie Thr Leu His Arg Phe Pro Glu Leu Ser Asp Ser Arg Lys 

13 0 13 5 140 

Leu Ser Ser lie lie Lys His lie Val Pro Pro 
145 150 155 

<210> 2668 
<211> 155 
<212> PRT 

<213> Unknown (DRU42394) 
<400>2668 

Asn Pro Leu Arg Tyr Gin Thr lie Met Thr Asn Lys Thr Val lie Thr 

15 10 15 

Leu Ser Ala Leu Ala Trp Gly He Ala Leu Leu Phe He Ser He Leu 

20 25 30 

He Gly Leu Thr Leu Arg Leu Ser Arg Cys Arg Thr Phe He Ser Asn 

35 40 45 

Pro Phe Cys Asp Asn Ala Ser Leu Phe Lys Leu Ser Cys Glu Asp Val 

50 55 60 

Thr He Asn Asn Leu Tyr Gly Leu He Tyr Thr Val Leu Leu Phe Gly 
65 70 75 80 

Ser Ser Met Gly Ser He Ala Val Thr Tyr He Lys He Thr Ala Val 

85 90 95 

Cys Leu Val Thr Lys Ser Lys Met Leu Asn Ser Arg Ala Leu Lys Thr 

100 105 110 

Cys Ser Thr His Leu Ser Leu Tyr Leu He Met Leu He Ser Gly Leu 

115 120 125 

He He He Val Leu His Arg Phe Pro Ala Tyr Ser Asp Tyr Arg Lys 

130 135 140 

He Ala Ser Leu Leu Phe His He He Pro Ser 
145 150 155 



<210> 2669 
<211> 157 
<212> PRT 

<213> Unknown (DRU42395) 



<400>2669 
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145 150 155 

<210> 2670 
<211> 150 
<212> PRT 

<213> Unknown (DRU42396) 
<400>2670 

Leu lie Ala lie Cys Leu Pro Leu Arg Tyr His Val lie Val Asn Asn 

15 10 15 

Thr Ser Met lie Ser lie Phe Ser Ala Val Phe Met Phe Asn Ser lie 

20 25 30 

He Val Ala Ser Met Val Ser Leu Val Thr Asn He Ser Phe Cys Lys 

35 40 45 

Ser Asn Val He Gin Ser Tyr Phe Cys Asp His Gly Pro Met Phe Arg 

50 55 60 

Met Ala Cys Asn Asp Asn Asn He Asn Lys He Met Gly Phe Leu Tyr 
65 70 75 80 

Thr Thr Leu Tyr Leu He Ala Pro Met Leu Val He Phe Leu Ser Tyr 

85 90 95 

Leu Gly He Phe Leu Val Val Ser Lys He Ala Thr Trp Glu Arg Arg 

100 105 110 

Leu Lys Ala Leu Lys Thr Cys Val Ser His Leu Leu Leu Val Gly lie 

115 120 125 

Tyr Phe Leu Pro He Phe Phe Thr Tyr Leu Thr Ser Leu Leu Leu Phe 

130 135 140 

Ser Thr Ser Asn Ser Arg 
145 150 

<210> 2671 
<211> 158 
<212> PRT 

<213> Unknown (DRU42397 (odorant receptor 8; 1644478) Weth-F 96) 
<400>2671 

Asn Pro Leu Arg Tyr Pro Asn He Val Thr Lys Trp Asn He Phe Tyr 

15 10 15 

Leu Cys Leu He Ser Trp Val He Ala Asn Val Thr Pro Leu Met Met 

20 25 30 

Val He Arg Ala Tyr Pro Leu Pro Tyr Cys Ala Glu Asn Thr He He 

35 40 45 

Gin Cys Tyr Cys Asp His He Ser He Thr Ser Leu Ala Cys Thr Asn 

50 55 60 

Arg Ala Pro Tyr Ser He Pro Ala Phe Val Leu Ala Met Val Ala Leu 
65 70 75 80 

Leu Thr Pro Leu Ala Phe He Val Phe Ser Tyr Cys Ala He He Leu 

85 90 95 

Ala Val Leu Arg He Ser Ser Thr Gin Ala Arg Leu Lys Thr Phe Ser 

100 105 110 

Thr Cys Ser Pro Gin Leu He He He Ala Leu Tyr Phe Leu Pro Arg 

115 120 125 

Cys Phe He Tyr Leu Ser Ser Asn He Gly He Tyr Phe Ser Thr Asp 

130 135 140 

Leu Arg Leu Ala He He Met Met Tyr Ser Leu Phe Pro Pro 
145 150 155 

<210> 2672 
<211> 155 
<212> PRT 

<213> Unknown (DRU42398 (1151131)) 
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<400>2672 
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145 150 155 



<210> 2673 
<211> 174 
<212> PRT 

<213> Unknown (DRU44439) 



<400>2673 

Met Ala Tyr Asp Arg Leu He Ala He Cys Trp Pro Leu Arg Tyr Ser 

15 10 15 

Thr lie Asn Thr Asn Leu Arg Met Leu Leu He He Ala Leu He Trp 

20 25 30 

He Leu Val Thr Leu Leu Asp He Phe Pro Val He Phe Ala Ser Arg 

35 40 45 

Leu Pro Tyr Cys Ser Ser Arg Ala Val Leu Ser Cys Cys Cys Glu His 

50 55 60 

Gly Pro Val Tyr Arg Leu Ala Cys Thr Asp Thr Thr Tyr Asn Arg Gin 
65 70 75 80 

Leu Gly Thr Val Lys Thr Met He Thr Leu Leu Gly Pro Leu Phe Phe 

85 90 95 

He Val Phe Thr Tyr Val He Val Val He Ala Val Met Arg He Ala 

100 105 110 

Ser Val Thr Gin Arg Trp Lys Ala Phe His Thr Cys Leu Thr His Met 

115 120 125 

Met Leu Val Met Leu Tyr Tyr Met Pro He He lie Ala Cys Val Leu 

130 135 140 

Gly Asn Leu Arg Leu Val Gin Asn Val Asp Leu Leu Thr Ala He Leu 
145 150 155 160 

Thr Arg Ser Val Thr Val Pro Ala Met Leu Asn Pro He He 
165 170 



<210> 2674 
<211> 173 
<212> PRT 

<213> Unknown (DRU44440) 



<400>2674 

Leu Ala Tyr Asp Arg Leu He Ala 

1 5 
Ser He Val Asn Asn Ser Asn Met 
20 



He Cys Leu Pro Leu Arg Tyr His 

10 15 

He Leu He Phe Ser Ala He Trp 
25 30 
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<210> 2675 
<211> 173 
<212> PRT 
<213> Unknown 



(DRU44441) 



<400>2675 
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<210> 2676 
<211> 344 
<212> PRT 

<213> Unknown < ICTORDA (fishl L09217 1079242) Ngai-J 93) 



<400>2676 
Met Thr Ser Val 
1 

Pro Ser Thr Phe 
20 

Tyr Tyr Tyr Ala 
35 

Asn Ser Phe He 



Leu Asn Ala Leu 
5 

Tyr He Asn Gly 

Phe Leu Cys He 
40 

Met Cys Thr He 



Ser Ala Asn Ala 
10 

Phe Tyr Asn lie 
25 

Ala Tyr Ala Val 
Tyr Leu Ala Arg 



Thr Phe He Arg 
15 

Pro His Thr Lys 
30 

Thr Val Leu Gly 
45 

Ser Leu His Thr 
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50 55 60 

Ala Lys Tyr lie Thr Val Phe Asn Leu Ala Leu Ser Asp Leu Gly Gly 
65 70 75 80 

Ser Ser Ala Leu lie Pro Lys Leu lie Asp Thr Phe Leu Phe Glu Asn 

85 90 95 

Gin Val lie Ser Tyr Glu Ala Cys Leu Ala Asn Met Phe Phe Val Leu 

100 105 110 

Phe Phe Met Thr Val Gin Ser Leu Thr Leu Leu Val Met Ala Tyr Asp 

115 120 125 

Arg Val Val Ala lie Cys Phe Pro Leu Arg Tyr Asn Val lie Val Thr 

130 135 140 

Lys Glu Ala Met Thr Leu lie lie Val lie Thr Trp lie Phe Ser lie 
145 150 155 160 

Ser lie lie Ala Leu Leu Val Ala Leu lie Thr Arg Leu Ser Phe Cys 

165 170 175 

Arg Ser Val lie lie Asn Ser Tyr Phe Cys Asp His Gly Pro lie Leu 

180 185 190 

lie Leu Ala Cys Asn Asp Lys Phe lie Asn Arg Val Met Ala lie Gly 

195 200 205 

Cys Phe Val Val Leu Asp Cys Val Pro Phe Leu Leu lie lie Val Ser 

210 215 220 

Tyr lie Cys lie Gly lie Ala Leu Met Asn lie Ser His Gly Leu Glu 
225 230 235 240 

Arg Arg Lys Ala Met Lys Thr Cys Thr Ser His Leu lie Leu Val Ala 

245 250 255 

Leu Phe Tyr Leu Pro Phe lie Gly Thr Asn lie Thr Ser Leu Thr Ser 

260 265 270 

Ser lie Asn Ala Asn Asp Arg He Leu Asn Ser Thr Leu Thr Gin He 

275 280 285 

He Pro Pro Met Leu Asn Pro He He Tyr Thr Leu Lys Thr Glu Glu 

290 295 300 

Val Met Gin Ala Val Lys Val Leu Tyr Lys Arg Ala Lys Ala Val Val 
305 310 315 320 

He Cys Asp He Pro Asn Gly Gin Val Phe Gin Pro Trp Val Gly Val 

325 330 335 

Asp Ser Lys Lys Lys Thr Phe Cys 
340 



<210> 2677 
<211> 321 
<212> PRT 

<213> Unknown (ICTORDB (fish3 L09218 1079244) Ngai-J 93) 



<400>2677 
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245 










250 










255 
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Val Phe Phe Leu Pro He Val Gly Thr Tyr Leu Ala Ala Leu Thr Phe 

260 265 270 

Ser Leu His Pro Asn Ala Arg He He Asn Thr Ser Leu Ser Arg Thr 

275 280 285 

He Pro Pro Met Leu Asn Pro He He Tyr Val Leu Asn Thr Lys Asp 

290 295 300 

Phe Arg Val Phe He Val Lys Met Leu Lys Lys Lys Thr Thr Lys He 
305 310 315 320 

Ser Gin Val His Ala Leu Ala Lys 
325 

<210> 2684 
<211> 328 
<212> PRT 

<213> Unknown (ICTORDII (fish32B L09225 1079246) Ngai-J 93) 
<400>2684 

Met Ser Ala Leu Asn Ser Ser Leu Leu Gin Asn Val Ser Phe Val Arg 

15 10 15 

Pro Glu Tyr Phe Phe He Ser Gly Phe Ser Gly He Pro Phe Ser Gin 

20 25 30 

Tyr Tyr Phe Val Phe Leu He Phe He Tyr He He Ser Leu Cys Gly 

35 40 45 

Asn Ser He Val Leu Phe Met lie Leu Val Asp Arg Thr Leu His He 

50 55 60 

Pro Lys Tyr Met Gly He Phe Asn Leu Ala Leu Ser Asp Phe Gly Glu 
65 70 75 80 

Thr Asn Ala Leu He Pro Ser Leu Val Lys Thr Leu Phe Phe Asp Ser 

85 90 95 

Gin Tyr He Ser Tyr Asp Ala Cys Leu Ala Asn Met Phe Phe Thr Phe 

100 105 110 

Phe Phe Ala Gly Gly Gin Ala Leu Thr Leu Val Ala Leu Ala Tyr Asp 

115 120 125 

Arg Phe He Ala He Cys Leu Pro Leu Arg Tyr His Ala He Val Asn 

130 135 140 

Asn Ser Phe Met Phe Val Thr Leu He Ala He Trp Val Phe Asn Val 
145 150 155 160 

Val He He Gly Thr Thr Val Val Phe He Thr Arg Leu Ser Phe Cys 

165 170 175 

Lys Thr Asn Glu He Lys Ser Phe Phe Cys Asp His Gly Pro Val Tyr 

180 185 190 

Thr He Ala Cys Asn Asp Asn Ser He Asn Ser Phe Met Ala Tyr Phe 

195 200 205 

Cys Thr Ala Val Tyr Leu Tyr Ala Pro Leu Thr Ala He Val Leu Ser 

210 215 220 

Tyr He Gly lie Leu Leu Ala— Leu Thr Lys lie Thr Thr Trp Glu Ser 
225 230 235 240 

Arg Leu Lys Ala Leu Lys Thr Cys He Ser His Leu Leu Val Val Gly 

245 250 255 

Val Phe Phe Leu Pro He Val Gly Thr Tyr Leu Ala Ala Val Thr Phe 

260 265 270 

Ser Leu His Pro Asn Ala Arg He He Asn Thr Ser Leu Ser Arg Thr 

275 280 285 

He Pro Pro Met Leu Asn Pro He He Tyr Val Leu Asn Thr Lys Asp 

290 295 300 

Phe Arg Val Phe He Val Lys Met Leu Lys Lys Lys Thr Thr He He 
305 310 315 320 

Ser Gin Val His Ala Leu Ala Lys 
325 

<210> 2685 
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<211> 313 
<212> PRT 

<213> Unknown (oil (RATOL1RECE L34074) Guillaume-D 94) 



<400>2685 



Met 


Ser 


Val 


Ala 


Asn 


Glu 


Ser 


He 


1 








5 








Phe 


Ser 


Asp 


Arg 


Pro 


Trp 


Leu 


Glu 








20 










Val 


Ser 


Tyr 


He 


Leu 


Thr 


He 


Phe 






35 










40 


Ser 


Arg 


Leu 


Asp 


Ser 


Lys 


Leu 


His 




50 










55 




Asn 


Leu 


Ser 


Leu 


Leu 


Asp 


Leu 


Cys 


65 










70 






Met 


Leu 


He 


Asn 


He 


Cys 


Ser 


Thr 










85 








Cys 


Val 


Val 


Gin 


Leu 


Phe 


He 


Phe 








100 










Phe 


Leu 


Leu 


Gly 


Val 


Met 


Ser 


Leu 






115 










120 


Pro 


Leu 


His 


Tyr 


Ser 


Val 


He 


Met 




130 










135 




Ala 


Ala 


Ala 


Cys 


Trp 


He 


Ser 


Gly 


145 










150 






Thr 


Trp 


Thr 


Leu 


Gin 


Met 


Pro 


Leu 










165 








Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 








180 










Thr 


Ala 


Asn 


Glu 


Ala 


Glu 


Leu 


Phe 






195 










200 


He 


Pro 


Val 


Thr 


Leu 


He 


Leu 


He 




210 










215 




Val 


Leu 


Lys 


He 


Arg 


Ser 


Ala 


Glu 


225 










230 






Cys 


Gly 


Ser 


His 


Leu 


He 


Val 


Val 










245 








Tyr 


Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 








260 










Met 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


He 






275 










280 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Glu 


Glu 




290 










295 




Met 


Lys 


Arg 


He 


He 


Leu 


He 


Gly 


305 










310 







<210> 2686 
<211> 333 
<212> PRT 

<213> Unknown (F3 (RATOLFPROB 



Ser 


Arg 


Glu 


Phe 


He 


Leu 


Leu 


Gly 




10 










15 




Leu 


Pro 


Leu 


Phe 


Val 


Val 


Phe 


Leu 


25 










30 






Gly 


Asn 


Met 


Met 


He 


He 


Leu 


Val 










45 








Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 








60 










Tyr 


Thr 


Thr 


Ser 


Thr 


Val 


Pro 


Gin 




75 










80 


Arg 


Lys 


Val 


He 


Ser 


Tyr 


Gly Gly 




90 










95 




Leu 


Ser 


Leu 


Gly 


Ser 


Thr 


Glu 


Cys 


105 










110 






Asp 


Arg 


Phe 


Leu 


Ala 


He 


Cys 


Arg 










125 








His 


Gin 


Arg 


Arg 


Cys 


Leu 


His 


Leu 








140 










Phe 


Ser 


Asn 


Ser 


Val 


Leu 


Gin 


Ser 






155 










160 


Cys 


Gly 


His 


Lys 


Glu 


Val 


Asp 


His 




170 










175 




Leu 


Lys 


Leu 


Ser 


Cys 


Val 


Asp 


Thr 


185 










190 






Phe 


He 


Ser 


Val 


Leu 


Phe 


Leu 


Leu 










205 








Ser 


Tyr 


Ala 


Phe 


He 


Val 


Gin 


Ala 








220 










Cys 


Arg 


Arg 


Lys 


Ala 


Phe 


Gly Thr 






235 










240 


Val 


Leu 


Phe 


Tyr 


Gly 


Thr 


Ala 


He 




250 










255 




Pro 


Ser 


Ser 


Lys 


Asp 


Arg 


Gly 


Lys 


265 










270 






He 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 










285 








Val 


Lys 


Gly 


Ala 


Phe 


Lys 


Arg 


Leu 



300 



Lys 



76 RNOLFP15 A23701) Buck-L 91) 



<400>2686 




























Met 


Asp 


Ser 


Ser 


Asn 


Arg 


Thr 


Arg 


Val 


Ser 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 






5 










10 










15 




Phe 


Val 


Glu 


Asn 


Lys 


Asp 


Leu 


Gin 


Pro 


Leu 


He 


Tyr Gly 


Leu 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 
35 


Leu 


Val 


Thr 


Val 


He 
40 


Gly 


Asn 


He 


Ser 


He 
45 


He 


Val 


Ala 


He 


He 
50 


Ser 


Asp 


Pro 


Cys 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Val 


Asp 


He 


Cys 


Phe 


He 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 
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65 70 75 80 

Met Leu Val Asn lie Gin Thr Gin Asn Asn Val He Thr Tyr Ala Gly 

85 90 ~ 95 

Cys lie Thr Gin He Tyr Phe Phe Leu Leu Phe Val Glu Leu Asp Asn 

100 105 HO 

Phe Leu Leu Thr He Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 

115 120 125 

Pro Met His Tyr Thr Val He Met Asn Tyr Lys Leu Cys Gly Phe Leu 

130 135 140 

Val Leu Val Ser Trp He Val Ser Val Leu His Ala Leu Phe Gin Ser 
145 150 155 160 

Leu Met Met Leu Ala Leu Pro Phe Cys Thr His Leu Glu He Pro His 

165 170 175 

Tyr Phe Cys Glu Pro Asn Gin Val He Gin Leu Thr Cys Ser Asp Ala 

180 185 190 

Phe Leu Asn Asp Leu Val He Tyr Phe Thr Leu Val Leu Leu Ala Thr 

195 200 205 

Val Pro Leu Ala Gly He Phe Tyr Ser Tyr Phe Lys He Val Ser Ser 

210 215 220 

He Cys Ala He Ser Ser Val His Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Ser Val Val Ser Leu Phe Tyr Cys Thr Gly Leu 

245 250 ~* ^ 255 

Gly Val Tyr Leu Ser Ser Ala Ala Asn Asn Ser Ser Gin Ala Ser Ala 

260 265 270 

Thr Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Val Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Ser Val Leu Lys Lys Thr 

290 295 300 

Leu Cys Glu Glu Val He Arg Ser Pro Pro Ser Leu Leu His Phe Phe 
305 310 315 320 

Leu Val Leu Cys His Leu Pro Cys Phe He Phe Cys Tyr 
325 330 



<210> 2687 




























<211> 313 




























<212> PRT 




























<213> Unknown (F5 (RATOLFPROC M64377 RNOLFP17 OLF5 


P23266 B23701 


<400>2687 




























Met Ser Ser 


Thr 


Asn 


Gin 


Ser 


Ser 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 




5 










10 










15 


Leu Ser Arg 


Gin 


Pro 


Gin 


Gin 


Gin 


Gin 


Leu 


Leu 


Phe 


Leu 


Leu 


Phe 


Leu 




20 










25 










30 






He Met Tyr 


Leu 


Ala 


Thr 


Val 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 


35 










40 










45 








He Gly Thr 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


50 








55 










60 










Asn Leu Ser 


Phe 


Val 


Asp 


Val 


Cys 


Phe 


Ser 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 






70 










75 










80 


Val Leu Ala 


Asn 


His 


He 


Leu 


Gly 


Ser 


Gin 


Ala 


He 


Ser 


Phe 


Ser 


Gly 






85 










90 










95 


Cys Leu Thr 


Gin 


Leu 


Tyr 


Phe 


Leu 


Ala 


Val 


Phe 


Gly 


Asn 


Met 


Asp 


Asn 




100 










105 










110 




Phe Leu Leu 


Ala 


Val 


Met 


Ser 


Tyr 


Asp Arg 


Phe 


Val 


Ala 


He 


Cys 


His 


115 










120 










125 








Pro Leu His 


Tyr 


Thr 


Thr 


Lys 


Met 


Thr 


Arg 


Gin 


Leu 


Cys 


Val 


Leu 


Leu 


130 








135 










140 










Val Val Gly 


Ser 


Trp 


Val 


Val 


Ala 


Asn 


Met 


Asn 


Cys 


Leu 


Leu 


His 


He 


145 






150 










155 










160 


Leu Leu Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Asp 


Asn 


Met 


He 


Pro 


His 
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165 










170 










175 




Phe 


Phe 


Cys 


Asp Gly 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 








180 










185 










190 






His 


Leu 


Asn 
195 


Glu 


Leu 


Met 


lie 


Leu 
200 


Thr 


Glu 


Gly 


Ala 


Val 
205 


Val 


Met 


Val 


Thr 


Pro 
210 


Phe 


Val 


Cys 


lie 


Leu 
215 


lie 


Ser 


Tyr 


He 


His 
220 


He 


Thr 


Cys 


Ala 


Val 


Leu 


Arg 


Val 


Ser 


Ser 


Pro 


Arg 


Gly 


Gly 


Trp 


Lys 


Ser 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 
245 


Ala 


Val 


Val 


Cys 


Leu 
250 


Phe 


Tyr 


Gly 


Thr 


Val 
255 


He 


Ala 


Val 


Tyr 


Phe 


Asn 


Pro 


Ser 


Ser 


Ser 


His 


Leu 


Ala 


Gly Arg 


Asp 


Met 








260 










265 










270 






Ala 


Ala 


Ala 
275 


Val 


Met 


Tyr 


Ala 


Val 
280 


Val 


Thr 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Phe 


lie 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Ser 
295 


Asp 


Met 


Lys 


Ala 


Ala 
300 


Leu 


Arg 


Lys 


Val 


Leu 


Ala 


Met 


Arg 


Phe 


Pro 


Ser 


Lys 


Gin 

















305 310 



<210> 2688 
<211> 311 
<212> PRT 

<213> Unknown (F6 (RATOLFPROD RNOLFP01 M64378) Buck-L 91) 



<400>2688 



Met 


Ala 


Trp 


Ser 


Thr 


Gly 


Gin 


Asn 


Leu 


Ser 


Thr 


Pro 


Gly 


Pro 


Phe 


He 


1 








5 










10 










15 




Leu 


Leu 


Gly 


Phe 


Pro 


Gly 


Pro 


Arg 


Ser 


Met 


Arg 


He 


Gly 


Leu 


Phe 


Leu 








20 










25 










30 






Leu 


Phe 


Leu 


Val 


Met 


Tyr 


Leu 


Leu 


Thr 


Val 


Val 


Gly 


Asn 


Leu 


Ala 


He 






35 










40 










45 








He 


Ser 


Leu 


Val 


Gly 


Ala 


His 


Arg 


Cys 


Leu 


Gin 


Thr 


Pro 


Met 


Tyr 


Phe 




50 










55 










60 










Phe 


Leu 


Cys 


Asn 


Leu 


Ser 


Phe 


Leu 


Glu 


He 


Trp 


Phe 


Thr 


Thr 


Ala 


Cys 


65 










70 










75 










80 


Val 


Pro 


Lys 


Thr 


Leu 


Ala 


Thr 


Phe 


Ala 


Pro 


Arg Gly 


Gly Val 


He 


Ser 










85 










90 










95 




Leu 


Ala 


Gly Cys 


Ala 


Thr 


Gin 


Met 


Tyr 


Phe 


Val 


Phe 


Ser 


Leu 


Gly Cys 








100 










105 










110 






Thr 


Glu 


Tyr 


Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Leu 


Ala 






115 










120 










125 








He 


Cys 


Leu 


Pro 


Leu 


Arg 


Tyr 


Gly 


Gly 


He 


Met 


Thr 


Pro Gly Leu 


Ala 




130 










135 










140 










Met 


Arg 


Leu 


Ala 


Leu 


Gly 


Ser 


Trp 


Leu 


Cys 


Gly 


Phe 


Ser 


Ala 


He 


Thr 


145 










150 










155 










160 


Val 


Pro 


Ala 


Thr 


Leu 


He 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly 


Ser 


Arg 


Val 










165 










170 










175 




He 


Asn 


His 


Phe 


Phe 


Cys 


Asp 


He 


Ser 


Pro 


Trp 


He 


Val 


Leu 


Ser 


Cys 








180 










185 










190 






Thr 


Asp Thr Gin 


Val 


Val 


Glu 


Leu 


Val 


Ser 


Phe Gly 


He 


Ala 


Phe 


Cys 






195 










200 










205 








Val 


He 


Leu Gly 


Ser 


Cys 


Gly 


He 


Thr 


Leu 


Val 


Ser 


Tyr 


Ala 


Tyr 


He 




210 










215 










220 










He 


Thr 


Thr 


He 


He 


Lys 


He 


Pro 


Ser 


Ala 


Arg Gly 


Arg 


His 


Arg 


Ala 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Leu 


He 


Trp Tyr Gly 










245 










250 










255 




Ser 


Thr 


He 


Phe 


Leu 


His 


Val 


Arg 


Thr 


Ser 


Val 


Glu 


Ser 


Ser 


Leu 


Asp 








260 










265 










270 






Leu 


Thr 


Lys 


Ala 


He 


Thr 


Val 


Leu 


Asn 


Thr 


He 


Val 


Thr 


Pro 


Val 


Leu 
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275 280 285 

Asn Pro Phe lie Tyr Thr Leu Arg Asn Lys Asp Val Lys Glu Ala Leu 

290 295 300 

Arg Arg Thr Val Lys Gly Lys 
305 310 

<210> 2689 
<211> 317 
<212> PRT 

<213> Unknown <F12 (RATOLFPROG OLF2 P23268 M64381 D23701) Buck-L 91) 
<400>2689 

Met Glu Ser Gly Asn Ser Thr Arg Arg Phe Ser Ser Phe Phe Leu Leu 

15 10 15 

Gly Phe Thr Glu Asn Pro Gin Leu His Phe Leu lie Phe Ala Leu Phe 

20 25 30 

Leu Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu lie lie Met 

35 40 45 

Ala He He Thr Gin Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ala Asn Leu Ser Phe Val Asp lie Cys Phe Thr Ser Thr Thr He Pro 
65 70 75 80 

Lys Met Leu Val Asn He Tyr Thr Gin Ser Lys Ser He Thr Tyr Glu 

85 90 95 

Asp Cys He Ser Gin Met Cys Val Phe Leu Val Phe Ala Glu Leu Gly 

100 105 110 

Asn Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Arg Cys 

115 120 125 

His Pro Leu Cys Tyr Thr Val He Val Asn His Arg Leu Cys He Leu 

130 135 140 

Leu Leu Leu Leu Ser Trp Val He Ser He Phe His Ala Phe He Gin 
145 150 155 160 

Ser Leu He Val Leu Gin Leu Thr Phe Cys Gly Asp Val Lys He Pro 

165 170 175 

His Phe Phe Cys Glu Leu Asn Gin Leu Ser Gin Leu Thr Cys Ser Asp 

180 185 190 

Asn Phe Pro Ser His Leu He Met Asn Leu Val Pro Val Met Leu Ala 

195 200 205 

Ala He Ser Phe Ser Gly He Leu Tyr Ser Tyr Phe Lys He Val Ser 

210 215 220 

Ser He His Ser He Ser Thr Val Gin Gly Lys Tyr Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Ala Ser His Leu Ser He Val Ser Leu Phe Tyr Ser Thr Gly 

245 250 255 

Leu Gly Val Tyr Val Ser Ser Ala Val Val Gin Ser Ser His Ser Ala 

260 265 270 

Ala Ser Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro 

275 280 285 

Phe He Tyr Ser Leu Arg Asn Lys Asp Val Lys Arg Ala Leu Glu Arg 

290 295 300 

Leu Leu Glu Gly Asn Cys Lys Val His His Trp Thr Gly 
305 310 315 

<210> 2690 
<211> 310 
<212> PRT 

<213> Unknown (13 (RATOLFPROK OLF0 P23269 M64385 RNOLFP08 E23701) Buck-L 91) 
<400>2690 

Met Asn Asn Gin Thr Phe He Thr Gin Phe Leu Leu Leu Gly Leu Pro 
15 10 15 
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lie Pro Glu Glu 
20 

Tyr Leu Thr Thr 
35 

Leu Asp Ser Gin 
50 

Ser Phe Ser Asp 
65 

Gin Asn Met Arg 

Ala Gin Thr Tyr 
100 

Leu Val Ala Met 
115 

His Tyr Thr Ser 
130 

Leu Leu Trp Met 
145 

Ala Ala Arg Leu 

Cys Asp Leu Phe 
180 

Asn Glu Leu Met 
195 

Phe Phe Leu lie 
210 

Lys Val Pro Ser 
225 

Ser His Leu Ser 

Tyr Leu Cys Pro 
260 

Ala Met Met Tyr 
275 

Ser Leu Arg Asn 
290 

Ser Met Lys lie 
305 



His Gin His Leu 

lie Leu Gly Asn 
40 

Leu His Thr Pro 
55 

Leu Cys Phe Ser 
70 

Ser Gin Asp Thr 
85 

Phe Phe Met Val 

Ala Tyr Asp Arg 
120 

lie Met Ser Pro 
135 

Leu Thr Thr Ser 
150 

Ser Phe Cys Glu 
165 

Val Leu Leu Lys 

lie Phe lie Met 
200 

Val Met Ser Tyr 
215 

Thr Gin Gly lie 
230 

Val Val Ser Leu 
245 

Ala Gly Asn Asn 

Thr Val Val Thr 
280 

Arg Asp Met Lys 
295 

Thr Leu 
310 



Phe Tyr Ala Leu 
25 

Leu Leu lie lie 

Met Tyr Leu Phe 
60 

Ser Val Thr Met 
75 

Ser He Pro Tyr 
90 

Phe Gly Asp Met 
105 

Tyr Val Ala He 

Lys Leu Cys Thr 
140 

His Ala Met Met 
155 

Asn Asn Val Val 
170 

Leu Ala Cys Ser 
185 

Ser Thr Leu Leu 

Ala Arg He He 
220 

Cys Lys Val Phe 
235 

Phe Tyr Gly Thr 
250 

Ser Thr Val Lys 
265 

Pro Met Leu Asn 

Arg Ala Leu He 
300 



Phe Leu Val Met 
30 

Val Leu Val Gin 
45 

Leu Ser Asn Leu 

Pro Lys Leu Leu 
80 

Gly Gly Cys Leu 
95 

Glu Ser Phe Leu 
110 

Cys Phe Pro Leu 
125 

Cys Leu Val Leu 

His Thr Leu Leu 
160 

Leu Asn Phe Phe 
175 

Asp Thr Tyr He 
190 

He He He Pro 
205 

Ser Ser He Leu 

Ser Thr Cys Gly 
240 

He He Gly Leu 
255 

Glu Met Val Met 
270 

Pro Phe He Tyr 
285 

Arg Val He Cys 



<210> 2691 
<211> 312 
<212> PRT 

<213> Unknown (18 (RATOLFPROM M64387 RNOLFP09) Buck-L 91) 
<400>2691 

Met Asn Asn Lys Thr Val He Thr His Phe Leu Leu Leu Gly Leu Pro 

15 10 15 

He Pro Pro Glu His Gin Gin Leu Phe Phe Ala Leu Phe Leu lie Met 

20 25 30 

Tyr Leu Thr Thr Phe Leu Gly Asn Leu Leu He Val Val Leu Val Gin 

35 40 45 

Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser Asn Leu 

50 55 60 

Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Leu Lys Leu Leu 
65 70 75 80 

Gin Asn He Gin Ser Gin Val Pro Ser He Ser Tyr Ala Gly Cys Leu 

85 90 95 

Thr Gin He Phe Phe Phe Leu Leu Phe Gly Tyr Leu Gly Asn Phe Leu 

100 105 110 

Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Leu 
115 120 125 
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130 










135 










140 










Val 


Phe 




lie 


Met 


Thr 


Ser 


Ser 
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<213> Unknown (115 (RATOLFPROR A37286 M64391 RNOLFP16) Buck-L 91) 
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195 200 205 

Gly Val Val Ala Ala Ser Cys Phe Leu Leu lie Leu Leu Ser Tyr Ala 

210 215 220 

Asn lie Val His Ala He Leu Lys He Arg Thr Ala Asp Gly Arg Arg 
225 230 235 240 

Arg Ala Phe Ser Thr Cys Gly Ser His Leu Thr Val Val Thr Val Tyr 

245 250 255 

Tyr Val Pro Cys He Phe He Tyr Leu Arg Ala Gly Ser Lys Ser Ser 

260 265 270 

Phe Asp Gly Ala Val Ala Val Phe Tyr Thr Val Val Thr Pro Leu Leu 

275 280 285 

Asn Pro Leu He Tyr Thr Leu Arg Asn Gin Glu Val Asn Ser Ala Leu 

250 295 300 

Lys Arg Leu Arg Ala Gly Arg Gly Asn Val Gly Gly Asp Lys 
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<213> Unknown (TB567 (RNU50948 1256391) Thomas-MB 96) 
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Met Thr Gin Arg Asn Ala Thr Glu Val Thr Asp Phe Tyr Leu Leu Gly 

15 10 15 

Phe Gly Val Gin Gin Asn Thr Gin Cys Val Leu Phe He Val Phe Phe 

20 25 30 

Val He Tyr Val Thr Ser Met Val Gly Asn Thr Gly Met He Leu Leu 
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He Asn Thr Asn Ser Arg Leu Gin Thr Pro Met Tyr Phe Phe Leu Gin 

50 55 60 

Asn Leu Ala Phe Val Asp He Cys Tyr Thr Ser Ala He Thr Pro Lys 
65 70 75 80 

Met Leu Gin Ser Phe Met Val Glu Asp Cys Ser He Ser Tyr Thr Gly 

85 90 95 

Cys Val He Gin Leu Leu Val Tyr Ala Thr Phe Ala Thr Ser Asp Cys 

100 105 110 

Tyr Leu Leu Ala Val Met Ala Val Asp Arg Tyr Val Ala He Cys Lys 

115 120 125 

Pro Leu Arg Tyr Pro He He Met Ser Arg Gin Val Cys Leu Leu Leu 

130 135 140 

Val Ala Leu Ser Tyr Leu Met Gly Ser He Asn Ser Ser Val His Thr 
145 150 155 160 

Gly Phe Thr Phe Ser Leu Ser Tyr Cys Asn Ser Lys Asn He Asn His 
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Phe Phe Cys Asp Val Val Pro He He Ser Leu Ser Cys Ser Asn Thr 

180 185 190 

Asp He Asn He Met Leu Leu He Val Phe Val Gly Phe Asn Leu Thr 
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Phe Thr Val Leu Val He He Phe Ser Tyr He Tyr He Met Ala Ala 
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He Leu Lys Met Ser Ser Thr Ala Gly Arg Lys Lys Thr Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Ala Val Thr lie Phe Tyr Gly Thr Leu Ser 
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Tyr Met Tyr Leu Gin Pro His Ser Asp Asn Ser Glu Glu Asn Met Lys 
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Val Ala Ser Val Phe Tyr Gly He Val He Pro Met Leu Asn Pro Leu 
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He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Gly Phe Lys Ala Met 
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Ser Arg Arg Phe Leu Arg Met Lys Ser Asn Pro 
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50 55 60 

Ser Phe Ala Asp Met Gly Leu lie Ser Ser Thr Val Thr Lys Met Leu 
65 70 75 80 

Phe Asn Val Gin Thr Gin Cys His Thr lie Ser Tyr Thr Gly Cys Leu 
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Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His Pro Leu 
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His Tyr Ser Thr lie Met Asn Ala Arg lie Cys Val Leu Met Leu lie 
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Leu Cys Trp lie Leu Thr Asn Val Val Ala Leu Thr His Thr Leu Leu 
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Met Ala Arg Leu Ser Phe Cys Val Val Gly Glu lie Ala His Phe Phe 
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Cys Asp Val Thr Ser Val Met Lys Leu Ser Cys Ser Asp Thr His Val 
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Asn Glu Leu Val Leu Ser Gly Phe Gly Gly Thr Val Leu Met Val Pro 
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Phe Val Ser lie Val He Ser Tyr Val His He Val Phe Ala Val Leu 
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225 230 235 240 

Ser His Leu Cys Val Val Cys Val Phe Tyr Gly Thr Leu Phe Ser Val 

245 250 255 

Tyr Leu Phe Pro Ser Ser Val Glu Thr Thr Glu Lys Asp Val Ala Ala 

260 265 270 

Ala Ala Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe He Tyr 

275 280 285 

Ser Leu Arg Asn Lys Asp He Lys Gly Ala Leu Lys Arg Leu Leu Ser 

290 295 300 

His Arg Arg He Leu Ser Ser 
305 310 

<210> 2699 
<211> 312 
<212> PRT 

<213> Unknown (OR12 (423700 S29708) Raming-K 93) 
<400>2699 

Met He Met Asn Asn Gin Thr Val He Ser Gin Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro He Pro Pro Glu His Trp His Leu Phe Tyr Thr Leu Leu Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr He Leu Gly Asn Leu He He He He Leu 
35 40 45 
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<210> 2700 
<211> 304 
<212> PRT 

<213> Unknown (OR14 (423701) Raming-K 93) 



<400>2700 
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Phe Cys Ala Asp Asn Leu Val Asn His Phe Met Cys Asp He Leu Pro 

165 170 175 

Leu Leu Glu Leu Ser Cys Asn Ser Thr Phe He Asn Glu Leu Val Val 

180 185 190 

Phe He Val Val Ala He Asp He Ala Val Pro He Val Ser He Phe 

195 200 205 

He Ser Tyr Ala Leu He Leu Ser Ser He Leu Arg Met His Ser Thr 

210 215 220 

Glu Gly Arg Ser Lys Ala Phe Ser Thr Cys Ser Ser His Leu He Val 
225 230 235 240 

Val Cys Leu Leu Phe Gly Ser Gly Ala Phe Met Tyr Leu Lys Leu Pro 

245 250 255 

Ser He Leu Pro Leu Asp Gin Gly Lys Val Ser Ser Leu Phe Tyr Thr 

260 265 270 

He Val Val Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys 

275 280 285 

Asp Val Lys Val Ala Leu Arg Lys Thr Leu Gly Lys He He Leu Ser 
290 295 300 

<210> 2701 
<211> 307 
<212> PRT 

<213> Unknown {0R18 (423702) Raming-K 93) 



<400>2701 
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Asn Ser Glu lie Lys Ser Cys Met Lys Lys Leu Trp Cys Lys Met Leu 

290 295 300 

His Ala Asp 
305 

<210> 2702 
<211> 314 
<212> PRT 

<213> Unknown (OR5 (423703 444281) Raming-K 93) 
<400>2702 

Met Thr Glu Arg Asn Gin Thr Val lie Ser Gin Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro lie Pro Pro Glu His Gin His Val Gly Tyr Ala Leu Phe Leu 

20 25 30 

Ser Met Tyr Leu Thr Thr lie Leu Gly Asn Leu He He He He Leu 

35 40 45 

He Leu Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Pro Tyr Ala Gly 

85 90 95 

Cys Leu Ser Gin He Tyr Phe Phe Leu Phe Phe Gly Asp Leu Gly Asn 

100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Leu His Tyr Met Ser He Met Ser Pro Lys Leu Cys Val Ser Leu 

130 135 140 

Val Val Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Glu Asp Asn Val He Pro His 

165 170 175 

Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala Cys Ser Asp Thr 

180 185 190 

Arg Val Asn Glu Val Val He Phe He Val Val Ser Leu Phe Leu Val 

195 200 205 

Leu Pro Phe Ala Leu He He Met Ser Tyr Val Arg He Val Ser Ser 

210 215 220 

He Leu Lys Val Pro Ser Ser Gin Gly He Tyr Lys Ala Phe Ser Ser 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val He 

245 250 255 

Pro Leu Tyr Leu Cys Pro Ser Ser Asn Asn Ser Thr Val Lys Glu Thr 

260 265 270 

Val Met Ser Leu Met Tyr Thr Leu Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp He Lys Gly Ala Met Glu He He 

290 295 300 

Phe Cys Lys Arg Lys He Gin Leu Asn Leu 
305 310 

<210> 2703 
<211> 305 
<212> PRT 

<213> Unknown (OR37 (423699 S29711 265086) Raming-K 93) 
<400>2703 

Leu Leu Leu Gly Leu Ser Gly Tyr Pro Lys Thr Glu He Leu Tyr Phe 

15 10 15 

Val He Val Leu Val Met Tyr Leu Val He His Thr Gly Asn Gly Val 
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290 295 300 



Pro 
305 



<210> 2704 
<211> 314 
<212> PRT 

<213> Unknown (RNOLFRECP (1504112) Raming-K 93) 



<400>2704 

Met Thr Glu Arg Asn Gin Thr Val He Ser Gin Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro lie Pro Pro Glu His Gin His Val Phe Tyr Ala Leu Phe Leu 

20 25 30 

Ser Met Tyr Leu Thr Thr Val Leu Gly Asn Leu He He He He Leu 

35 40 45 

He Leu Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Pro Tyr Ala Gly 

85 90 95 

Cys Leu Ser Gin He Tyr Phe Phe Leu Phe Phe Gly Asp Leu Gly Asn 

100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Leu His Tyr Met Ser He Met Ser Pro Lys Leu Cys Val Ser Leu 
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130 135 140 

Val Val Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Glu Asp Asn Val lie Pro His 

165 170 175 

Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala Cys Ser Asp Thr 

180 185 190 

Arg Val Asn Glu Val Val lie Phe lie Val Val Ser Leu Phe Leu Val 

195 200 205 

Leu Pro Phe Ala Leu lie lie Met Ser Tyr Val Arg lie Val Ser Ser 

210 215 220 

lie Leu Lys Val Pro Ser Ser Gin Gly lie Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val lie 

245 250 255 

Gly Leu Tyr Leu Cys Pro Ser Ser Asn Asn Ser Thr Val Lys Glu Thr 

260 265 270 

Val Met Ser Leu Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

lie Tyr Ser Leu Arg Asn Arg Asp lie Lys Gly Ala Met Glu Arg lie 

290 295 300 

Phe Cys Lys Arg Lys lie Gin Leu Asn Leu 
305 310 

<210> 2705 
<211> 314 
<212> PRT 

<213> Unknown (1906335A (444281) Raming-K 93) 
<400>2705 

Met Thr Glu Arg Asn Gin Thr Val lie Ser Gin Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro lie Pro Pro Glu His Gin His Val Phe Tyr Ala Leu Phe Leu 

20 25 30 

Ser Met Tyr Leu Thr Thr lie Leu Gly Asn Leu lie lie lie lie Leu 

35 40 45 

lie Leu Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser lie Pro Tyr «Ala Gly 

85 90 95 

Cys Leu Ser Gin lie Tyr Phe Phe Leu Phe Phe Gly Asp Leu Gly Asn 

100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe 

115 120 125 

Pro Leu His Tyr Met Ser lie Met Ser Pro Lys Leu Cys Val Ser Leu 

130 135 140 

Val Val Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Glu Asp Asn Val lie Pro His 

165 170 175 

Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala Cys Ser Asp Thr 

180 185 190 

Arg Val Asn Glu Val Val lie Phe lie Val Val Ser Leu Phe Leu Val 

195 200 205 

Leu Pro Phe Ala Leu lie lie Met Ser Tyr Val Arg lie Val Ser Ser 

210 215 220 

lie Leu Lys Val Pro Ser Ser Gin Gly lie Tyr Lys Ala Phe Ser Ser 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val He 
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Val 


Met 


Tyr 


Phe 


Val 


130 










135 










140 










Gly Ala 


He 


Ser 


Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly 


He 


Phe 


Phe 


Ser 


Tyr 


145 








150 










155 










160 


Tyr Lys 


He 


Val 


Ser 


Ser 


He 


Leu 


Arg 


Met 


Pro 


Ser 


Pro 


Gly 


Gly 


Lys 






165 










170 










175 




Tyr Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 




















180 










185 

















<210> 2707 
<211> 168 
<212> PRT 

<213> Unknown (PTE03 (544450) Abe-K 93) 
<400>2707 



Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


He 


Asn 


Leu 


Gin 


Lys 


Gin 


Asn 


Lys 


Ala 


1 








5 










10 










15 




He 


Ser 


Tyr 


Ala 
20 


Gly 


Cys 


He 


Thr 


Gin 
25 


Leu 


Ser 


Phe 


Val 


Leu 
30 


Leu 


Phe 


Ala 


Gly Met 


Glu 


Asn 


Phe 


Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 






35 










40 










45 








Val 


Ala 
50 


He 


Cys 


Lys 


Pro 


Leu 

55 


Arg 


Tyr 


Thr 


Ala 


He 
60 


Met 


Lys 


Ala 


His 


Leu 


Cys 


Leu 


Val 


Met 


Thr 


Leu 


Leu 


Ser 


Leu 


Cys 


He 


Ser 


He 


Val 


Asp 


65 










70 










75 










80 


Ala 


Leu 


Leu 


His 


Gly 
85 


Leu 


Met 


He 


Leu 


Arg 
90 


Leu 


Ser 


Phe 


Cys 


Thr 
95 


Phe 


Leu 


Glu 


He 


Pro 
100 


His 


Tyr 


Phe 


Cys 


Glu 
105 


Leu 


Tyr 


Gin 


Val 


He 
110 


Lys 


Leu 
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Ser 


Cys 


Ser Asp Thr 


Leu 


He 


Asn 


Asn 


He 


Leu 


Val 


Tyr 


Thr 


Met 


Thr 






115 






120 










125 








Ser 


Thr 


Leu Gly Gly 


Val 


Pro 


Leu 


Gly 


Gly 


He 


He 


Phe 


Ser 


Tyr 


Phe 




130 






135 










140 










Lys 


lie 


lie Ser Ser 


He 


Leu 


Arg 


Met 


Pro 


Ser 


Ser 


Gly 


Ser 


Arg 


His 


145 






150 










155 










160 


Arg 


Ala 


Phe Ser Thr 


Cys 


Gly 


Ser 



















165 



<210> 2708 
<211> 234 
<212> PRT 

<213> Unknown (PTE33 (544451) Abe-K 93) 



<400>2708 



Met 


Tyr 


Leu 


Phe 


Phe 


Ser 


Asn 


Leu 


Ser 


Phe 


Val 


Asp 


He 


Tyr 


Phe 


He 


1 








5 










10 










15 




Ser 


Gly 


Thr 


He 


Pro 


Lys 


He 


Leu 


Val 


Asn 


Met 


Gin 


Ser 


Lys 


Thr 


Lys 








20 










25 










30 






Asp 


He 


Ser 


Tyr 


He 


Glu 


Cys 


Leu 


Thr 


Gin 


Val 


Tyr 


Phe 


Phe 


Asn 


Thr 






35 










40 










45 








Phe 


Val 


Gly 


Met 


Asp 


Asp 


Val 


Leu 


Arg 


Thr 


Leu 


Met 


Ala 


Tyr 


Asp 


Arg 




50 










55 










60 










Phe 


Val 


Ala 


He 


Cys 


Met 


Pro 


Leu 


Lys 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Pro 


65 










70 










75 










80 


Arg 


Val 


Cys 


Thr 


Leu 


Leu 


Val 


Leu 


Met 


Phe 


Trp 


He 


He 


Met 


Phe 


Cys 










85 










90 










95 




He 


Ser 


Leu 


He 


His 


Val 


Leu 


Leu 


Met 


Asn 


Glu 


Leu 


Asn 


Phe 


Ser 


Arg 








100 










105 










110 






Gly 


Thr 


Lys 


He 


Pro 


His 


Phe 


Phe 


Cys 


Glu 


Leu 


Ala 


Gin 


Val 


Leu 


Lys 






115 










120 










125 








Val 


Ser 


Asn 


Ser 


Asp 


Thr 


His 


He 


Asn 


Asn 


He 


Phe 


Met 


Tyr 


Val 


Leu 




130 










135 










140 










Ser 


Ser 


Leu 


Leu Gly Val 


He 


Pro 


Met 


Thr 


Gly 


He 


Leu 


Met 


Ser 


Tyr 


145 










150 










155 










160 


Ser 


Gin 


He 


Val 


Ser 


Ser 


Leu 


Leu 


Arg 


Met 


Ser 


Ser 


Thr 


Val 


Ser 


Lys 










165 










170 










175 




Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Cys 


Val 


Val 


Cys 


Leu 








180 










185 










190 






Phe 


Tyr 


Gly 


Ser 


Val 


He 


Gly 


Val 


Tyr 


Phe 


Ser 


Ser 


Ser 


Val 


Val 


Leu 






195 










200 










205 








Ser 


Thr 


Gin 


Arg 


He 


Met 


Val 


Ala 


Ser 


Leu 


Met 


Tyr 


Thr 


Val 


He 


Ser 




210 










215 










220 










Pro 


Met 


Phe 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 















225 230 



<210> 2709 
<211> 234 
<212> PRT 

<213> Unknown (PTE38 (544452) Abe-K 93) 



<400>2709 

Met Tyr Leu Phe Phe Ser Asn Leu Ser Phe Asn Asp He Cys He He 

15 10 15 

Thr Thr Thr He Pro Lys Met Leu Met Asn Val Gin Ser His Asp Gin 

20 25 30 

Ser He Thr Tyr Leu Gly Cys Leu Ser Gin Val Tyr Leu He Val Asn 

35 40 45 

Phe Gly Ser He Glu Ser Cys Leu Leu Ala Val Met Ala Tyr Asp Arg 

50 55 60 

Tyr Val Ala He Cys His Pro Leu Lys Tyr Thr Val He Met Asn His 
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65 










70 










75 










80 


Tyr 


Phe 


Cys 


Val 


Met 
85 


Leu 


Leu 


Leu 


Phe 


Ala 
90 


Cys 


Ser 


Leu 


Ala 


Leu 
95 


His 


Met 


Cys 


Leu 


Phe 
100 


His 


He 


Leu 


Met 


Val 
105 


Leu 


He 


Leu 


Thr 

t 


Phe 
110 


Cys 


Thr 


Lys 


Thr 


Glu 
115 


He 


Pro 


His 


Phe 


Phe 
120 


Cys 


Glu 


Leu 


Ala 


His 
125 


He 


He 


Lys 


Leu 


Thr 
130 


Cys 


Ser 


Asp 


Asn 


Phe 
135 


He 


Asn 


Tyr 


Leu 


Leu 
140 


lie 


Tyr 


Thr 


Val 


Ser 


Val 


Leu 


Phe 


Phe 


Gly 


Val 


His 


He 


Val 


Gly 


He 


He 


Leu 


Ser 


Tyr 


145 










150 










155 










160 


He 


Tyr 


Thr 


Val 


Ser 
165 


Ser 


Val 


Leu 


Arg 


Met 
170 


Ser 


Leu 


Leu 


Gly 


Gly 
175 


Met 


Tyr 


Lys 


Ala 


Phe 
180 


Ser 


Thr 


Cys 


Gly 


Ser 
185 


His 


Leu 


Ser 


Val 


Val 
190 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr Gly 


Phe 


Gly 


Val 


His 


He 


Ser 


Ser 


Pro 


Leu 


Thr 


Asp 






195 










200 










205 








Ser 


Pro 
210 


Arg 


Lys 


Thr 


Val 


Val 
215 


Ala 


Ser 


Val 


Met 


Tyr 
220 


Thr 


Val 


Val 


Thr 


Gin 


Met 


His 


Gly 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 















225 230 



<210> 2710 
<211> 234 
<212> PRT 

<213> Unknown { PTE45 (544453) Abe-K 93) 



<400>2710 



Met 


Tyr 


Leu 


Phe 


Phe 


Ser 


Asn 


Leu 


Ser 


Phe 


Ala 


Asp 


He 


Cys 


Leu 


He 


1 








5 










10 










15 




Ser 


Thr 


Thr 


He 


Pro 


Lys 


Met 


Leu 


Ala 


Asn 


Glu 


His 


Leu 


Asn 


His 


Lys 








20 










25 










30 






Ala 


He 


Thr 


Tyr 


Glu 


Gly 


Cys 


He 


Met 


Gin 


He 


Tyr 


Phe 


Phe 


Thr 


Leu 






35 










40 










45 








Phe 


Val 


Gly 


Leu 


Asp 


Asn 


Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 




50 










55 










60 










Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Thr 


Ser 


He 


Met 


Thr 


Pro 


65 










70 










75 










80 


His 


Leu 


Cys 


His 


Ser 


Leu 


Val 


Leu 


Val 


Ser 


Trp 


He 


Thr 


Ser 


Val 


Leu 










85 










90 










95 




Asn 


Ser 


Ser 


Leu 


Gin 


Ser 


Phe 


Leu 


Val 


Leu 


Gin 


Leu 


Ser 


Phe 


Cys 


Thr 








100 










105 










110 






Glu 


Val 


Glu 


He 


Pro 


His 


Phe 


Phe 


Cys 


Glu 


Leu 


Ser 


Met 


Leu 


Val 


His 






115 










120 










125 








Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Phe 


Leu 


Ser 


Asp 


Met 


Ala 


Met 


Asn 


Val 


Leu 




130 










135 










140 










Ala 


Ala 


Leu 


Leu Gly Gly 


Gly 


Cys 


Leu 


Val 


Gly 


He 


Leu 


Tyr 


Ser 


Tyr 


145 










150 










155 










160 


Ser 


Lys 


He 


Val 


Ser 


Ser 


He 


Gin 


Ala 


He 


Ser 


Ser 


Ala 


Glu 


Gly 


Lys 










165 










170 










175 




Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Val 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 








180 










185 










190 






Phe 


Tyr 


Cys 


Thr 


Leu 


Leu 


Gly 


Val 


Tyr 


Leu 


Ser 


Ser 


Ala 


Val 


Thr 


Gin 






195 










200 










205 








Asn 


Ser 


His 


Ser 


Thr 


Ala 


Ala 


Thr 


Ser 


Leu 


Met 


Tyr 


Thr 


Val 


Val 


Thr 




210 










215 










220 










Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Phe 


Phe 















225 230 



<210> 2711 
<211> 232 
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<212> PRT 

<213> Unknown ( PTES 8 (544454) Abe-K 93) 
<400>2711 

Leu Leu Met Cys Asn Leu Cys Phe Ala Asp He Cys Phe Thr Ser Ala 

15 10 15 

Ser He Pro Thr Asn Leu Val Asn He Gin Thr Lys Asn Lys Val He 

20 25 30 

Thr Tyr Glu Gly Cys He Ser Gin Val Tyr Phe Phe He Leu Phe Gly 

35 40 45 

Val Leu Asp Asn Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val 

50 55 60 

Ala He Cys His Pro Leu His Tyr Thr Val He Met Asn Arg Arg Leu 
65 70 75 80 

Cys Gly Leu Leu Val Leu Gly Ser Trp Val Thr Thr Ala Leu Asn Ser 

85 90 95 

Leu Leu Gin Ser Ser Met Ala Leu Arg Leu Ser Phe Cys Thr Asp Leu 

100 105 110 

Lys He Pro His Phe Val Cys Glu Leu Asn Gin Leu Val Leu Leu Ala 

115 120 125 

Cys Asn Asp Thr Phe Pro Asn Asp Met Val Met Tyr Phe Ala Ala Val 

130 135 140 

Leu Leu Gly Gly Gly Pro Leu Ala Gly He Leu Tyr Ser Tyr Ser Lys 
145 150 155 160 

He Val Ser Ser He Arg Ala He Ser Ser Ser Gin Gly Lys Tyr Lys 

165 170 ' 175 

Ala Phe Ser Thr Cys Ala Ser His Leu Ser Val Val Ser Leu Phe Tyr 

180 185 190 

Ser Thr Leu Leu Gly Val Tyr Leu Ser Ser Ser Phe Thr Gin Asn Ser 

195 200 205 

His Ser Thr Ala Arg Ala Ser Val Met Tyr Ser Val Val Thr Pro Met 

210 215 220 

Leu Asn Pro Phe He Tyr Phe Phe 
225 230 

<210> 2712 
<211> 312 
<212> PRT 

<213> Unknown ( RATGUST2 7 (D12820 P34987 A46750) Abe-K 93) 



<400>2712 


























Met 


He 


Leu 


Asn 


Cys 


Asn 


Pro 


Phe 


Ser 


Gly Leu 


Phe 


Leu 


Ser 


Met 


Tyr 


1 








5 










10 








15 




Leu 


Val 


Thr 


Val 
20 


Leu 


Gly 


Asn 


Leu 


Leu 
25 


He He 


Leu 


Ala 


Val 
30 


Ser 


Ser 


Asn 


Ser 


His 
35 


Leu 


His 


Asn 


Leu 


Met 
40 


Tyr 


Phe Phe 


Leu 


Ser 
45 


Asn 


Leu 


Ser 


Phe 


Val 
50 


Asp 


He 


Cys 


Phe 


He 
55 


Ser 


Thr 


Thr He 


Pro 
60 


Lys 


Met 


Leu 


Val 


Asn 


He 


His 


Ser 


Gin 


Thr 


Lys 


Asp 


He 


Ser Tyr 


He 


Glu 


Cys 


Leu 


Ser 


65 










70 








75 








80 


Gin 


Val 


Tyr 


Phe 


Leu 
85 


Thr 


Thr 


Phe 


Gly 


Gly Met 
90 


Asp 


Asn 


Phe 


Leu 
95 


Leu 


Thr 


Leu 


Met 


Ala 
100 


Cys 


Asp 


Arg 


Tyr 


Val 
105 


Ala He 


Cys 


His 


Pro 
110 


Leu 


Asn 


Tyr 


Thr 


Val 
115 


He 


Met 


Asn 


Leu 


Gin 
120 


Leu 


Cys Ala 


Leu 


Leu 
125 


He 


Leu 


Met 


Phe 


Trp 
130 


Leu 


He 


Met 


Phe 


Cys 
135 


Val 


Ser 


Leu He 


His 
140 


Val 


Leu 


Leu 


Met 


Asn 


Glu 


Leu 


Asn 


Phe 


Ser 


Arg 


Gly 


Thr 


Glu He 


Pro 


His 


Phe 


Phe 


Cys 


145 










150 








155 










160 
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Glu 


Leu 


Ala 


Gin 


Val 
165 


Leu 


Lys 


Val 


Ala 


Asn 
170 


Ser 


Asp 


Thr 


His 


He 
175 


Asn 


Asn 


Val 


Phe 


Met 
180 


Tyr 


Val 


Val 


Thr 


Ser 
185 


Leu 


Leu 


Gly 


Leu 


He 
190 


Pro 


Met 


Thr 


Gly 


He 


Leu 


Met 


Ser 


Tyr 


Ser 


Gin 


He 


Ala 


Ser 


Ser 


Leu 


Leu 


Lys 




195 










200 










205 








Met 


Ser 
210 


Ser 


Ser 


Val 


Ser 


Lys 
215 


Tyr 


Lys 


Ala 


Phe 


Ser 
220 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Cys 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Ser 


Ala 


Thr 


He 


Val 


Tyr 


225 








230 










235 










240 


Phe 


Cys 


Ser 


Ser 


Val 
245 


Leu 


His 


Ser 


Thr 


His 
250 


Lys 


Lys 


Met 


He 


Ala 
255 


Ser 


Leu 


Met 


Tyr 


Thr 


Val 


He 


Ser 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 






260 










265 










270 






Leu 


Arg 


Asn 
275 


Lys 


Asp 


Val 


Lys 


Gly 
280 


Ala 


Leu 


Gly 


Lys 


Leu 
285 


Phe 


He 


Arg 


Val 


Ala 
290 


Ser 


Cys 


Pro 


Leu 


Trp 
295 


Ser 


Lys 


Asp 


Phe 


Arg 
300 


Pro 


Lys 


Phe 


He 


Leu 


Lys 


Pro 


Glu 


Arg 


Gin 


Ser 


Leu 


















305 










310 























<210> 2713 
<211> 222 
<212> PRT 

<213> Unknown (K7 (MUSODORECA L14566 293754 464305 C40745) Ressler-KJ 93) 
<400>2713 

Phe Phe Leu Ser His Leu Ala He Val Asp He Ala Tyr Ala Cys Asn 

1 5 10 15 

Thr Val Pro Gin Met Leu Val Asn Leu Leu Asp Pro Val Lys Pro He 

20 25 30 

Ser Tyr Ala Gly Cys Met Thr Gin Thr Phe Leu Phe Leu Thr Phe Ala 

3 5 40 45 

He Thr Glu Cys Leu Leu Leu Val Val Met Ser Tyr Asp Arg Tyr Val 

50 55 60 

Ala He Cys His Pro Leu Arg Tyr Ser Ala He Met Ser Trp Arg Val 
65 70 75 80 

Cys Ser Thr Met Ala Val Thr Ser Trp He He Gly Val Leu Leu Ser 

85 90 95 

Leu He His Leu Val Leu Leu Leu Pro Leu Pro Phe Cys Val Ser Gin 

100 105 HO 

Lys Val Asn His Phe Phe Cys Glu He Thr Ala He Leu Lys Leu Ala 

115 120 125 

Cys Ala Asp Thr His Leu Asn Glu Thr Met Val Leu Ala Gly Ala Val 

130 135 140 

Ser Val Leu Val Gly Pro Phe Ser Ser He Val Val Ser Tyr Ala Cys 
145 150 155 160 

He Leu Gly Ala He Leu Lys He Gin Ser Glu Glu Gly Gin Arg Lys 

165 170 175 

Ala Phe Ser Thr Cys Ser Ser His Leu Cys Val Val Gly Leu Phe Tyr 

180 185 190 

Gly Thr Ala He Val Met Tyr Val Gly Pro Arg His Gly Ser Pro Lys 

195 200 205 

Glu Gin Lys Lys Tyr Leu Leu Leu Phe His Ser Leu Phe Asn 
210 215 220 

<210> 2714 
<211> 222 
<212> PRT 

<213> Unknown (M50 (MUSODORECB L14567 293756 P34986 OLF5) Buck 93) 
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<400>2714 

Tyr Phe Leu Ser Thr Met Ser Phe Leu Glu Ala Trp Tyr lie Ser Val 

15 10 15 

Thr Val Pro Lys Met Leu Ala Gly Phe Leu Phe His Pro Asn Thr lie 

20 25 30 

Ser Phe Leu Gly Cys Met Thr Gin Leu Tyr Phe Phe Met Ser Leu Ala 

35 40 45 

Cys Thr Glu Cys Val Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val 

50 55 60 

Ala He Cys Trp Pro Leu Arg Tyr Pro Val Met Met Thr Thr Gly Phe 
65 70 75 80 

Cys Val Gin Leu Thr He Ser Ser Trp Val Ser Gly Phe Thr He Ser 

85 90 95 

Met Ala Lys Val Tyr Phe Leu Ser Arg Val Ala Phe Cys Gly Asn Asn 

100 105 HO 

Val Leu Asn His Phe Phe Cys Asp Val Ser Pro He Leu Lys Leu Ala 

115 120 125 

Cys Met Asn Leu Ser Met Ala Glu Thr Val Asp Phe Ala Leu Ala He 

130 135 140 

Val He Leu He Phe Pro Leu Ser Ala Thr Val Leu Ser Tyr Gly Phe 
145 150 155 " 160 

He Val Ser Thr Val Leu Gin He Pro Ser Ala Thr Gly Gin Arg Lys 

165 170 175 

Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val Val He Phe Tyr 

180 185 190 

Thr Aia Val He Phe Met Tyr Val Arg Pro Arg Ala He Ala Ser Phe 

195 200 205 

Asn Ser Asn Lys Leu He Ser Ala He Tyr Ala Val Phe Thr 
210 215 220 

<210> 2715 
<211> 161 
<212> PRT 

<213> Unknown (K18 (MUSODORECC L14568 293758 B40745) Buck 93) 
<400>2715 

Arg Tyr Val Ala He Cys Lys Pro Leu Thr Tyr Lys Val He Met Ser 

1 5 10 15 

Pro Lys He Cys Cys Leu Leu He Phe Ser Ser Tyr Leu Met Gly Phe 

20 25 30 

Ala Ser Ala Met Ala His Thr Gly Cys Met He Arg Leu Ser Phe Cys 

35 40 45 

Asp Ser Asn He He Asn His Tyr Met Cys Asp He Phe Pro Leu Leu 

50 55 60 

Pro Leu Ser Cys Ser Ser Thr Tyr Val Asn Glu Leu Met Ser Ser Val 
65 70 75 80 

Val Val Gly Ser Ala He He Leu Cys Cys Leu He He Leu He Ser 

85 90 95 

Tyr Ala Met He Leu Phe Asn He He His Met Ser Ser Gly Lys Gly 

100 105 HO 

Trp Ser Lys Ala Leu Gly Thr Cys Gly Ser His He He Thr Val Ser 

115 120 125 

Leu Phe Tyr Gly Ser Gly Leu Leu Ala Tyr Val Lys Pro Ser Ser Ala 

130 135 140 

Lys Thr Val Gly Gin Gly Lys Phe Phe Ser Val Phe Tyr Thr Leu Leu 
145 150 155 160 

Val 



<210> 2716 
<211> 222 
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<212> PRT 

<213> Unknown (K4 (MUSODORECD L14569 293760 464303 OLF4 P34983) Ressler-KJ 
93) 



<400>2716 



Tyr 


Phe 


Leu 


Ser 


Ser 


Leu 


Ser 


Phe 


He 


Asp 


Phe 


Cys 


Gin 


Ser 


Thr 


Val 


1 








5 










10 










15 




Val 


He 


Pro 


Lys 
20 


Met 


Leu 


Val 


Ser 


Phe 
25 


Leu 


Thr 


Glu 


Met 


Asn 
30 


He 


He 


Ser 


Tyr 


Ser 
35 


Glu 


Cys 


Met 


Ala 


Gin 
40 


Leu 


Tyr 


Phe 


Phe 


Leu 
45 


Thr 


Phe 


Gly 


He 


Ala 
50 


Gly 


Cys 


Tyr 


Thr 


Leu 
55 


Ala 


Ala 


Met 


Ala 


Tyr 
60 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Asn 


Val 


Thr 


Met 


Ser 


Tyr 


Gin 


He 


65 










70 










75 










80 


Tyr 


Ser 


Ser 


Leu 


He 


Ser Gly 


Val 


Tyr 


He 


Phe 


Ala 


Val 


He 


Cys 


Ser 










85 










90 










95 




Ser 


Phe 


Asn 


Thr 
100 


Gly 


Phe 


Met 


Leu 


Arg 
105 


Thr 


Gin 


Phe 


Cys 


Asn 
110 


Leu 


Asp 


Val 


He 


Asn 
115 


His 


Tyr 


Phe 


Cys 


Asp 
120 


Leu 


Leu 


Pro 


Leu 


Leu 
125 


Asn 


Leu 


Ala 


Ser 


Ser 
130 


Asn 


Thr 


Tyr 


He 


Asn 
135 


Glu 


He 


Leu 


He 


Leu 
140 


Phe 


Phe 


Ala 


Thr 


Leu 


Asn 


Ser 


Phe 


Val 


Pro 


Val 


Leu 


Thr 


He 


He 


Thr 


Ser 


Tyr 


He 


Phe 


145 










150 










155 










160 


He 


He 


Val 


Thr 


He 
165 


Leu 


Ser 


He 


His 


Ser 
170 


Arg 


Glu 


Gly 


Lys 


Phe 
175 


Lys 


Ala 


Phe 


Ser 


Thr 
180 


Cys 


Ser 


Thr 


His 


He 
185 


Ser 


Ala 


Val 


Ala 


He 
190 


Phe 


Tyr 


Gly 


Ser 


Gly Ala 


Phe 


Thr 


Tyr 


Leu 


Gin 


Pro 


Ser 


Ser 


Leu 


Asn 


Ser 


Met 






195 










200 










205 








Gly 


Gin 
210 


Ala 


Lys 


Val 


Ser 


Ser 
215 


Val 


Phe 


Tyr 


Thr 


Thr 
220 


Val 


Val 







<210> 2717 
<211> 312 
<212> PRT 

<213> Unknown (olf3 (MUS0R3X OR3 M84005 200154 P23275 A46247) Nef 92) 
<400>2717 

Met Glu Val Asp Ser Asn Ser Ser Ser Gly Thr Phe He Leu Met Gly 

15 10 15 

Val Ser Asp His Pro His Leu Glu He He Phe Phe Ala Val He Leu 

20 25 30 

Ala Ser Tyr Leu Leu Thr Leu Val Gly Asn Leu Thr He He Leu Leu 

35 40 45 

Ser Arg Leu Asp Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Ser Leu Asp Leu Ala Phe Thr Thr Ser Ser Val Pro Gin 
65 70 75 80 

Met Leu Lys Asn Leu Trp Gly Pro Asp Lys Thr He Ser Tyr Gly Gly 

85 90 95 

Cys Val Thr Gin Leu Tyr Val Phe Leu Trp Leu Gly Ala Thr Glu Cys 

100 105 110 

He Leu Leu Val Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Arg 

115 120 125 

Pro Leu His Tyr Met Thr Val Met Asn Pro Arg Leu Cys Trp Gly Leu 

130 135 140 

Ala Ala He Ser Trp Leu Gly Gly Leu Gly Asn Ser Val He Gin Ser 
145 150 155 160 

Thr Phe Thr Leu Gin Leu Pro Phe Cys Gly His Arg Lys Val Asp Asn 
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165 170 175 

Phe Leu Cys Glu Val Pro Ala Met lie Lys Leu Ala Cys Gly Asp Thr 

180 185 190 

Ser Leu Asn Glu Ala Val Leu Asn Gly Val Cys Thr Phe Phe Thr Val 

195 200 205 

Val Pro Val Ser Val lie Leu Val Ser Tyr Cys Phe lie Ala Gin Ala 

210 215 220 

Val Met Lys lie Arg Ser Val Glu Gly Arg Arg Lys Ala Phe Asn Thr 
225 230 235 240 

Cys Val Ser His Leu Val Val Val Phe Leu Phe Tyr Gly Ser Ala lie 

245 250 255 

Tyr Gly Tyr Leu Leu Pro Ala Lys Ser Ser Asn Gin Ser Gin Gly Lys 

260 265 270 

Phe lie Ser Leu Phe Tyr Ser Val Val Thr Pro Met Val Asn Pro Leu 

275 280 285 

lie Tyr Thr Leu Arg Asn Lys Glu Val Lys Gly Ala Leu Gly Arg Leu 

290 295 300 

Leu Gly Lys Gly Arg Gly Ala Ser 
305 310 

<210> 2718 
<211> 309 
<212> PRT 

<213> Unknown (MMOR23 (X92969)) 
<400>2718 

Met Gin Arg Asn Asn Phe Thr Glu Val He Glu Phe Val Phe Leu Gly 

1 5 10 15 

Phe Ser Ser Phe Gly Lys His Gin He Thr Leu Phe Val Val Phe Leu 

20 25 30 

Thr He Tyr He Leu Thr Leu Ala Gly Asn He He He Val Thr He 

35 40 45 

Thr His He Asp His His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Met Leu Ala Ser Ser Glu Thr Val Tyr Thr Leu Val He Val Pro Arg 
65 70 75 80 

Met Leu Ser Ser Leu He Phe Tyr Asn Leu Pro He Ser Leu Ala Gly 

85 90 95 

Cys Ala Thr Gin Met Phe Phe Phe Val Thr Leu Ala Thr Asn Asn Cys 

100 105 110 

Phe Leu Leu Thr Ala Met Gly Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Arg Tyr Thr He He Met Ser Lys Gly Met Cys Ala Leu Leu 

130 135 140 

Val Cys Gly Ser Leu Gly Thr Gly Leu Val Met Ala Val Leu His Val 
145 150 155 160 

Pro Ala Met Phe His Leu Pro Phe Cys Gly Thr Val Val Glu His Phe 

165 170 175 

Phe Cys Asp He Tyr Pro Val Met Lys Leu Ser Cys Val Asp Thr Thr 

180 185 190 

Val Asn Glu He He Asn Tyr Gly Val Ser Ser Phe Val He Leu Val 

195 200 205 

Pro He Gly Leu He Phe He Ser Tyr Val Leu He Val Ser Ser He 

210 215 220 

Leu Lys He Val Ser Thr Glu Gly Gin Lys Lys Ala Phe Ala Thr Cys 
225 230 235 240 

Ala Ser His Leu Thr Val Val He Val His Tyr Gly Cys Ala Ser He 

245 250 255 

Ala Tyr Leu Lys Pro Lys Ser Glu Ser Ser Val Glu Lys Asp Leu Leu 

260 265 270 

Leu Ser Val Thr Tyr Thr He He Thr Pro Leu Leu Asn Pro Val Val 
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275 280 285 

Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Leu Cys Arg Ala Val 

290 295 300 

Gly Arg Asn Thr Ser 
305 

<210> 2719 
<211> 332 
<212> PRT 

<213> Unknown ( GGCOR2 GEN ) 
<400>2719 

Met Leu Val Leu Cys Phe Ser Ala Ser Leu Leu Ser Asn Cys Asn Cys 

15 10 15 

Val Val Met Met Ala Lys Gly Asn His Ser Ser lie Thr Glu Phe Val 

20 25 30 

Leu Leu Gly Phe Ser Glu Lys Arg Ala lie Gin Ala Val Leu Phe Met 

35 40 45 

Gly Phe Leu Leu lie Tyr Leu lie Thr Leu Leu Gly Asn Val Gly Met 

50 55 60 

lie Thr Leu lie Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe 
65 70 75 80 

Phe Leu Ser Ser Leu Ser Phe Leu Asp lie Cys Tyr Ser Ser Thr lie 

85 90 95 

Thr Pro Arg Val Leu Ser Asp Leu Pro Ala Ser Gin Lys Val lie Ser 

100 105 110 

His Ser Ala Cys Leu Ala Gin Phe Tyr Phe Tyr Ala Val Phe Ala Thr 

115 120 125 

Thr Glu Cys Tyr Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala 

130 135 140 

lie Cys Ser Pro Leu Leu Tyr Val Phe Ser Met Ser Ser Arg Val Cys 
145 150 155 160 

Val Leu Leu Val Ala Gly Ser Tyr Leu Val Gly Val Val Asn Ala Thr 

165 170 175 

lie His Thr Gly Leu Ala Leu Gin Leu Ser Phe Cys Gly Pro Asn lie 

180 185 190 

He Asn His Phe Tyr Cys Asp Gly Pro Pro Leu Tyr Ala He Ser Cys 

195 200 205 

Thr Asp Pro Thr Thr Asn Glu He Ala He Phe Leu Val Val Gly Phe 

210 215 220 

Asn Met Leu He Thr Ser Val Thr He Phe He Ser Tyr Thr Tyr He 
225 230 235 240 

Leu Phe Ala Val Leu Arg Met His Thr Ala Ala Gly Lys Arg Lys Thr 

245 250 255 

Phe Ser Thr Cys Ala Ser His Leu Ala Thr Val Thr Leu Phe Tyr Ala 

260 265 270 

Ser Ala Gly Ser Met Tyr Ser Arg Pro Ser Ser Arg His Ser Gin Asp 

275 280 285 

Leu Asp Lys Val Ala Ser Val Phe Tyr Thr Met Val Thr Pro Met Leu 

290 295 300 

Asn Pro Leu He Tyr Ser Leu Arg Asn Gin Glu Val Lys Asp Val Leu 
305 310 315 320 

Gly Lys Val Met Gly Arg Lys Ser Val Ser Asp Lys 
325 330 

<210> 2720 
<211> 312 
<212> PRT 

<213> Unknown ( GGCOR3 GEN ) 

9 : " 

<400>2720 
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Met Ala Leu Gly Asn Cys Thr Thr Pro Thr Thr Phe lie Leu Ser Gly 

1 5 10 15 

Leu Thr Asp Asn Pro Arg Leu Gin Met Pro Leu Phe Met Val Phe Leu 

20 25 30 

Val lie Tyr Thr Thr Thr Leu Leu Thr Asn Leu Gly Leu lie Ala Leu 

35 40 "* 45 

lie Ser Val Asp Leu His Leu Gin Thr Pro Met Tyr lie Phe Leu Gin 

50 55 60 

Asn Leu Ser Phe Thr Asp Ala Ala Tyr Ser Thr Val He Thr Pro Lys 
65 70 75 80 

Met Leu Ala Thr Phe Leu Glu Glu Arg Lys Thr He Ser Tyr Val Gly 

85 90 95 

Cys He Leu Gin Tyr Phe Ser Phe Val Leu Leu Thr Thr Ser Glu Cys 

100 105 HO 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 

115 120 125 

Pro Leu Leu Tyr Pro Ser He Met Thr Lys Ala Val Cys Trp Arg Leu 

130 135 140 

Val Lys Gly Leu Tyr Phe Leu Ala Phe Leu Asn Ser Leu Val His Thr 
145 150 155 160 

Ser Gly Leu Leu Lys Leu Ser Phe Cys Ser Ser Asn Val Val Asn His 

165 170 175 

Phe Phe Cys Asp Asn Ser Pro Leu Phe Gin He Ser Ser Ser Ser Thr 

180 185 190 

Thr Leu Asn Glu Leu Leu Val He He Phe Gly Ser Leu Phe Val Met 

195 200 205 

Ser Ser He He Thr He Leu He Ser Tyr Val Phe He He Leu Thr 

210 215 220 

Val Val Arg lie Arg Ser Lys Asp Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Thr Ser His Leu Met Ala Val Ser Leu Phe His Gly Thr Val He 

245 250 255 

Phe Met Tyr Leu Arg Ser Val Lys Leu Phe Ser Leu Asp Thr Asp Lys 

260 265 270 

He Ala Ser Leu Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Trp Arg Asn Lys Glu Val Lys Asp Ala Leu Arg Arg Leu 

290 295 300 

Thr Ala Thr Ser He Trp Leu His 
305 310 



<210> 2721 
<211> 312 
<212> PRT 

<213> Unknown (GGCOR4GEN) 



<400>2721 



Met 


Ala 


Glu 


Gly 


Asn 


His 


Thr 


Leu 


Ala 


Ser 


Glu 


Phe 


He 


Leu 


Val 


Gly 


1 








5 










10 










15 


Leu 


Ser 


Asp 


His 


Pro Lys 


Met 


Lys 


Ala 


Ala 


Leu 


Phe 


Val 


Val 


Phe 


Leu 








20 










25 










30 






Leu 


He 


Tyr 


Val 


He 


Thr 


Phe 


Gin 


Gly Asn 


Leu 


Gly 


He 


He 


He 


Leu 






35 










40 










45 








He 


Gin 


Gly 


Asp 


Pro 


Arg 


Leu 


His 


Thr 


Ser 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 










60 










Ser 


Leu 


Ser 


Val 


Val 


Asp 


He 


Cys 


Phe 


Ser 


Ser 


Val 


He 


Ala 


Pro 


Arg 


65 










70 










75 










80 


Thr 


Leu 


Val 


Asn 


Phe 


Leu 


Ser 


Glu 


Arg 


Arg 


Thr 


He 


Ser 


Phe 


Thr 


Gly 










85 










90 










95 


Cys 


Thr 


Gly 


Gin 


Thr 


Phe 


Phe 


Tyr 


He 


Val 


Phe 


Val 


Thr 


Thr 


Glu 


cys 








100 










105 










110 
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Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Ser Thr He Met Thr Arg Arg Gin Cys Met Gin Leu 

130 135 140 

Val Val Gly Ser Tyr He Gly Gly He Leu Asn Ala He He Gin Thr 
145 150 155 160 

Thr Phe He He Arg Leu Pro Phe Cys Gly Ser Asn He He Asn His 

165 170 175 

Phe Phe Cys Asp Val Pro Pro Leu Leu Ala Leu Ser Leu Ala Ser Thr 

180 185 190 

Tyr He Ser Glu Met He Leu Phe Ser Leu Ala Gly He He Glu Leu 

195 200 205 

Ser Thr Val Thr Ser He Leu Val Ser Tyr He Phe He Ser Cys Ala 

210 215 220 

He Leu Arg He Arg Ser Ala Glu Gly Arg Gin Lys Ala Leu Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Ala Val Thr Leu Leu Tyr Gly Thr Thr He 

245 250 255 

Phe Thr Tyr Leu Arg Pro Ser Ser Ser Tyr Ser Leu Asn Thr Asp Lys 

260 265 270 

Val Val Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Gin Glu Val Lys Gly Ala Leu Ser Arg Val 

290 295 300 

Val Glu Arg He Thr Val Arg Val 
305 310 



<210> 2722 
<211> 318 
<212> PRT 

<213> Unknown (GGCOR1) 



<400>2722 



Met 


Ala 


Ser Gly Asn Cys 


Thr 


Thr 


Pro 


Thr 


Thr 


Phe 


He 


Leu 


Ser 


Gly 


1 








5 










10 










15 




Leu 


Thr 


Asp Asn 


Pro Gly 


Leu 


Gin 


Met 


Pro 


Leu 


Phe 


Met 


Val 


Phe 


Leu 








20 










25 










30 






Ala 


He 


Tyr 
35 


Thr 


He 


Thr 


Leu 


Leu 
40 


Thr 


Asn 


Leu 


Gly 


Leu 
45 


He 


Ala 


Leu 


He 


Ser 
50 


Val 


Asp 


Leu 


His 


Leu 
55 


Gin 


Thr 


Pro 


Met 


Tyr 
60 


He 


Phe 


Leu 


Gin 


Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Ala 


Ala 


Tyr 


Ser 


Thr 


Val 


He 


Thr 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Thr 


Phe 
85 


Leu 


Glu 


Glu 


Arg 


Lys 
90 


Thr 


He 


Ser 


Tyr 


Val 
95 


Gly 


Cys 


He 


Leu 


Gin 
100 


Tyr 


Phe 


Ser 


Phe 


Val 
105 


Leu 


Leu 


Thr 


Val 


Thr 
110 


Glu 


Ser 


Leu 


Leu 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Lys 


Pro 


Leu 
130 


Leu 


Tyr 


Pro 


Ser 


He 
135 


Met 


Thr 


Lys 


Ala 


Val 
140 


Cys 


Trp 


Arg 


Leu 


Val 


Glu 


Ser 


Leu 


Tyr 


Phe 


Leu 


Ala 


Phe 


Leu 


Asn 


Ser 


Leu 


Val 


His 


Thr 


145 










150 










155 










160 


Ser 


Gly 


Leu 


Leu 


Lys 
165 


Leu 


Ser 


Phe 


Cys 


Tyr 
170 


Ser 


Asn 


Val 


Val 


Asn 
175 


His 


Phe 


Phe 


Cys 


Asp 
180 


He 


Ser 


Pro 


Leu 


Phe 
185 


Gin 


He 


Ser 


Ser 


Ser 
190 


Ser 


He 


Ala 


He 


Ser 
195 


Glu 


Leu 


Leu 


Val 


He 
200 


He 


Ser 


Gly 


Ser 


Leu 
205 


Phe 


Val 


Met 


Ser 


Ser 
210 


He 


He 


He 


He 


Leu 
215 


He 


Ser 


Tyr 


Val 


Phe 
220 


He 


He 


Leu 


Thr 
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Val Val Met lie Arg Ser Lys Asp Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Thr Ser His Leu Met Ala Val Ser Leu Phe His Gly Thr Val lie 

245 250 255 

Phe Met Tyr Leu Arg Pro Val Lys Leu Phe Ser Leu Asp Thr Asp Lys 

260 265 270 

lie Ala Ser Leu Phe Tyr Thr Val Val lie Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Trp Arg Asn Lys Glu Val Lys Asp Ala Leu Arg Arg Leu 

290 295 300 

Thr Ala Thr Thr Phe Gly Phe He Asp Ser Lys Ala Val Gin 
305 310 315 

<210> 2723 
<211> 312 
<212> PRT 

<213> Unknown (GGCOR2) 
<400>2723 

Met Ala Ser Gly Asn Cys Thr Thr Pro Thr Thr Phe He Leu Ser Gly 

15 10 15 

Leu Thr Asp Asn Pro Arg Leu Gin Met Pro Leu Phe Met Val Phe Leu 

20 25 30 

Val He Tyr Thr Thr Thr Leu Leu Thr Asn Leu Gly Leu He Ala Leu 

35 40 45 

He Gly Met Asp Leu His Leu Gin Thr Pro Met Tyr He Phe Leu Gin 

50 55 60 

Asn Leu Ser Phe Thr Asp Ala Ala Tyr Ser Thr Val He Thr Pro Lys 
65 70 75 80 

Met Leu Ala Thr Phe Leu Glu Glu Arg Arg Thr He Ser Tyr Val Gly 

85 90 95 

Cys He Leu Gin Tyr Phe Ser Phe Val Leu Leu Thr Thr Ser Glu Trp 

100 105 110 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 

115 120 125 

Pro Leu Leu Tyr Pro Ser He Met Thr Lys Ala Val Cys Trp Arg Leu 

130 135 140 

Val Lys Gly Leu Tyr Ser Leu Ala Phe Leu Asn Ser Leu Val His Thr 
145 150 155 160 

Ser Gly Leu Leu Lys Leu Ser Phe Cys Ser Ser Asn Val Val Asn His 

165 170 175 

Phe Phe Cys Asp Asn Arg Pro Leu Phe Gin He Ser Ser Ser Ser Thr 

180 185 190 

Thr Leu Asn Glu Leu Leu Val He He Ser Gly Ser Leu Phe Val Met 

195 200 205 

Ser Ser He He Thr lie Leu He Ser Tyr Val Phe He He Leu Thr 

210 215 220 

Val Val Met He Arg Ser Lys Asp Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Thr Ser His Leu Met Ala Val Ser Leu Phe His Gly Thr Val He 

245 250 255 

Phe Met Tyr Leu Arg Ser Val Lys Leu Phe Ser Leu Asp Thr Asp Lys 

260 265 270 

He Ala Ser Leu Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Trp Arg Asn Lys Glu Val Lys Asp Ala Leu Arg Arg Leu 

290 295 300 

Thr Ala Thr Ser Val Trp Leu His 
305 310 

<210> 2724 
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<211> 318 
<212> PRT 

<213> Unknown (GGCOR3) 
<400>2724 

Met Ala Ser Gly Asn Cys Thr Thr Pro Thr Thr Phe lie Leu Ser Gly 

15 10 15 

Leu Thr Asp Asn Pro Gly Leu Gin Met Pro Leu Phe Met Val Phe Leu 

20 25 30 

Ala lie Tyr Thr lie Thr Leu Leu Thr Asn Leu Gly Leu lie Arg Leu 

35 40 45 

lie Ser Val Asp Leu His Leu Gin Thr Pro Met Tyr lie Phe Leu Gin 

50 55 60 

Asn Leu Ser Phe Thr Asp Ala Ala Tyr Ser Thr Val lie Thr Pro Lys 
65 70 75 80 

Met Leu Ala Thr Phe Leu Glu Glu Arg Lys Thr lie Ser Tyr Val Gly 

85 90 95 

Cys lie Leu Gin Tyr Phe Ser Phe Val Leu Leu Thr Thr Ser Glu Cys 

100 105 110 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Lys 

115 120 125 

Pro Leu Leu Tyr Pro Ala lie Met Thr Lys Ala Val Cys Trp Arg Leu 

130 135 140 

Val Glu Ser Leu Tyr Phe Leu Ala Phe Leu Asn Ser Leu Val His Thr 
145 150 155 160 

Cys Gly Leu Leu Lys Leu Ser Phe Cys Tyr Ser Asn Val Val Asn His 

165 170 175 

Phe Phe Cys Asp lie Ser Pro Leu Phe Gin lie Ser Ser Ser Ser lie 

180 185 190 

Ala lie Ser Glu Leu Leu Val lie lie Ser Gly Ser Leu Phe Val Met 

195 200 205 

Ser Ser lie lie lie He Leu He Ser Tyr Val Phe He He Leu Thr 

210 215 220 

Val Val Met He Arg Ser Lys Asp Gly Lys Tyr Lys Ala Phe Ser Thr 
225 | 230 235 240 

Cys Thr Ser His Leu Met Ala Val Ser Leu Phe His Gly Thr Val He 

245 250 255 

Phe Met Tyr Leu Arg Pro Val Lys Leu Phe Ser Leu Asp Thr Asp Lys 

260 265 270 

He Ala Ser Leu Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Trp Arg Asn Lys Glu Val Lys Asp Ala Leu Arg Arg Leu 

, 290 295 300 

Thr Ala Thr Thr Phe Gly Phe He Asp Ser Lys Ala Val Gin 
305 310 315 

<210> 2725 
<211> 312 
<212> PRT 

<213> Unknown (GGCOR4) 
<400>2725 

Met Ala Ser Gly Asn Cys Thr Thr Pro Thr Thr Phe He Leu Ser Gly 

15 10 15 

Leu Thr Asp Asn Pro Gly Leu Gin Met Pro Leu Phe Met Val Phe Leu 

20 25 30 

Ala He Tyr Thr He Thr Leu Leu Thr Asn Leu Gly Leu He Ala Leu 

35 40 45 

He Ser Val Asp Leu His Leu Gin Thr Pro Met Tyr He Phe Leu Gin 

50 55 60 

Asn Leu Ser Phe Thr Asp Ala Ala Tyr Ser Thr Val He Thr Pro Lys 
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65 










70 










75 










80 


Met 


Levi 


Ala 


Thr 


Phe 
85 


Leu 


Glu 


Glu 




Lys 
90 


Thr 


He 


Ser 


j.y ±. 


He 
95 


Glv 




Tip 


Leu 


Gin 
100 




Phe 


Ser 


Phe 


Val 
105 


Leu 


Leu 


Thr 


Val 


Thr 
110 


Glu 


Ser 




Leu. 


Leu 
115 


Ala 


Val 


Met 


Ala 


xy x 

120 


Asp 


Arg 


Tvr 


Val 


Ala 
125 


He 


Cys 


Lys 


Pi-o 

ex. \J 


130 




Tyr 


Pro 


Ser 


He 
135 


Met 


Thr 


Lys 


Ala 


Val 
140 


Cys 


Tiro 


Arg 


Leu 


Val 


Lys 


Gly 


Leu 


Tyr 


Ser 


Leu 


Ala 


Phe 


Leu 


Asn 


Ser 


Leu 


Val 


His 


Thr 


145 










150 










155 










160 


Ser 




Leu 


Leu 


Lys 
165 


Leu 


Ser 


Phe 




Ser 
170 


Ser 


Asn 


Val 


Val 


Asn 
175 


His 


IT lltr 


tilt: 


v^._y is 


Asp Asn 




Prn 

it x. 




Phe 


Gin 


He 


Ser 


Ser 


Ser 


Ser 


Thr 








180 










185 










190 






Thr* 

1X11. 


Leu 


Asn 


Glu 


Leu 




Val 


Phe 


He 


Phe Gly 


Ser 


Leu 


Phe 


Ala 


Met 






195 










200 










205 








Cor 


PCI 


11c 


He 


Thr 


-L XCT 




He 


Ser 


Tyr Val 


Phe 


He 


He 


Leu 


Thr 




210 










215 










220 










val 


V ciJL 


Arg 


He 


Arg 


.DfcrX 


T .\/c 

J_j_y £> 


Asp 


Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Car 
OCI 


Thr 


225 










230 










235 










240 


Cys 


1 XIX 


Ssr 


His 


Leu 
245 






V d x 


Ser 


Leu 
250 


Phe 




vjxy 




V ct X 

255 


Tip 
lie 


Phe 


Met 


Tyr 


Leu 
260 


Arg 


Pro 


Val 


Lys 


Leu 
265 


Phe 


Ser 


Leu 


Asp 


Thr 
270 


Asp 


Lys 


He 


Ala 


Ser 
275 


Leu 


Phe 


Tyr 


Thr 


Val 
280 


Val 


He 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Leu 


He 


Tyr 
290 


Ser 


Trp 


Arg 


Asn 


Lys 
295 


Glu 


Val 


Lys 


Asp 


Ala 
300 


Leu 


Arg 


Arg 


Val 


He 


Ala 


Thr 


Asn 


Val 


Trp 


He 


His 



















305 310 



<210> 2726 
<211> 312 
<212> PRT 

<213> Unknown (GGC0R5) 
<400>2726 

Met Ala Leu Gly Asn 

1 5 
Leu Thr Asp Asn Pro 
20 

Ala He Tyr Thr He 
35 

He Ser Val Asp Phe 
50 

Asn Leu Ser Phe Thr 
65 

Met Leu Ala Thr Phe 
85 

Cys He Leu Gin Tyr 
100 

Leu Leu Leu Ala Val 
115 

Pro Leu Leu Tyr Pro 
130 

Val Glu Gly Leu Tyr 
145 

Ser Gly Leu Leu Lys 
165 

Phe Phe Cys Asp Asn 



Cys Thr Thr Pro Thr Thr Phe He Leu Ser Gly 

10 15 
Arg Leu Gin Met Pro Leu Phe Met Val Phe Leu 

25 30 
Thr Leu Leu Ala Asn Leu Gly Leu He Ala Leu 

40 45 
His Leu Gin Thr Pro Met Tyr He Phe Leu Gin 

55 60 
Asp Ala Ala Tyr Ser Thr Val He Thr Pro Lys 
70 75 80 

Leu Glu Glu Arg Arg Thr He Ser Tyr Val Gly 

90 95 
Phe Ser Phe Val Leu Leu Thr Ser Ser Glu Cys 

105 110 
Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 

120 125 
Ala He Met Thr Lys Ala Val Cys Trp Arg Leu 

135 140 
Ser Leu Ala Phe Leu Asn Ser Leu Val His Thr 
150 155 160 

Leu Ser Phe Cys Ser Ser Asn Val Val Asn His 

170 175 
Ser Pro Leu Phe Gin He Ser Ser Ser Ser Thr 
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180 185 190 



Thr 


Leu 


Asn 


Glu 


Leu 


Leu 


Val 


Phe 


He 


Phe 


Gly 


Ser 


Trp 


Phe 


Ala 
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210 215 220 

<210> 2745 
<211> 312 
<212> PRT 

<213> Unknown (HOR5beta3) 



<400>2745 






















Gly 


Pne 




Met 


Trp 


Pro 


Asn 


He 


Thr 


Ala 


Ala 


Pro 


Phe 


Leu 


Leu 


Thr 


Pro 


1 






5 










10 










15 




Gly 


Leu 


Glu 


Ala 


Ala 


His 


His 


Trp 


He 


Ser 


He 


Pro 


Phe 


Phe 


Ala 


Val 






20 










25 










30 






Tyr 


Val 


Cys 


He 


Leu 


Leu 


Gly 


Asn 


Gly 


Met 


Leu 


Leu 


Tyr 


Leu 


He 


Lys 




35 










40 










45 








His 


Asp 
50 


His 


Ser 


Leu 


His 


Glu 
55 


Pro 


Met 


Tyr 


Tyr 


Phe 
60 


Leu 


Thr 


Met 


Leu 


Ala 


Gly 


Thr 


Asp 


Leu 


Met 


Val 


Thr 


Leu 


Thr 


Thr 


Met 


Pro 


Thr 


Val 


Met 


65 






70 










75 










80 


Gly 


lie 


Leu 


Trp 


Val 


Asn 


His 


Arg 


Glu 


He 


Ser 


Ser 


Val 


Gly 


Cys 


Phe 








85 










90 










95 




Leu 


Gin 


Ala 


Tyr 
100 


Phe 


He 


His 


Ser 


Leu 
105 


Ser 


Val 


Val 


Glu 


Ser 
110 


Gly 


Ser 


Leu 


Leu 


Ala 
115 


Met 


Ala 


Tyr 


Asp 


Arg 
120 


Phe 


He 


Ala 


He 


Arg 
125 


Asn 


Pro 


Leu 


Arg 


Tyr 


Ala 


Ser 


He 


Phe 


Thr 


Asn 


Thr 


Arg 


Val 


He 


Ala 


Leu 


Gly 


Val 


130 










135 










140 










Gly 


Val 


Phe 


Leu 


Arg 


Gly 


Phe 


Val 


Ser 


lie 


Leu 


Pro 


Val 


He 


Leu 


Arg 


145 










150 










155 










160 


Leu 


Phe 


Ser 


Phe 


Ser 
165 


Tyr 


Cys 


Lys 


Ser 


His 
170 


Val 


He 


Thr 


Arg 


Ala 
175 


Phe 


Cys 


Leu 


His 


Gin Glu 


He 


Met 


Arg 


Leu 


Ala 


Cys 


Ala 


Asp 


He 


Thr 


Pne 






180 










185 










190 






Asn 


Arg 


Leu 


Tyr 


Pro 


Val 


He 


Leu 


He 


Ser 


Leu 


Thr 


He 


Phe 


Leu 


Asp 




195 








200 










205 




Val 




Ser 


Leu 
210 


He 


He 


Leu 


Phe 


Ser 
215 


Tyr 


He 


Leu 


He 


Leu 
220 


Asn 


Thr 


He 


Gly 


He 


Ala 


Ser Gly Glu 


Glu 


Arg 


Ala 


Lys 


Ala 


Leu 


Asn 


Thr 


Cys 


He 


225 










230 










235 










240 


Ser 


His 


He 


Ser Cys 


Val 


Leu 


He 


Phe 


Tyr 


Val 


Thr 


Val 


Met 


Gly 


Leu 










245 










250 










255 




Thr 


Phe 


He 


Tyr 
260 


Arg 


Phe 


Gly 


Lys 


Asn 
265 


Val 


Pro 


Glu 


Val 


Val 
270 


His 


He 


He 


Met 


Ser 
275 


Tyr 


He 


Tyr 


Phe 


Leu 
280 


Phe 


Pro 


Pro 


Leu 


Met 
285 


Asn 


Pro 


Val 


He 


Tyr 
290 


Ser 


He 


Lys 


Thr 


Lys 
295 


Gin 


He 


Gin 


Tyr 


Gly 
300 


He 


He 


Arg 


Leu 


Leu 


Ser 


Lys 


His Arg 


Phe 


Ser 


Arg 


















305 










310 























<210> 2746 
<211> 310 
<212> PRT 

<213> Unknown <HOR5beta2 {translated via ORDEAL) ) 
<220> 

<221> VARIANT 

<222> (1) . . . (310) 

<223> Xaa = Any Amino Acid 
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<400>2746 




























Thr 


His 


Asn 


Ala 


Ala 


Pro 


Phe 


Leu 


Leu 


Pro Gly 


Phe 


Ser 


Val 


Leu 


Glu 


1 








5 










10 










15 




Ala 


Thr 


Tyr 


His 


Ser 


He 


Ser 


He 


Pro 


Phe 


Phe 


Ala 


Val 


Tyr 


Val 


Cys 








20 










25 










30 






Val 


Leu 


Leu 


Gly Asn 


Gly 


Lys 


Leu 


Leu 


Tyr 


Leu 


He 


Lys 


His 


Asp 


His 






35 










40 










45 








Ser 


Leu 


His 


Glu 


Pro 


Met 


Tyr 


Cys 


Phe 


Leu 


Ala 


Thr 


Leu 


Arg 


Gin 


Asp 




50 










55 










60 










Leu 


Met 


Val 


Lys 


Leu 


Thr 


Met 


Met 


Pro 


Thr 


Val 


Met 


Gly Val 


Leu 


Trp 


65 










70 










75 










80 


Met 


Asn 


His 


Lys 


Glu 


Val 


He 


His 


Gly 


Ala 


Cys 


Phe 


Leu 


Gin 


Val 


Tyr 










85 










90 










95 




lie 


lie 


His 


Ser 


His 


Tyr 


Pro 


Leu 


Ala 


Glu 


Ser 


Gly 


He 


Leu 


Leu 


Ser 








100 










105 










110 






Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


He 


He 


He 


His 


Met 


Leu 


Leu 


Arg 


Tyr 


Asn 






115 










120 










125 








Ser 


He 


Ser 


Thr 


Lys 


Ser 


Trp 


Val 


Lys 


He 


Glu 


Leu 


Trp 


Leu 


Phe 


Met 




130 










135 










140 










Arg 


Asp 


Phe 


Leu 


Ser 


Leu 


Val 


Pro 


Pro 


He 


Leu 


Pro 


Leu 


His 


Cys 


Phe 


145 










150 










155 










160 


Pro 


Tyr 


Cys 


His 


Ser 


His 


Val 


Leu 


Phe 


His 


Thr 


Phe 


Phe 


Leu 


His 


Gin 










165 










170 










175 




Asp 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


He 


Thr 


Phe 


Asn 


His 


Leu 


Tyr 








180 










185 










190 






Pro 


Ala 


He 


Leu 


Val 


Ala 


Leu 


He 


Phe 


Phe 


Leu 


Asp Ala 


Leu 


He 


He 






195 










200 










205 








Val 


Phe 


Ser 


Tyr 


He 


Leu 


He 


Leu 


Lys 


Thr 


Val 


He 


Gly 


He 


Ala 


Ser 




210 










215 










220 










Arg 


Lys 


Glu 


Gin 


Ala 


Lys 


Ala 


Leu 


Asn 


Met 


Cys 


Val 


Ser 


His 


He 


Ser 


225 










230 










235 










240 


Cys 


Val 


Leu 


Val 


Phe 


His 


He 


Thr 


Val 


He 


Ser 


Glu 


Thr 


Phe 


He 


His 










245 










250 










255 




Arg 


Phe 


Gly 


Lys 


His 


Ala 


Pro 


His 


Val 


Val 


His 


He 


Thr 


Val 


Ser 


Xaa 








260 










265 










270 






Xaa 


Leu 


He 


Leu 


Phe 


Pro 


Pro 


Phe 


Met 


Asn 


Pro 


He 


He 


Tyr 


Ser 


He 






275 










280 










285 








Lys 


Pro 


Ser 


Arg 


Ser 


Lys 


Glu 


Ala 


Leu 


Xaa 


Arg 


Leu 


Phe 


Ser Gly 


His 




290 










295 










300 










Arg 


Met 


Ala 


Xaa 


Ala 


Leu 























305 310 



<210> 2747 
<211> 310 
<212> PRT 

<213> Unknown (HOR5betal) 



<400>2747 



Met 


Trp 


Tyr 


Asn 


Asn 


Ser 


Ala Gly 


Pro 


Phe 


Leu 


Leu 


Thr Gly 


Phe 


Leu 


1 








5 








10 








15 




Gly 


Ser 


Glu 


Ala 


Val 


His 


Tyr Arg 


He 


Ser 


Met 


Ser 


Phe Phe 


Val 


He 








20 








25 








30 






Tyr 


Phe 


Ser 


Val 


Leu 


Phe 


Gly Asn Gly Thr Leu 


Leu 


Val Leu 


He 


Trp 






35 








40 










45 






Asn 


Asp 


His 


Ser 


Leu 


His 


Glu Pro 


Met 


Tyr 


Tyr 


Phe 


Leu Ala 


Met 


Leu 




50 










55 








60 








Ala 


Asp 


Thr 


Asp 


Leu 


Gly 


Met Thr 


Phe 


Thr 


Thr 


Met 


Pro Thr 


Val 


Leu 


65 










70 








75 








80 


Gly 


Val 


Leu 


Leu 


Leu 


Asp 


Gin Arg 


Glu 


He 


Ala 


His 


Ala Ala 


Cys 


Phe 










85 








90 








95 




Thr 


Gin 


Ser 


Phe 


He 


His 


Ser Leu 


Ala 


He 


Val 


Glu 


Ser Gly 


He 


Leu 
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100 105 110 

Leu Val Leu Ala Tyr Asp Cys Phe lie Ala lie Arg Thr Pro Leu Arg 

115 120 125 

Tyr Asn Cys lie Leu Thr Asn Ser Arg Val Met Asn lie Gly Leu Gly 

130 135 140 

Val Leu Met Arg Gly Phe Met Ser lie Leu Pro lie lie Leu Ser Leu 
145 150 155 160 

Tyr Cys Tyr Pro Tyr Cys Gly Ser Arg Ala Leu Leu His Thr Phe Cys 

165 170 175 

Leu His Gin Asp Val lie Lys Leu Ala Cys Ala Asp lie Thr Phe Asn 

180 185 190 

His lie Tyr Pro lie lie Gin Thr Ser Leu Thr Val Phe Leu Asp Ala 

195 200 205 

Leu lie lie lie Phe Ser Tyr lie Leu lie Leu Lys Thr Val Met Gly 

210 215 220 

lie Ala Ser Gly Gin Glu Glu Ala Lys Ser Leu Asn Thr Cys Val Ser 
225 230 235 240 

His lie Ser Cys Val Leu Val Phe His He Thr Val Met Gly Leu Ser 

245 250 255 

Phe He His Arg Phe Gly Lys His Ala Pro His Val Val Pro He Thr 

260 265 270 

Met Ser Tyr Val His Phe Leu Phe Pro Pro Phe Val Asn Pro He He 

275 280 285 

Tyr Ser He Lys Thr Lys Gin He Gin Arg Ser He He Arg Leu Phe 

290 295 300 

Ser Gly Gin Ser Arg Ala 
305 310 
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because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 6.4(a). 

Box II Observations where unity of invention is lacking (Continuation of item 2 of first sheet) 
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FURTHER INFORMATION CONTINUED FROM PCT/ISA/ 210 



This International Searching Authority found multiple (groups of) 
inventions in this international application, as follows: 

1. Claim : 1 

Invention 1: 

claims 1-7, 15-19 partially 



Isolated nucleotide sequence encoding an olfactory receptor 
as characterized by SEQID1; the recombinant expression of 
the same in host cells; the translated polypeptide sequence 
of SEQID1 and a host cell and phage expressing said 
polypeptide; furthermore, a library of olfactory receptors 
suitable of determining the interaction pattern of a 
composition with said receptors comprising the translated 
expression products of at least two, 50, 100, 200 or 500 
polynucleotides encoding olfactory receptors, one of which 
is characterized by SEQID1. 



2. Claim : 2 

Invention 2-115: 

claims 1-7, 15-19 partially 



As invention one but as characterized by SEQIDs 2-73 and 
111-152. 



3. Claim : 3 

Invention 116-1047: 

claims 8-10 and 15-19 partially, 31,32,33 completely 



Isolated nucleotide sequence encoding an olfactory receptor 
as characterized by one of the SEQIDs from the group of 
SEQID153 to SEQID1084; the recombinant expression of the 
same in a host cell ; 

furthermore, a library of olfactory receptors suitable of 
determining the interaction pattern of a composition with 
said receptors comprising the translated expression products 
of at least two, 50, 100, 200 or 500 polynucleotides 
encoding olfactory receptors, one of which is characterized 
by one of the SEQIDs from the group of SEQID153 to 
SEQID1084; 

furthermore, a DNA array or a DNA chip comprising a DNA 
segment derived from one SEQID of the group of SEID153 to 
SEQID1084, a method determining the differences among 
individuals with respect to their olfactory faculties, 
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comprising comparing the olfactory DNA of the individual 
against said DNA array or chip; method to determine a single 
nucleotide polymorphism in olfactory receptors based on 
primers designed according to the first and last 25 bases of 
one of the SEQIDs of the group of SEQID153 to SEQIdl084. 



4. Claim : 4 

Invention 1048-1971: 

claims 11-14,20-24,25-30 partially 



Isolated olfactory receptor polypeptide 
as characterized by one of the SEQIDs from the group of 
SEQID1085 to SEQID2008; a recombinant host cell or phage 
expressing said polypeptide; 

furthermore, a library of olfactory receptors suitable of 
determining the interaction pattern of a composition with 
said receptors comprising at least two, 50, 100, 200 or 500 
olfactory receptor polypeptides, one of which is 
characterized by one of the SEQIDs from the group of 
SEQID1085 to SEQID2008; 

furthermore, a method for determining the binding pattern of 
a composition with olfactory receptors, comprising exposing 
said library to a composition, further determining whether 
the receptor is activated. 
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